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acccaccagg tccggacccc ctggtctgag ttttttgacc ttccaagtct caataaaaac 
360 

atccccgtca tcgagtatga gcagttcacc gcagaatctg gtgggccctt tattgaccag 
420 

gtttacgtcc tgcaaagtta cgcagagggg tggaaagaag ggacctggga agagaaggtg 
480 

gacgagcggc cgtgtattga tcagctcctg tactcccagg acaagcacga gtactacaga 
540 

ggacggtctt ggggttatga ggagaccagg ggtctaaacg tctcctgtcc gtccgtccag 
600 

ggctcagcct ccatcgtggc gcccctgctg ctgagaaaca catcagcccg gtccgtgatg 
660 

ttagacagag ccgagaacct acttcacgac cactatggag ggaaagaata ctgggatacc 
720 

cgccgcagca tggtgtttgc caggcacctg cgggaggtgg gagacgagtt caggagcaga 
780 

catctcaact ccacggacga cgcagacagg atccccttcc aggaggactg gatgaagatg 
840 

aaggtcaagc tgggctccgc gctagggggc ccctacctgg gagtccacct gagaagaaaa 
900 

gacttcatct ggggtcacag acaggatgta cccagtctgg aaggggccgt gaggaagatc 
960 

cgcagcctca tgaagaccca ccggctggac aaggtgtttg tggccacaga tgccgtcaga 
1020 

aaggaatatg aagagctaaa aaagctgtta cccgagatgg tgaggtttga acccacgtgg 
1080 

gaggagctgg agctctacaa ggacggaggc gttgcgatta ttgaccagtg gatctgcgca 
1140 

cacgccaggt gcctgcccac gtcactgtcg gccgagagcg ggtcgggtgg ctttcaaagg 
1200 

ttcttctgtc ccaagtactc ggtgtcagag cagatggtcg cctgtgttca cagtggtcat 
1260 

ttccatactg tttgcctcct cgtctgagtc tcctgtagca tctggttcag tgtttccctg 
1320 

ggctgaagtt aattgttcat cttgcccctt tagttctcat gcacagaatt cctccatagc 
1380 

aggctgttgg catagctggc ctcgtctcag aacctcttct tgtgtcgcat tttcccaCca 
1440 

ttcccggttt ctgcccctgt ctgccccctg ccctgagagt tgcccgtgcc ctggacttgg 
1500 

gcatgtcctt gttgctgtgt tgttgagcat ccgtgagcgt ccccgaggcc gggagcgtgg 
1560 

gccctcgtgt gatcattctc gtggggctgc catgagcgtc cccaaggctg ggagcatggg 
1620 

ccctcgtgtg atcgttcttg tggggctgcc gtgagcgtcc ccgaggccgg gagcgtgggc 
1680 

cctcgtgtga tcattctcgt ggggctgccg tgagcgtccc agaggccggg agcgtgggcc 
1740 

ctgcgtgcag tcattcctct ggggttgctg tgggaggtac gcctgggcct ctgttcctcc 
1800 

aaagacctgc ctgcccatct gcataggaga tgaaggctgg ggttagggtg aaacggtctg 
1860 

agttaaatgg aaaatgaaag tagagggaat gatcttcccc gtggttagca ctgtgcacac 
1920 
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gcgtgcgtct ctgtgggtta gtctgtctct 


IdSO 




gccggcgcct cttcacacat 


Ct^wbclw w WW 


2040 




ccacagaggc tccgggtgat 


gc ugucugc w 


2100 




caggatgcag cgctgac.ttc 


ucaggccagg 


2160 




tcacccctgc ttctcaggtg 


cggccccggg 


2220 




ccgcagccca ggaagcctgc 


tgtggggagg 


2280 




cagctgcgcg aagcgctcgg 


cccagctcac 


2340 




cctgctccgg caggcccctg 


tgtgtggggt 


2400 




cgcagcagca tacaggcctg 


tgtggcctgc 


2460 




catgttacat ttgctctgga 


aacatccctg 


2520 




gccgctggag agccagagac 


cagctgcgca 


2580 




tgaggtctgg agaaacccct ggagaagggt 


2640 




gagggggcct tgaccuccgt 


gatgtctact 


2700 




ggctagacag tgtgtggtta gtaggaatct 


2760 




tattcgacct gcactggcgt gcctggcctg 


2820 




ggggacatgc ggtgggacag gagcgtggcg 


2880 




cagcaccagg cagagcccct 


cagggcgccg 


2940 




gcaagggggc ggccggctgg tgggtgctcg 


3000 




tggaactcat tt:cactcagc 


tgctcctctc 


3060 




cccagttctc cQi;gactctg gaacctctgt 


3120 




cagtctcaac attttctttt 


cggattcatg 


3180 




agacgacgta caacaggttc 


tgcggagacc 


3240 




ggaagatcac ctactgagga ggatcctcca 


3300 




tggatgcagg ttctgtcgcc 


gtggagtcac 


3360 




aggaccgccc ctcgcagggt 


cccaggccca 


3420 




ccgtcctcgg cgttgccagc 


cgccatggct: 


3480 




gcggttgttt tcaggcagcg 


tctgtgaacc 


3540 





ctcctgcccg aggaatgctg agcgccctga 
ctgtggtgtt ctgggcatgg tgtataagac 
gggtgtgggt ccctttccct gttaagcaga 
gcggaggtgt gcaggagccc agtcacgagc 
attttgactg cgaccttggc ggtgctgtct 
cttcgcactg agctctcagc ctcctgccct 
tgaagctgcc ctgcctccgg gccggcgcgg 
ggtgagggtc tccccaccag tgctgcaccc 
tggccctgtg gctctgtgta cagcgctgtg 
gggtttgctt gttcacgaag ttcatgaagt 
ggagccggag gaacgggcag gccgctgacc 
gtccccacca gcccatacag cgtgtgtgtg 
gtgcctcagg ataaggaccc gccatgccct 
ctcattgttc accatgtgac ccccaggagg 
ggatttggtg acggagagga gggctcccag 
gctgctgact gtggggtgtg gatggggctg 
atgtcgaggg cacctgagcg aggggtgcca 
ggggacggcc gtgttggttc cacgtaactg 
agttctccct gactctggaa cctctgtgac 
gatcctttgc aggttttttt attggcacct 
aggaaagaga aatcctgggg ttggacccca 
aagagaaggc gtgtgagcaa cccacccact 
gggccgctcc ccggacccga caggcgcggg 
cgtctactgc cagccgggag ctgggcggac 
gaagaggccc cacgcctcta gagctgggct 
gatgaagagg ctccgctgct ctcgggggcg 
cacagctcgg ttgccagcag tgcccgcgtg 
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aaatgtttga agatgccggc gtttccggcc tcaacttgtt tcgatgccgt ggttccaccg 
120 

atttcgccga tgcggctcat cgcacggtta agaagcttcg tccagataac ccaggacaga 
180 

gcaaggtata tcaggctcag aaccaggaaa agcagggctt taccccagtg ccccatatag 
240 

accgcgctag ctacggcaaa aggcgcgccc agtggggtcc aggacagcac tttcatggct 
300 

gaagggagcg catcccnagc ttcgcctagc cccagagcta acccagcgac cagtggacca 

360 

gcgcccatca tcagtaggaa ccctacgata atcagqcctt gttttacccc tggaatggag 
420 

ctgatttcn 
429 

<210> 190 
<21X> 123 
<212> PRT 

<213> Homo sapiens 
<400> 190 



Met 


Met: 


Gly 


Ala 


Gly 


Pro Leu Val 


Ala 


Gly 


Leu 


Ala 


Leu 


Gly Leu 


Gly 


1 








5 






10 








15 




Glu 


Ala 


Xaa 


Asp 


Ala 


Leu Pro Ser 


Ala 


Met 


Lys 


Val 


Leu 


Ser Trp 


Thr 








20 






25 










30 




Pro 


Leu 


Gly 


Ala 


Pro 


Phe Ala Val 


Ala 


Ser 


Ala 


Val 


Tyr 


Met Gly 


His 






35 






40 










45 






Trp 


Gly 


Lys 


Ala 


Leu 


Leu Phe Leu 


Val 


Leu 


Ser 


Leu 


He 


Tyr Leu 


Ala 




50 








55 








60 








Leu 


Ser 


Trp 


Val 


He 


Trp Thr Lys 


Leu 


Leu 


Asn Arg 


Ala 


Met Ser 


Arg 


65 










70 






75 








80 


He 


Gly 


Glu 


He 


Gly 


Gly Thr Thr 


Ala 


Ser 


Lys 


Gin 


Val 


Glu Ala 


Gly 










85 






90 








95 




Asn 


Ala 


Gly 


He 


Phe 


Lys His Phe 


Thr 


Ala 


Ser 


Pro 


Arg 


Gly Ala 


He 








100 






105 










110 




Ala 


Ala 


Arg 


Thr 


Val 


His Met Leu 


Val 


Asn 


His 











115 120 



<210> 191 
<211> 4845 
<212> DNA 

<213> Homo sapiens 



<400> 191 

ccgcccgggg ccatggcgac actcagcttc gtcttcctgc tgctgggggc agtgtcctgg 
60 

cctccggctt ctgcctccgg ccaggagttc tggcccggac aatcggcggc cgatattctg 
120 

tcgggggcgg cttcccgcag acggtatctt ctgtatgacg tcaacccccc ggaaggcttc 
180 

aacctgcgca gggatgtcta tatccgaatc gcctctctcc tgaagactct gctgaagacg 
240 

gaggagtggg tgcttgtcct gcctccatgg ggccgcctct atcactggca gagtcctgac 
300 
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gtgacccaga agcaggagtg tttgtcaggc tcccgctctg gcctttccag ccacctttca 
3600 

tgtcttcata ttttaagtgc attgaggata gatgcaggcg ggtgagctgc cctccgtcag 
3660 

gtggacccgg gctgacattt ccctgggagc tggtgcaagg agaagcgtca ttttaaatgt 
3720 

ctgcagagcg accaggggcc tcatgaatct ctccgttgcc ctccgcgcag caggaggctg 
3780 

cctgcgtgtt tcctcctggg acgcgtgcaa ggcagacctg gtgctgcaaa ggaaagggcc 
3840 

tgaggcctca gggagccccg tggagggatg acagttcagg ccctactgct ggcacgtcag 

3900 

agcactggga agtttttcag tgacgtctct ggggcactca gtggattgtc tgtaggaaac 
3960 

ttgcagctct gctcctcaca ccaggcccgg ctggccaccc accctcgccc ccactggcca 
4020 

cccctccctc gccccgactg ccccgcccca ccctcacccc gactgccccg ccctcgcccg 
4080 

gctggccgtc cctgccctcg ccccggctgg caggtgcaca tggggcctcc aggtctgcca 
4140 

ttcgctattg agaactagaa atgaggaagg acagttacgc taactccaaa aggctgtcta 
4200 

ggatgagctg ctttatcagg gagctccttg tacccatttt acagaaatca tttttaggtc 
4260 

tttgtgccac caccacgagg ggcatctgca aagagggcaa cgctagacac agaatccgtg 
4320 

gaaggtgcag cagtgcctca ggggtcctca gggtcaggga gcccccctca ccctcttggc 
4380 

ccgttaccct ttgtgacttt ccaccatggt gtcgtgtgac cctcagtcag gttggtgggg 

4440 

gctgagtcct cactgagcag ccactctcca catdtgctag aggaacagtg acatggacac 
4500 

ctgtgacaga gagaggacag ttagtgagga gggacagaca gctcttcctt tcggagcctg 
4560 

gctagtctag gacatcacct tgctgtgtct tctcaagctt ttaaaattga ccctgaacgt 
4620cctatggtgt tactcaaagc tgtgcagggt aaatgatgac atatttattc 4680 
tttttccatt tgttctagaa acagtgcctt tttcatcagt tgcattttcc aggctgagag 
4740 

ctgtataaaa cattttggac tgtgaccatg taccttcctt tttaagaaaa ataaactgct 

4800 

ttatggaagt tggtaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
4845 

<210> 192 
<211> 428 
<212> PRT 

<213> Homo sapiens 
<4O0> 192 

Pro Pro Gly Ala Met Ala Thr Leu Ser Phe Val Phe Leu Leu Leu Gly 

^5 10 15 

Ala Val Ser Trp Pro Pro Ala Ser Ala Ser Gly Gin Glu Phe Trp Pro 

20 25 . 30 

Gly Gin Ser. Ala Ala Asp He Leu Ser Gly Ala Ala Ser Arg Arg Arg 
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35 40 : 45 

Tyr Leu Leu Tyr Asp Val Asn Pro Pro Glu Gly Phe Asn Leu Arg Arg 

50 55 60 

Asp Val Tyr lie Arg He Ala Ser Leu Leu Lys Thr Leu Leu Lys Thr 
65 70 .75 80 

Glu Glu Trp Val Leu Val Leu Pro Pro Trp Gly Arg Leu Tyr His Trp 

85 90 95 

Gin Ser Pro Asp lie His Gin Val Arg He Pro Trp Ser Glu Phe Phe 

100 105 110 

Asp Leu Pro Ser Leu Asn Lys Asn He Pro Val He Glu Tyr Glu Gin 

lis 120 125 

Phe He Ala Glu Ser Gly Gly Pro Phe He Asp Gin val Tyr Val Leu 

130 135 140 

Gin Ser Tyr Ala Glu Gly Trp Lys Glu Gly Thr Trp Glu Glu Lys Val 
145 150 155 160 

Asp Glu Arg Pro Cys He Asp Gin Leu Leu Tyr Ser Gin Asp Lys His 

165 170 175 

Glu Tyr Tyr Arg Gly Trp Phe Trp Gly Tyr Glu Glu Thr Arg Gly Leu 

180 185 190 

Asn Val Ser Cys Leu Ser Val Gin Gly Ser Ala Ser He Val Ala Pro 

195 200 205 

Leu Leu Leu Arg Asn Thr Ser Ala Arg Ser Val Met Leu Asp Arg Ala 

210 215 220 

Glu Asn Leu Leu His Asp His Tyr Gly Gly Lys Glu Tyr Trp Asp Thr 
225 230 235 240 

Arg Arg Ser Met Val Phe Ala Arg His Leu Arg Glu Val Gly Asp Glu 

245 250 255 

Phe Arg Ser Arg His Leu Asn Ser Thr Asp Asp Ala Asp Axrg He Pro 

260 265 270 

Phe Gin Glu Asp Trp Met Lys Met Lys Val Lys Leu Gly Ser Ala Leu 

275 280 285 

Gly Gly Pro Tyr Leu Gly Val His Leu Arg Arg Lys Asp Phe He Trp 

290 295 300 

Gly His Arg Gin Asp Val Pro Ser Leu Glu Gly Ala Val Arg Lys He 
305 310 315 320 

Arg Ser Leu Met Lys Thr His Arg Leu Asp Lys Val Phe Val Ala Thr 

325 330 335 

Asp Ala Val Arg Lys Glu Tyr Glu Glu Leu Lys Lys Leu Leu Pro Glu 

340 345 350 

Met Val Arg Phe Glu Pro Thr Trp Glu Glu Leu Glu Leu Tyr Lys Asp 

355 360 365 

Gly Gly Val Ala He He Asp Gin Trp He Cys Ala His Ala Arg Cys 

370 375 380 

Leu Pro Thr Ser Leu Ser Ala Glu Ser Gly Ser Gly Gly Phe Gin Arg 
385 390 395 400 

Phe Phe Cys Pro Lys Tyr Ser Val Ser Glu Gin Met Val Ala Cys Val 

405 410 415 

His Ser Gly His Phe His Thr Val Cys Leu Leu Val 
420 425 

<210> 193 
<211> 350 
<212> DNA 

<213> Homo sapiens 
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<400> 193 

gccggcgagc tggactgcgc catcatggcc gagcccttcc ccgacaccgg cctggccacg 
60 

gcgcagctgt acgacgagcc cttcgtcgtc gcgctgcggg cgtcgcaccc gctggccgac 
120 

cgtgccagca tcagccccga ggaggtcaag ggcgagacca tgttgatgtt gggcacgggc 
180 

ccctggtttc cccgggcccg cggtgggggt ttggcccgga tttggcgcgt ttctccagcg 
240 

ccgttaaggg catacgccgc agtttcgagg gctcgtcgct ggagaccatc aagcacatcg 
300 

tggcttcggg catggcgtga cggtggtgcc gcagctgtcc gtgccgcgcg 
350 

<210> 194 
<211> 116 
<212> PRT 
<213> Homo sapiens 

<400> 194 



Ala 


Gly 


Glu 


Leu 


Asp Cys Ala lie Met 


Ala 


Glu Pro 


Phe 


Pro 


Asp 


Thr 


1 








5 


10 








15 




Gly 


Leu 


Ala 


Thr 


Ala Gin Leu Tyr Asp 


Glu 


Pro Phe 


Val 


Val 


Ala 


Leu 








20 


25 








30 






Arg 


Ala 


Ser 


His 


Pro Leu Ala Asp Arg 


Ala 


Ser lie 


Ser 


Pro 


Glu 


Glu 






35 




40 






45 








Val 


Lys 


Gly 


Glu 


Thr Met Leu Met Leu 


Gly 


Thr Gly 


Pro 


Trp 


Phe 


Pro 




SO 






55 




60 










Arg 


Ala 


Arg 


Gly 


Gly Gly Leu Ala Arg 


lie 


Trp Arg 


Val 


Ser 


Pro 


Ala 


65 








70 




75 








80 


Pro 


Leu 


Arg 


Ala 


Tyr Ala Ala Val Ser 


Arg 


Ala Arg 


Arg 


Trp 


Arg 


Pro 










85 


90 








95 




Ser 


Ser 


Thr 


Ser 


Trp Leu Arg Ala Trp 


Arg 


Asp Gly 


Gly 


Ala 


Ala 


Ala 








100 


105 








110 






Val 


Arg 


Ala 


Ala 

















115 



<210> 195 
<211> 495 
<212> DNA 
<213> Homo sapiens 

<400> 195 

acgcgtgaac gcgacggctt ggcgatcgga ggcgtcggcc ccgtcgttga gtgggbcgtt 
60 

gaaatggttc gcttcgacga aagcgagact ctcgaccgcc ttgcatcggg cgtccttgaa 
120 

ccagaacttg gcgacgattt ggccgccgtc ctgctcgact ctcatcgggt tgctgtcatc 
180 

agcgagggac cgaactggct tgcctcgcta cccgcgatcg taggtcgcaa cacggaacag 
240 

tttcgcagca caccagacct tgcccgcgac cggatcgaca aactgcacca gttgagccat 
300 
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cgcgaaatag cacgaaatcg cgagctcctg cgtgcccgcg ctgcgtcggg gcaggtgcgg 
360 

cactgccacg gcgacgcaca cctcggcaac atcgtcatga ttgacggcaa gccggtcctg 
420 

ttcgacgcga tcgaatttga tcctgatatc gcgacaacgg atgcgctgta cgatttcgcg 
480 

ttccctctga tggat 
495 

<210> 196 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 196 



Thr 


Arg 


Glu Arg 


Asp 


Gly 


Leu 


Ala 


He 


Gly 


Gly Val 


Gly 


Pro Val 


Val 


1 








5 










10 






15 




Glu 


Trp 


Ala 


Val 
20 


Glu 


Met 


Val 


Arg 


Phe 
25 


Asp 


Glu Ser 


Glu 


Thr Leu 
30 


Asp 


Arg 


Leu 


Ala 
35 


Ser 


Gly 


val 


Leu 


Glu 
40 


Pro 


Glu 


Leu Gly 


Asp 
45 


Asp Leu 


Ala 


Ala 


Val 
50 


Leu 


Leu 


Asp 


Ser 


His 
55 


Arg 


Val 


Ala 


Val He 
60 


Ser 


Glu Gly 


Ser 


Asn 


Trp 


Leu 


Ala 


Ser 


Leu 


Pro 


Val 


He 


Val 


Gly Arg 


Asn 


Thr Glu 


Gin 


65 








70 










75 






80 


Phe 


Arg 


Ser 


He 


Pro 

85 


Asp 


Leu 


Ala 


Arg 


Asp 

90 


Arg He 


Asp 


Lys Leu 

95 


His 


Gin 


Leu 


Ser 


His 
100 


Arg 


Glu 


He 


Ala 


Arg 
105 


Asn 


Arg Glu 


Leu 


Leu Arg 
110 


Ala 


Arg 


Ala 


Ala 
115 


Ser 


Gly 


Gin 


Val 


Arg 
120 


His 


Cys 


His Gly 


Asp 
125 


Ala His 


Leu 


Gly 


Asn 
130 


He 


Val 


Met 


He 


Asp 
135 


Gly 


Lys 


Pro 


Val Leu 
140 


Phe 


Asp Ala 


He 


Glu 


Phe 


Asp 


Pro 


Asp 


He 


Ala 


Thr 


Thr 


Asp 


Val Leu 


Tyr 


Asp Phe 


Ala 


145 










150 










155 






160 


Phe 


Pro 


Leu 


Met 


Asp 
165 





















<210> 197 
<211> 402 
<212> DNA 

<213> Homo sapiens 
<400> 197 

caagcaatgc ttgacgcagt tgttgaatac ttaccagcac cgactgatat tccagcaatc 
60 

aaaggtatca atccagatga aactgaaggt gaacgtcacg caagcgatga tgagccattc 
120 

tcttcattag cattcaaaat tgcaactgac ccattcgtag gtaacttaac cttcttccgt 
180 

gtgtactcag gtgtaattaa ctctggtgat acagtattaa actctgtacg tcaaaaacgt 
240 

gaacgttttg gtcgtatcgt acagatgcac gctaataaac gtgaagaaat taaagaagtt 
300 
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cgtgcgggcg atatcgctgc agcaatcggc ttaaaagacg taaccacggg tgaaccatta 

360 

tgtgctgccg atgcaccaat cactcttgag cgtatggaat cc 

402 

<210> 198 
<211> 134 
<212> PRT 
<213> Homo sapiens 

<400> 198 

Gin Ala Met Leu Asp Ala Val Val Glu Tyr Leu Pro Ala Pro Thr Asp 

15 XO 15 

lie Pro Ala lie Lys Gly lie Asn Pro Asp Glu Thr Glu Gly Glu Arg 

20 25 30 

His Ala Ser Asp Asp Glu Pro Phe Ser Ser Leu Ala Phe Lys lie Ala 

35 40 45 

Thr Asp Pro Phe Val Gly Asn Leu Thr Phe Phe Arg Val Tyr Ser Gly 

50 55 60 

Val He Asn Ser Gly Asp Thr Val Leu Asn Ser Val Arg Gin Lys Arg 
65 70 . 75 80 

Glu Arg Phe Gly Arg lie Val Gin Met His Ala Asn Lys Arg Glu Glu 

85 90 95 

He Lys Glu Val Arg Ala Gly Asp He Ala Ala Ala He Gly Leu Lys 

100 105 110 

Asp Val Thr Thr Gly Glu Pro Leu Cys Ala Val Asp Ala Pro He He 

115 120 125 

Leu Glu Arg. Met Glu Phe 
130 . 

<210> 199 
<211> 507 
<212> DNA 
<213> Homo sapiens 

<400> 199 

acgcgtgaag tcgtgcatag atcggtgtga catagagaag cctccgaccc aagctgcgta 
60 

tatcgcacaa agaccaagcg accctggacg ttctagacag aactctgcta cgaggcctga 
120 

caatagtgaa atccccgaga acccagctat ggaagggttt ccagatgctc gaaggcctgt 
180 

cataccagag gttaggttaa actgtatgga gactttcgag gtgaaagttg actcgccggt 
240 

aaagcctgct cctaaagagg attcagatct gatagatcta tcctcagatt caacctcggg 
300 

gcctgaaaaa caccctatac tctcaacctc cgacagcgac tctcttgtat ttgagcctct 
360 

tccctctctc agaatagtcg agagtgacga agaagaggag acgatgaacc aaggcgatga 
420 

cggcccctcc ggtaaaaatg ctgcctcttc tccctccatc cccagccatc cctccgtcct 

480 

cagcctgagc acagctccgc ttgtaca 
507 
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<210> 200 
<211> 153 
<212> PRT 

<213> Homo sapiens 
<400> 200 

Met Glu Gly Glu Glu Ala Ala Phe Leu Pro Glu Gly Pro Ser Ser Pro 

15 10 15 

Trp Phe lie Val Ser Ser Ser Ser Ser Leu Ser Thr He Leu Arg Glu 

20 25 30 

Gly Arg Gly Ser Asn Thr Arg Glu Ser Leu Ser Glu Val Glu Ser He 

35 40 45 

Glu Cys Phe Ser Gly Pro Glu Val Glu Ser Glu Asp Arg Ser He Arg 

50 55 60 

Ser Lys Ser Ser Leu Gly Ala Gly Phe Thr Gly Glu Ser Thr Phe Thr 
65 70 75 SO 

Ser Lys Val Ser He Gin Phe Asn Leu Thr Ser Gly Met Thr Gly Leu 

85 90 95 

Arg Ala Ser Gly Asn Pro Ser He Ala Gly Phe Ser Gly He Ser Leu 

100 105 HO 

Leu Ser Gly Leu Val Ala Glu Phe Cys Leu Glu Arg Pro Gly Ser Leu 

115 120 125 

Gly Leu Cys Ala He Tyr Ala Ala Trp Val Gly Gly Phe Ser Met Ser 

130 135 140 

His Arg Ser Met His Asp Phe Thr Arg 
145 150 

<210> 201 

<211> 527 

: <212> DNA 

<213> Homo sapiens 

<400> 201 

gatgtggcta ttatccctgt ttcccaggtg agaaacaggg tcagtgatag agctgggatg 
60 

tgtgcctgca ggctcaccag ccagtcccct cctcaccaag gatgatgttc tccgtggtga 
120 

gctggtcctt ggtctcctgg aactcgtggc gcacctgggc cagctgcgcc tcgaaggcat 
180 

ccttctccat ctctttggct agctgcaagt tctggagctg ctcgttgagg tctgtgatct 
240 

catccacctg ctggttgagc gtgcgcttga ggaaggccac aatctccttc ttgttattgg 
300 

ccagctgctc aaactcctgg cggaacatct tctcctgcac agccagctca tcccacttcc 
360 

gctggtaccg ggctagccgg tcctccaggt ctcggatctg gatgtggtag aactccttca 
420 

tctccttggc cagaggcggc tccacggcca ccaccggctc cttcttgccc cctttcttct 
480 

tgacttcaag ctccttgcct gccttgctca cactcttttt gggaggc 
527 

<210> 202 
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<211> 70 
<212> PRT 

<213> Homo sapiens 
<400> 202 

Gly Arg Pro Gin Ser Pro Ser Cys Tyr Trp Pro Ala Ala Gin Thr Pro 

15 10 15 

Gly Gly Thr Ser Ser Pro Ala Gin Pro Ala His Pro Thr Ser Ala Gly 

20 25 30 

Thr Gly Leu Ala Gly Pro Pro Gly Leu Gly Ser Gly Cys Gly Arg Thr 

35 40 45 

Pro Ser Ser Pro Trp Pro Glu Ala Ala Pro Arg Pro Pro Pro Ala Pro 

50 55 60 

Ser Cys Pro Leu Ser Ser 
€5 70 

<210> 203 
<211> 304 
<212> DNA 

<213> Homo sapiens 
<400> 203 

ngtgcaccgg tggtcatgga caacgccgcc tacgtggtct acacctcggg atccaccggc . 
60 

cgacccaagg gagttgtcgt cacccacacc ggactcgaca gcttcgcact cgaccagcag 
120 

cgtcgattcc acgcagatca ccactctcga accctgcact tcgccacccc cagctccgac 
180 

ggagccgtct tcgagtacct - gcaggcattc ggtgtcggag ccaccacggt gatcgtcccg 
240 

accgacatict acggcggcgc cgaactggca agcctcatcc gccgcgaaca cgtcactcac 

300 

gcgt 

304 

<210> 204 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 204 

Xaa Ala Pro Val Val Met Asp Asn Ala Ala Tyr Val Val Tyr Thr Ser 

1 5 10 15 

Gly Ser Thr Gly Arg Pro Lys Gly Val Val Val Thr His Thr Gly .Leu 

20 25 30 

Asp Ser Phe Ala Leu Asp Gin Gin Arg Arg Phe His Ala Asp His His 

35 40 45 

Ser Arg Thr Leu His Phe Ala Thr Pro Ser Phe Asp Gly Ala Val Phe 

50 55 60 

Glu Tyr Leu Gin Ala Phe Gly Val Gly Ala Thr Met Val lie Val Pro 
65 70 75 80 

Thr Asp He Tyr Gly Gly Ala Glu Leu Ala Ser Leu He Arg Arg Glu 

85 90 95 

His Val Thr His Ala 
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100 

<2X0> 205 
<211> 356 
<212> DNA 

<213> Homo sapiens 
<400> 205 

nngaattcag caatgataac tggctcaatt gaaggtaaga caacaattga gggaattaat 
60 

gcacaattaa atacagtgct aactttattt tcaccacaat caaaagataa agatttaatc 
120 

atgccagatc aacaagaaga aatagatatt ctgattgcaa ccgactgtat ttcagaagga 
180 

cagaacttac aagattgtga ttacttaata aactatgaca ttcattggaa tccagttcgt 
240 

atcattcaaa gatttggacg gattgatcga attggttcga agaataaatg tgtacaatta 
300 

gttaactttt ggccagatat tacattagat gaatatattg atctaaaggg acgcgt 
356 

<210> 206 
<211> 118 
<212> PRT 

<213> Homo sapiens 

<400> 206 



Xaa 


Asn 


Ser 


Ala 


Met 


He 


Thr 


Gly 


Ser 


He Glu Gly Lys 


Thr 


Thr 


He 


1 








5 










10 




15 




Glu 


Gly 


He 


Asn 


Ala 


Gin 


Leu 


Asn: 


Thr 


Val Leu Thr Leu 


Phe 


Ser 


Pro 








20 










25 




30 






Gin 


Ser 


Lys 


Asp 


Lys 


Asp 


Leu 


He 


Met 


Pro Asp Gin Gin 


Glu 


Glu 


He 






35 










40 




45 








Asp 


He 


Leu 


He 


Ala 


Thr 


Asp 


Cys 


He 


Ser Glu Gly Gin 


Asn 


Leu 


Gin 




50 










55 






60 








Asp 


Cys 


Asp 


Tyr 


Leu 


He 


Asn 


Tyr 


Asp 


He His Trp Asn 


Pro 


Val 


Arg 


65 










70 








75 






80 


He 


lie 


Gin 


Arg 


Phe 


Gly 


Arg 


He 


Asp 


Arg He Gly Ser 


Lys 


Asn 


Lys 










85 










90 




95 




Cys 


val 


Gin 


Leu 


Val 


Asn 


Phe 


Trp 


Pro 


Asp He Thr Leu 


Asp 


Glu 


Tyr 








100 










105 




110 






He 


Asp 


Leu 


Lys 


Gly 


Arg 

















115 



<210> 207 
<211> 324 
<2i2> DNA 

<213> Homo sapiens 

<400> 207 

acgcgtgcac tgtgtgtatg catggtaacg tacacgtgtg cactgtgtgt ggtgtgcatg 
60 

catggtgtgt gcacgtgtng cactgtgtgt ggatgcatgg taatgtgcac gtgtgcactg 
120 
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tgtgtggtgt gtatgcatgg tgtgtgcacg tgtgcactgt gtgtgtgtgt atgcatgtgt 
180 

gtgcacatgt gcactgtgtg gcgtgtatgc atggtgcgtg cacgcgcgca ctgtgtatgc 
240 

atgngtgtgt gcatgtgtgc actgtgtatg catagtgtgc acgtgtgcac tgtgtggtgt 
300 

gtatgcatgg taatgtgcac gtgt 
324 

<210> 208 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 208 

Thr Arg Ala Leu Cys Val Cys Met Val Thr Tyr Thr Cys Ala Leu Cys 

1 5 10 15 

Val Val Cys Met His Gly Val Cys Thr Cys Xaa Thr Val Cys Gly Cys 

20 25 30 

Met Val Met Cys Thr Cys Ala Leu Cys Val Val Cys Met His Gly Val 

35 40 45 

Cys Thr Cys Ala Leu Cys Val Cys Val Cys Met Cys Val His Met Cys 

50 55 60 

Thr Val Trp Cys Val Cys Met Val Cys Ala Arg Val His Cys Val Cys 
65 70 75 80 

Met Xaa Val Cys Met Cys Ala Leu Cys Met His Ser Val His Val Cys 

85 90 95 

Thr Val Trp Cys Val Cys Met Val Met Cys Thr Cys 
100 105 

c210> 209 
<211> 168 
<212> DNA 
<213> Homo sapiens 

<400> 209 

nnctccagag gttatgaggt tggaagcccg gtttttttca ggtgcagaaa aggctaccat 
60 

attcaaggtt ccacgactcg cacctgcctt gccaatttaa catggagtgg gatacagacc 
120 

gaatgtatac ctcatgcctg cagacagcca gaaaccccgg cacacgcg 
168 

<210> 210 

<211> 56 

<212> PRT 

<213> Homo sapiens 

<400> 210 

Xaa Ser Arg Gly Tyr Glu Val Gly Ser Pro Val Phe Phe Arg Cys Arg 

15 10 15 

Lys Gly Tyr His lie Gin Gly Ser Thr Thr Arg Thr Cys Leu Ala Asn 

20 25 30 

Leu Thr Trp Ser Gly He Gin Thr Glu Cys lie Pro His Ala Cys Arg 
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35 40 45 

Gin Pro Glu Thr Pro Ala His Ala 
50 55 

<210> 211 
<211> 354 
<212> DNA 
<213> Homo sapiens 

<400> 211 

tacatgggct ttgacacagt ggtggctgaa gctgcactaa gggtgtttgg aggcaatgtc 
60 

cagctggcag ctcagaccct tgcacaccat ggaggaagcc tcccacccga cctgcagttc 
120 

tcaggagagg actcctcccc cacaccgtcc acatccccat ctgactctgc agggacctct 
180 

agtgcctcga cagatgaaga catggagacg gaggctgtca acgaaatcct ggaggacatt 
240 

ccggagcacg aggaggacta cctggactcc acgctggagg atgaagaagt cattattgct 

300 

gaatacttgt cctgcgttga aagtataagt tctgccngca aagaacaact gacc 
354 

<210> 212 
<211>. 118 
<212> PRT 
<2i3> Homo sapiens 

<400> 212 



Tyr 


Met 


Gly 


Phe 


Asp 


Thr 


Val 


Val 


Ala 


Glu 


Ala 


Ala 


Leu 


Arg 


val 


Phe 


1 








5 










10 










IS 




Gly 


Gly 


Asn 


Val 
20 


Gin 


Leu 


Ala 


Ala 


Gin 
25 


Thr 


Leu 


Ala 


His 


His 
30 


Gly 


Gly 


Ser 


Leu 


Pro 


Pro 


Asp 


Leu 


Gin 


Phe 


Ser 


Gly 


Glu Asp 


Ser 


Ser 


Pro 


Thr 






35 










40 










45 








Pro 


Ser 
50 


Thr 


Ser 


Pro 


Ser 


Asp 
55 


Ser 


Ala 


Gly 


Thr 


Ser 
60 


Ser 


Ala 


Ser 


Thr 


Asp 


Glu 


Asp 


Met 


Glu 


Thr 


Glu 


Ala 


Val 


Asn 


Glu 


He 


Leu 


Glu 


Asp 


He 


65 










70 










75 










80 


Pro 


Glu 


His 


Glu 


Glu 
85 


Asp 


Tyr 


Leu 


Asp 


Ser 
90 


Thr 


Leu 


Glu 


Asp 


Glu 
95 


Glu 


val 


He 


He 


Ala 
100 


Glu 


Tyr 


Leu 


Ser 


Cys 
105 


Val 


Glu 


Ser 


lie 


Ser 
110 


Ser 


Ala 


Xaa 


Lys 


Glu 


Gin 


Leu 


lie 























115 



<210> 213 
<211> 669 
<212> DNA 
<213> Homo sapiens 

<400> 213 

attgcccaat ctcagagtgt ccaggaaagc ctggagagcc tgttgcagtc tattggggaa 
60 
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gtrtgaacaaa acctggaagg gaaacaggtg tcatcactct catcaggagt catccaggaa 
120 

gccttagcca caaatatgaa attgaagcag gacactgctc ggcaaaagag cagcttggag 
180 

gccacccgtg agatggtgac ccgactcacg gagacagcag acagtaccac agcagcagtg 
240 

ctgcagggca aactggcaga ggtgagccag cggttcgaac agctctgtct acagcagcaa 
300 

gaaaaggaga gccccctaaa gaagcttcta ccccaggcag agatgtttga acacctctct 
360 

ggtaagctgc agcagttcat ggaaaacaaa agtcggatgc tggcctctgg aaatcagcca 
420 

gatcaagata ttacacattt cttccaacag atccaggagc tcaatttgga aatggaagac 
480 

caacaggaga acctagatac tcttgagcac ctggtcactg aactgagctc ttgtggcttt 
540 

gcgctggact tgtgccagca tcaggacagg gtacagaatic taagaaaaga cttcacagag 
600 

ccacagaaga cagttaaaga gagagagaaa gatgcaccat ct^gccagga acagttggat 
660 

gaattccgg 
669 

<210> 214 
<211> 223 
<212> PRT 
<213> Homo sapiens 

<400> 214 



lie 


Ala Gin 


Ser 


Gin 


Ser Val Gin 


Glu Ser Leu Glu 


Ser Leu Leu Gin 


1 






5 




10 


15 


Ser 


He Gly 


Glu 


Val 


Glu Gin Asn 


Leu Glu Giy Lys 


Gin Val Ser Ser 






20 






25 


30 


Leu 


Ser Ser 


Gly 


Val 


He Gin Glu 


Ala Leu Ala Thr 


Asn Met Lys Leu 




35 






40 




45 


Lys 


Gin Asp 


He 


Ala Arg Gin Lys 


Ser Ser Leu Glu 


Ala Thr Arg Glu 




50 






55 


60 




Met 


Val Thr 


Arg 


Phe 


Met Glu Thr 


Ala Asp Ser Thr 


Thr Ala Ala Val 


65 








70 


75 


80 


Leu 


Gin Gly 


Lys 


Leu 


Ala Glu Val 


Ser Gin Arg Phe 


Glu Gin Leu Cys 








85 




90 


95 


Leu 


Gin Gin 


Gin 


Glu Lys Glu Ser 


Ser Leu Lys Lys 


Leu Leu Pro Gin 






100 






105 


110 


Ala 


Glu Met 


Phe 


Glu 


His Leu Ser 


Gly Lys Leu Gin 


Gin Phe Met .Glu 




115 






120 




125 


Asn 


Lys Ser 


Arg 


Met 


Leu Ala Ser 


Gly Asn Gin Pro 


Asp Gin Asp He 




130 






135 


140 




Thr 


His Phe 


Phe 


Gin 


Gin He Gin 


Glu Leu Asn Leu 


Glu Met Glu Asp 


145 








150 


155 


160 


Gin 


Gin Glu 


Asn 


Leu Asp Thr Leu 


Glu His Leu Val 


Thr Glu Leu Ser 








165 




170 


175 


Ser 


Cys Gly 


Phe 


Ala 


Leu Asp Leu 


Cys Gin His Gin 


Asp Arg Val Gin 






160 






185 . 


190 


Asn 


Leu Arg 


Lys 


Asp 


Phe Thr Glu 


Leu Gin Lys Thr 


Val Lys Glu Arg 
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195 200 205 

Glu Lys Asp Ala Ser Ser Cys Gin Glu Gin Leu Asp Glu Phe Arg 
210 215 220 

<210> 215 
<211> 814 . 
<212> DNA 

<213> Homo sapiens 
<400> 215 

aaatttcgta cccgctccgg cacagtacga gcccttgacg atgtgagcct ggctattaag 
60 

agaggttcca tctcagccgt tatcgggcac tccggagccg gcaaatccac cctggttcgc 
120 

ctcatcaacg gattagagac tcccacgcgt ggccgcgtct tggtagacgg caccgacgtc 
180 

tcgcagctct cggacaaagc gacgcgcccg ctacgcgcag acatcgggat gatcttccaa 
240 

cagttcaacc tattcggctc aaggaccatc tacgacaacg ttgcctatcc actcaagctg 
300 

gctcattgga agaaagcaga cgagaagaag cgcgtcaccg aattgctgag cttcgtcggg 
360 

ttgacgagca aagcctggga ccatccagac cagctctcgg gcggacagaa acagcgggtt 
420 

ggtattgccc gagcgctagc aactaaacca tcgattttgt tggctgacga gtccacctcg 
460 

gcgctggatc cagaaacgac agctgatgtc ccatccctgc tcaagcgggt caatgcggaa 
540 

ctaggggtga cggtcgtcgt catcacccac gagatggagg tcgtccgctc gattgcccag 
600 

caggtctcgg tactagcagc tggccatctc gtcgagtctg gaagcgcccg ccaggtcttc 
660 

gctcatccac agtcagagac cacccagcgt ttcctggcga cgactatcgg ccagcacccg 
720 

agtggggagg aacaggcacg gttgcagtcg gaaaacccag atgcacgact cgtcgacgtc 
780 

agttcggtgg . ccagccactc gttcggtgac gcgt 
814 

<210> 216 
<211> 271 
<212> PRT 

<213> Homo sapiens 
<400> 216 

Lys Phe Arg Thr Arg Ser Gly Thr Val Arg Ala Leu Asp Asp Val Ser 

1 5 10 15 

Leu Ala He Lys Arg Gly Ser He Ser Ala Val He Gly His Ser Gly 

20 25 30 

Ala Gly Lys Ser Thr Leu Val Arg Leu lie Asn Gly Leu Glu Thr Pro 

35 40 . 45 

Thr Arg Gly Arg Val Leu Val Asp Gly Thr Asp Val Ser Gin Leu Ser 

50 55 ^ 60 

Asp Lys Ala Met Arg Pro Leu Arg Ala Asp lie Gly Met He Phe Gin 
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€5 70 75 80 

Gin Phe Asn Leu Phe Gly Ser Arg Thr lie Tyr Asp Asn Val Ala Tyr 

85 90 95 

Pro Leu Lys Leu Ala His Trp Lys Lys Ala Asp Glu Lys Lys Arg Val 

100 105 110 

Thr Glu Leu Leu Ser Phe Val Gly Leu Thr Ser Lys Ala Trp Asp His 

115 120 125 

Pro Asp Gin Leu Ser Gly Gly Gin Lys Gin Arg Val Gly He Ala Arg 

130 135 140 

Ala Leu Ala Thr Lys Pro Ser He Leu Leu Ala Asp Glu Ser Thr Ser 
145 150 155 160 

Ala Leu Asp Pro Glu Thr Thr Ala Asp Val Leu Ser Leu Leu Lys Arg 

165 170 175 

Val Asn Ala Glu Leu Gly Val Thr Val Val Val He Thr His Glu Met 

180 185 190 

Glu Val Val Arg Ser He Ala Gin Gin Val Ser Val Leu Ala Ala Gly 

195 200 205 

His Leu Val Glu Ser Gly Ser Ala Arg Gin Val Phe Ala His Pro Gin 

210 215 220 

Ser Glu Thr Thr Gin Arg Phe Leu Ala Thr He He Gly Gin His Pro 
225 230 235 240 

Ser Gly Glu Glu Gin Ala Arg Leu Gin Ser Glu Asn Pro Asp Ala Arg 

245 250 255 

Leu Val Asp Val Ser Ser Val Ala Ser His Ser Phe Gly Asp Ala 
260 265 270 

<210> 217 
<211> 500 
<212> DNA 

<213> Homo sapiens 
<400> 217 

nnacgcgtcg cgatgaaaga ggcgctgaaa ggtgccatcc agattccaac agtgactttt 
60 

agctctgaga agtccaatac tacagccctg gctgagttcg gaaaatacat tcataaagtc 
120 

tttcctacag tggtcagcac cagctttatc cagcatgaag tcgtggaaga gcatagccac 
180 

ctgttcacta tccaaggctc ggaccccagc ttgcagcccc acctgctgat ggctcacttt 
240 

gatgtggtgc ctgcccctga agaaggctgg gaggtgcccc cattctctgg gttggagcgt 
300 

gatggcgtca tctatggttg gggcacactg gacgacaaga actctgtgat ggcattactg 
360 

caggccttgg agctcctgct gatcaggaag tacatccccc gaagatcttt cttcatttct 
420 

ctgggccatg atgaggagtc atcagggaca ggggctcaga ggatctcagc cctgctacag 
480 

tcaaggggcg tccagctagc 
500 

<210> 218 
<211> 166 
<212> PRT 
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<213> Homo sapiens 



<400> 218 




Xaa 


Arg 


Val 


Ala 


1 








Thr 


Val 


Thr 


Phe 








20 


Phe 


Gly 


Lys 


Tyr 






35 




Phe 


lie 


Gin 


His 




50 






Gin 


Gly 


Ser Asp 


6S 








Asp 


Val 


Val 


Pro 


Gly 


Leu 


Glu Arg 








100 


Lys 


Asn 


Ser 


Val 






115 




Arg 


Lys 


Tyr 


He 




130 






Glu 


Glu 


Ser 


Ser 


145 








Ser 


Arg 


Gly Val 



Met Lys 

5 

Ser Ser 

He His 

Glu Val 

Pro Ser 

70 
Ala Pro 
85 

Asp Gly 

Met Ala 

Pro Arg 

Gly Thr 
150 
Gin Leu 
165 



Glu Ala 

Glu Lys 

Lys Val 

40 
Val Glu 
55 

Leu Gin 

Glu Glu 

Val He 

Leu Leu 
120 
Arg Ser 
135 

Gly Ala 



Leu Lys 

10 
Ser Asn 
25 

Phe Pro 

Glu Tyr 

Pro Tyr 

Gly Trp 

90 
Tyr Gly 
105 

Gin Ala 
Phe Phe 
Gin Arg 



Gly Ala He 

Thr Thr Ala 

Thr Val Val 
45 

Ser His Leu 
60 

Leu Leu Met 
75 

Glu val Pro 

Trp Gly Thr 

Leu Glu Leu 
125 

He Ser Leu 

140 
He Ser Ala 
155 



Gin He Pro 
15 

Leu Ala Glu 
30 

Ser Thr Ser 

Phe Thr He 

Ala His Phe 
80 

Pro Phe Ser 
95 

Leu . Asp Asp 
110 

Leu Leu He 

Gly His Asp 

Leu Leu Gin 
160 



<210> 219 
<211> 361 
<212> DNA 
<213> Homo sapiens 

<400> 219 

acgcgttgaa acgggtatat tggggatgac gccgctgtgc aatatgcgca aggccataca 
60 

caaggtccgc acgctcccat gtccctcgtt ttcgacagtt cttttgcgcc gcattatggc 
120 

gaagccgtcg agattgcgcc tgatatcaag cgcatcacgg tcaacaaccc cagccccttc 
180 

acttttttcg gcaccaacag ttatctgatc ggccgcgata cgctggcatt gatcgatccc 

240 

ggtccgcttg acgaggccca tcacgcggcg ctgctgcgtg ccattgccgg ccggccggtc 
300 

agccatatct ttgtcagcca cacacaccgg gaccactcgc cagtcgcgac ggttttgaaa 
360 

g 

361 

<210> 220 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 220 

Met Ala Asp Arg Pro Ala Gly Asn Gly Thr Gin Gin Arg Arg Val Met 
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1 5 : 10 15 

Gly Leu Val Lys Arg Thr Gly lie Asp Gin Cys Gin Arg He Ala Ala 

20 25 30 

Asp Gin He Thr Val Gly Ala Glu Lys Ser Glu Gly Ala Gly Val Val 

35 40 45 

Asp Arg Asp Ala Leu Asp He Arg Arg Asn Leu Asp Gly Phe Ala He 

50 55 60 

Met Arg Arg Lys Arg Thr Val Glu Asn Glu Gly His Gly Ser Val Arg 
€5 70 75 80 

Thr Leu Cys Met Ala Leu Arg He Leu His Ser Gly Val He Pro Asn 

85 90 95 

He Pro Val Ser Thr Arg 
100 

<210> 221 
<211> 401 
<212> DMA 

<213> Homo sapiens 
<400> 221 

agatctctgt gtcgtcggct gcaaagagga tgagcccaga tgcatatcag gggctccctc 
60 

ccacatccca cctgctcggg cagcccacgg cagccccaca ctgctgcagc acacctcgct 
120 

gcagctctgg ttcctcctca gaaatatccc tgccaccctg ctaagccttg gccaacactg 
180 

caccctgtcc caatgcggct ccagtgacca cacccccagg gcataccctc ctacagagca 
240 

ttcccaaaaa aggctagagt agacaccagc ctgctccgta gggggcctcc accccattct 
300 

ccaaggcctc cacccaggga cgcctggtga accagcatcc aggcctggcc cacctccctg 
360 

ctcagagtcc atgttctgtg acaagggtgg caactgggat t 
401 

<210> 222 
<211> 124 
<212> PRT 

<213> Homo sapiens 



<400> 222 



Met Asp Ser Glu 


Gin 


Gly Gly Gly 


Pro 


Gly 


Leu Asp Ala 


Gly Ser Pro 


1 


5 






10 




15 


Gly Val Pro Gly 


Trp 


Arg Pro Trp 


Arg 


Met 


Gly Trp Arg 


Pro Pro Thr 


20 






25 






30 


Glu Gin Ala Gly 


Val 


Tyr Ser Ser 


Leu 


Phe 


Trp Glu Cys 


Ser Val Gly 


35 




40 






45 




Gly Tyr Ala Leu 


Gly 


Val Trp Ser 


Leu 


Glu 


Pro His Trp 


Asp Arg Val 


50 




55 






60 


Gin Cys Trp Pro 


Arg 


Leu Ser Arg 


Val 


Ala 


Gly He Phe 


Leu Arg Arg 


65 




70 






75 


60 


Asn Gin Ser Cys 


Ser 


Glu Val Cys 


Cys 


Ser 


Ser Val Gly 


Leu Pro Trp 




85 






90 




95 


Ala Ala Arg Ala 


Gly 


Gly Met Trp 


Glu 


Gly 


Ala Pro Asp 


Met His Leu 
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100 105 110 

Gly Ser Ser Ser Leu Gin Pro Thr Thr Gin Arg Ser 
115 120 

<210> 223 
<211> 331 
<212> DNA 
<213> Homo sapiens 

<400> 223 

tcatgaaatc tgtgggcagt gacccaggag ggtatgggca ggcccaacca ggttggtgtg 
60 

cccttgaagc cccacagacc tgccagggca gcagggcagt tgggagccgg agaacctgag 
120 

aaccaagcca ggctgcatgc aggaggctgg cacgtgaacg ctgcaggtgt tgccggcagc 
180 

cgtggtgcct ggcagatagt gttcgacccc cnaggacctt: cttgctgggc agcccagtcc 
240 

aaaagctgtt cccgcttaag ccacccccac cgccttggcc acacctggca catgggtgaa 
300 

gcaagggcat ttcccggggc ttcctgttcc c 
331 

<210> 224 
<211> 103 
<212> PRT 
<213> Homo sapiens 

<400> 224 



Met 


Pro 


Leu Leu 


Hisi 


Pro 


Cys 


Ala 


Afg Cys Gly Gin Gly Gly Gly Gly 


1. 






5 








10 15 


Gly 


Leu 


Ser Gly 


Asn 


Ser 


Phe 


Trp 


Thr Gly Leu Pro Ser Lys Lys Val 






20 










25 30 


Leu 


Gly 


Gly Arg 


Thr 


Leu 


Ser 


Ala 


Arg His His Gly Cys Arg Gin His 






35 








40 


45 


Leu 


Gin 


Arg Ser 


Arg 


Ala 


Ser 


Leu 


Leu His Ala Ala Trp Leu Gly Ser 




50 








55 




60 


Gin 


Val 


Leu Arg 


Leu 


Pro 


Thr 


Ala 


Leu Leu Pro Trp Gin Val Cys Gly 


65 








70 






75 80 


Ala 


Ser 


Arg Ala 


His 


Gin 


Pro 


Gly 


Trp Ala Cys Pro Tyr Pro Pro Gly 








85 








90 95 


Ser 


Leu 


Pro Thr 


Asp 


Phe 


Met 










100 













<210> 225 
<211> 339 
<212> DNA 
<213> Homo sapiens 

<400> 225 

tgatcacggg cgtgagccac cagcccagca tcccttgcct ttcattcgca cctccacctc 
60 

cagaatgacc ctcattccct cctgcacaga cggtgacagc agtaactcct acaaacacca 
120 
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ccagaccgat cttcaagagc agaggaaccc ccaaccacga ttccaccccc gccgggctct 
180 

caaatcctcc agggctgcct gctatggggg agggaggcac actttgcttg gctctcaagg 
240 

cctcagccag ccgggtccaa accaactccc agcccggcct caccatccca ccgccaaacc 
300 

cttgctcaca ctggcccctc ttcctggaac atgggcctn 
339 

<210> 226 
<211> 91 
c212> PRT 

<213> Homo sapiens 
<400> 226 

Met Thr Leu lie Pro Ser Cys Thr Asp Gly Asp Ser Ser Asn Ser Tyr 

1 5 10 15 

Lys His His Gin Thr Asp Leu Gin Glu Gin Arg Asn Ser Gin Ser Arg 

20 25 30 

Phe His Pro Arg Arg Ala Leu Lys Ser Ser Arg Ala Ala Cys Tyr Gly 

35 40 45 

Gly Gly Arg His Thr Leu Leu Gly Ser Gin Gly Leu Ser Gin Pro Gly 

50 55 60 

Pro Asn Gin Leu Pro Ala Trp Pro His His Pro Thr Ala Lys Pro Leu 
65 70 75 80 

Leu Thr Leu Ala Pro Leu Pro Gly Thr Trp Ala 
85 90 

<210> 227 
<211> 353 
<212> DNA 

<213> Homo sapiens 
<400> 227 

gtcgacccct tcgattgtgg cgaactccat ggctgctgcg ggcctgcgta ggctctcgag 
60 

tagctcgacg tcgggttcgc gagggctcgc agcgtiggcca tgctgcttct tggatggttc 
120 

gggcaactcc tcgggggatt cgagcagttc ttggcgcacc tgctctggcg tcatcccgga 
180 

ggccaggccg acaagtgctg cctcctgcca cccgctgagc gacgctgcca tgttgagtac 
240 

ggcgtcttca ctggtcaggg cgagcgcggt atcgaccagg ttggcgtcca ggccgagaga 
300 

cagcatgtct gctcagtcgc ggtgatgact ggagtggcgg tctcctgcac ggg 
353 

<210> 228 
<211> 102 

<212> PRT 

<213> Homo sapiens 
<400> 228 

Met Leu Ser Leu Gly Leu Asp Ala Asn Leu Val Asp Thr Ala Leu Ala 
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1 








5 


10 




15 




Leu 


Thr 


Ser 


Glu 


Asp 


Ala Val Leu Asn Met Ala Ala Ser 


Leu 


Ser 


Gly 








20 




25 


30 






Trp 


Gin 


Glu 


Ala 


Ala 


Leu Val Gly Leu Ala Ser Gly Met 


Thr 


Pro 


Glu 




35 






40 45 








Gin 


Val 


Arg 


Gin 


Glu 


Leu Leu Glu Ser Pro Glu Glu Leu 


Pro 


Glu 


Pro 




50 








55 60 








Ser Lys 


Lys 


Gin 


His 


Gly His Ala Ala Ser Pro Arg Glu Pro Asp 


val 


65 










70 75 






80 


Glu 


Leu 


Leu 


Glu 


Ser 


Leu Arg Arg Pro Ala Ala Ala Met 


Glu 


Phe 


Ala 










85 


90 




95 




Thr 


He 


Glu Gly Vai 


Asp 














100 













<210> 229 

<211> 743 ' 

<212> DNA 

<213> Homo sapiens 

<400> 229 

nnggctaggg acacggcctc ctcctcaaca ggcagtgcct gtgcaggctc aggggcatca 
60 

tcaaagataa cacagggctg gtcaggggct gctggctgct cctgccccag gactggctcc 
120 

aggatgggca aggctgcctc cctggtagcc agggggagag gggaagggag caccagggag 
180 

tgggccagca ggtgtggcat cggccaggag gagatggagg ccagcagcag ccaagaccag 
240 

agtaaagtgt ctgccccagg ggtgctcaca gcccaggacc gggtagttgg aaagccagcc 
300 

cagcttggca ctcagcggag ccaggaggca gatgttcagg actgggagtt cagaaagagg 
360 

gattcccagg gcacttactc cagccgggat gcagaactcc aggaccagga attcggaaag 
420 

agagattcac tgggtaccta cagtagtcga gatgtaagcc ttggggactg ggaatttggg 
480 

aagagagatt ctctgggtgc ttatgccagc caagatgcca acgagcaggg ccaagatttg 
540 

gggaagaggg accaccatgg taggtacagc agccaggatg ccgatgagca ggactgggag 
600 

tttcagaaga gagatgtgtc actcggcacc tatggcagcc gggctgcgga gccacaggaa 
660 

caggagtttg ggaagagcgc ttggataagg gactacagca gtggtggcag ctccaggacc 
720 

cttgacgccc aggacagaag ctt 
743 

<210> 230 
<211> 247 
<212> PRT 
<213> Homo sapiens 

<400> 230 

Xaa Ala Arg Asp Thr Ala Ser Ser Ser Thr Gly Ser Ala Cys Ala Gly 



549 



wo 00/58473 



PCT/USOO/08621 



1 5 10 15 

Ser Gly Ala Ser Ser Lys He Thr Gin Gly Trp Ser Gly Ala Ala Gly 

20 25 30 

Cys Ser Cys Pro Arg Thr Gly Ser Arg Met Gly Lys Ala Ala Ser Leu 

35 40 45 

Val Ala Arg Gly Arg Gly Glu Gly Ser Thr Arg Glu Trp Ala Ser Arg 

50 55 60 

Cys Gly He Gly Gin Glu Glu Met Glu Ala Ser Ser Ser Gin Asp Gin 
65 70 75 80 

Ser Lys Val Ser Ala Pro Gly Val Leu Thr Ala Gin Asp Arg Val Val 

85 90 95 

Gly Lys Pro Ala Gin Leu Gly Thr Gin Arg Ser Gin Glu Ala Asp Val 

100 lOS 110 

Gin Asp Trp Glu Phe Arg Lys Arg Asp Ser Gin Gly Thr Tyr Ser Ser 

115 120 125 

Arg Asp Ala Glu Leu Gin Asp Gin Glu Phe Gly Lys Arg Asp Ser Leu 

130 135 140 

Gly Thr Tyr Ser Ser Arg Asp Val Ser Leu Gly Asp Trp Glu Phe Gly 
3.45 ISO 155 160 

Lys Arg Asp Ser Leu Gly Ala Tyr Ala Ser Gin Asp Ala Asn Glu Gin 

165 170 175 

Gly Gin Asp Leu Gly Lys Arg Asp His His Gly Arg Tyr Ser Ser Gin 

X80 185 190 

Asp Ala Asp Glu Gin Asp Trp Glu Phe Gin Lys Arg Asp Val Ser Leu 

195 200 205 

Gly Thr Tyr Gly Ser Arg Ala Ala Glu Pro Gin Glu Gin Glu Phe Gly 

210 215 220 

Lys Ser Ala Trp He Arg Asp Tyr Ser Ser Gly Gly Ser Ser Arg Thr 
225 230 235 240 

Leu Asp Ala Gin Asp Arg Ser 
245 

<210> 231 
<211> 431 
<212> DNA 
<2X3> Homo sapiens 

<400> 231 

acgcgttggc caccgagagg ctggcgaggg tgtgcagcac ggcgcagtgt ggcagggtcc 
60 

cagggtgcag cctgcgcagc agctcctcca tcaccttgct gatgaactgt cttcccacgg 
120 

ccaccaggac gccactcgcc gcctgctgcc agtcccagac caggtccttc gtcttggtca 
180 

tctcgctgga ggccaggagg atgatggtgc tggctgtgtc cttgtccagc tcactggcgc 
240 

gactgctcag gaccctctcc atggccctca ggaccgctgc tcggtatggg tgtgccagct 
300 

tgtcatgctg ccgcagatac tcctcgcagg cacggagcgt ctccaccctg ctggacgcca 
360 

tcaccgataa ggaccccctg gtgcaggagc aggtctgcag tgccctgtgc tccctcgggg 
420 

aggtgcggcc g 
431 
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<210> 232 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 232 

Met Ala Ser Ser Arg Val Glu Thr Leu Arg Ala Cys Glu Glu Tyr Leu - 

15 10 15 

Arg Gin His Asp Lys Leu Ala His Pto Tyr Arg Ala Ala Val Leu Arg 

20 25 30 

Ala Met Glu Arg. Val Leu Ser Ser Arg Ala Ser Glu Leu Asp Lys Asp 

35 40 45 

Thr Ala Ser Thr lie lie Leu Leu Ala Ser Ser Glu Met Thr Lys Thr 

50 55 60 

Lys Asp Leu Val Trp Asp Trp Gin Gin Ala Ala Ser Gly Val Leu Val 
65 70 75 80 

Ala Val Gly Arg Gin Phe He Ser Lys Val Met Glu Glu Leu Leu Arg 

85 90 95 

Arg Leu His Pro Gly Thr Leu Pro His Cys Ala Val Leu His Thr Leu 

100 105 110 

Ala Ser Leu Ser Val Ala Asn Ala 
115 120 

<210> 233 
<211> 606 
<212> DNA 

<213> Homo sapiens 
<400> 233 

isicgcgttcag ggatgccaga aatctaactg ggtaataaaa agctgggaga acattccaga 
60 

aaggtgggca cccttagcat tcccaaaaag caccagccct cctcatcctt cccagcttct 
120 

gtgctggaat gcacccccat cggaaaggct cgaaaactca ggacacatta ggatcacctg 
180 

gaaagcattt gtcaaaacgc atctccctgc gggtcagggt ccaagttaaa atcaaacttc 
240 

aggtgatgct gactcaggtg gctccagaaa cacctgggga agcagcactt tggaggctgc 
300 

ctctcacatc caccccacag caagtgggca gggagctagg taaatctcct tcccagttga 
360 

gaaggggctc ggagcaggca cagagaagag atacccttag aacgcaagtt gttcagctgc 
420 

gaaagtccag cctgcaggct tcctgggcaa gctagtgggc tg^agtatgc cacagcaaca 
480 

ggcttctaga gccggctgcc cagctcctac tctgcctctg ccactcactg actgtgtggt 
540 

cttgagcagg tcacctgtct gacttggtga gagctgacag gcatcacctg ttagaggctt 

600 

acgcgt 
606 

<210> 234 
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<21I> 108 
<212> PRT 
<213> Homo sapiens 



<400> 234 

Met His Pro His Arg Lys Gly Ser Lys Thr Gin Asp Thr Leu Gly Ser 

^5 10 IS 

Pro Gly Lys His Leu Ser Lys Arg He Ser Leu Arg Val Arg Val Gin 

20 25 30 

Val Lys He Lys Leu Gin Val Met Leu Thr Gin Val Ala Pro Glu Thr 

35 40 45 

Pro Gly Glu Ala Ala Leu Trp Arg Leu Pro Leu Thr Ser Thr Pro Gin 

50 55 60 

Gin Val Gly Arg Glu Leu Gly Lys Ser Pro Ser Gin Leu Arg Arg Gly 
^5 70 75 80 

Ser Glu Gin Ala Gin Arg Arg Asp Thr Leu Arg Met Gin Val Val Gin 

85 90 95 

Leu Arg Lys Ser Ser Leu Gin Ala Ser Trp Ala Ser 
100 105 

<210> 235 
<211> 328 
<212> DNA 
<213> Homo sapiens 

<400> 235 

cgaccgttga ctattctcta caaaccacaa agacaatgat tgatttaact gaatttagaa 
SO 

atfgcaaaca cttaaaacag cagcagtaca gagctgaaaa ccagattctt ttgaaagaga 
180^**^^^^ *?*99*a9aa cgacttgatc tgaaaaaaaa aattcgccaa atggctcaag 

aaagaggaaa aagaagggca acttcaggat taaccactgg ggacctgaac ctaactgaaa 
240 

acatttctca aggagataga ataagtgaaa gaaaattgga tttattgagc ctcaaaaata 
300 

tgagtgaagc acaatcaaag aatgaatt 
328 



<210> 236 

<211> 97 

<212> PRT 

<213> Homo sapiens 

<400> 236 

Met lie Asp Leu Thr Glu Phe Arg 

1 5 
Gin Tyr Arg Ala Glu Asn Gin He 
20 

Glu Glu Glu Arg Leu Asp Leu Lys 

35 40 
Glu Arg Gly Lys Arg Arg Ala Thr 

50 55 
Asn Leu Thr Glu Asn lie Ser Gin 



Asn Ser Lys His Leu Lys Gin Gin 

10 15 
Leu Leu Lys Glu He Glu Ser Leu 
25 30 
Lys Lys He Arg Gin Met Ala Gin 
45 

Ser Gly Leu Thr Thr Gly Asp Leu 
; 60 

Gly Asp Arg He Ser Glu Arg Lys 
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65 70 75 80 

Leu Asp Leu Leu Ser Leu Lys Asn Met Ser Glu Ala Gin Ser Lys Asn 
es 90 95 

Glu 

<210> 237 

<211> 2059 

<212> DNA 

<213> Homo sapiens 

<400> 237 

ggccataagg gcacgacgca ttcctagccg atgcaccaac acgggcatga agcctgccga 

gagcacgaag ccggcgtcca tagctacggc ccacacggtc atgtctgcca tggctccgtt 
120 

gatgtcagac tgcacatgaa atcggttacg gtaccccagg atcatcgcta ccgagtacac 

cccgaacagc acccgctggg cgccgatcag cgtgagggag tgccccacca gtggcacttt 
240 

tcttagatag cggaacccat ccaccacatc cccagtcacc gttctcatcg tccgggaacg 
300 

atccaccagt ggcggcccaa gctcccgacg tgaaaactgc agcccctagg cgaccgagac 
360 

tgcgaagagg gctgcggaga tgcagaaaat gatcgtgtcg gcgtggtgca caggaatatg 
420 

gcgtccggca atcatgcgca ctgctgcagc aacaaccgca ccgatcatga gccctagcgg 
480 

ccaatcgttg gcatgattga cgatgccgtc aggtagtcgc gcttgtcgat ggtgtattcc 
540 

aacccagcga ccaaggcggt gagcaaaaac cggttcaggc tcatcgcgat gagcaaccca 
600 

atgagcaagg ccaggtggga gggcttatcg cgcgcaccac cccagaccaa gatccccagc 
660 

ccgacccagg tgacggcacg cattcatctg cgtattgtcc cgactacacc gtgagggcgc 
720 

tctctgatct gcagctcatc aaggttacgc gactgcagta cctcaatgca ctcctggcta 
780 

cccgagccca gaacctgcca cagtcccctg agaacaccga cctgcaggtt attccaggca 
840 

gccagaccag gctccttggt gagaagacca ccacagcggc agctttccca gtagcccttt 
900 

ccctctttgg cacagttgga acctccagtt gataaatgac tgtggactag cgcgcgtttt 
960 

ttgttttcag agcacacgta agggtccagc cacagcaggc ccggcgtccc ggtggaaggc 
1020 

agccctgggc ggaacccagg cgtttaacgg ctcactaggc agccccagat ctggggaagc 
1080 

agatgagcac gtggggagct ggagtgagct gagcagaagt tttgtgcccg cctgccccca 
1140 

tcccctccag gccacgtttt agatggccct tgtagttgcg ggtcctgggt gtcctcagaa 
1200 

ctagacatca atgcctggat ccttcagccg gccctgccct cctttaggag acaggagtca 
1260 
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ccagggcaca gccctccagg cccgcctcag gaaggaatga aaggaatgcc atcatctcta 
1320 

gttcccaggg cccagccttc cccttctccc ccggggcagg gacagtgcgg cacattcaga 
13B0 

ttcagacccc tttgggctga gccaccctgt gagtgcagtt actgcctttg tgtggccgtg 
1440 

acctctattt gtttgctttt aatttgccaa cctatcgctg ccggcagcac tttttgagca 
1500 

agccgagagc acccattttg gctggggatt cagatcgatg gccttgtcca tgttgtcctt 
1560 

tctggcttcc ctgatggtgt catgtttcag cgcatgcgcc ccagcctttc ccatgtgcca 
1620 

aaccagaagc tccactgccc gtaggctgtc cctgtagccc tgctccctcc ctggaggctg 
1680 

ctcttctgat tctgagagct ggcctagtgg tgctgagggc ccctttctgc ctctctgccc 
1740 

acctgctgag ttgccactcg cagtgttgtc agtt:cccgtg ttctgagaag aggecatgcc 
1800 

tgggaggaag ggatcgtcat gctgcatcga atcctctctc cgccgtgtgg cccccaggag 
1860 

agtagctgcc tgttgcacct gctccacacc tccccacagc ctccctgcag gtgctgtgtg 
1920 

gccgtgatgt gcagagagca gtgagggagg gttcatgaac caggtggatc ctctttaaaa 
1980 

aaaaaaaaag cttttgttat atctctaaaa tcccatagcc aggaacagaa aeuiaaggaaa 
2040 

agacttgaaa tgttctaga 
2059 

<210> 238 
<211> 129 
<212> PRT 
<213> Homo sapiens 



<400> 238 



Ala 


Glu 


Gin 


Lys 


Phe Cys 


Ala 


Arg Leu Pro 


Pro 


Ser 


Pro 


Pro Gly His 


" 1 








5 




10 








15 


val 


Leu 


Asp 


Gly 


Pro Cys 


Ser 


Cys Gly Ser 


Trp Val 


Ser 


Ser Glu Leu 








20 






25 








30 


Asp 


lie 


Asn 


Ala 


Trp He 


Leu 


Gin Pro Ala 


Leu 


Pro 


Ser 


Phe Arg Arg 






35 








40 






45 


Gin 


Glu 


Ser 


Pro 


Gly His 


Ser 


Pro Pro Gly 


Pro 


Pro 


Gin 


Glu Gly Mec 




50 








55 






60 




Lys 


Gly 


Met 


Pro 


Ser Ser 


Leu 


Val Pro Arg 


Ala 


Gin 


Pro 


Ser Pro -Ser 


65 








70 






75 






80 


Pro 


Pro 


Gly 


Gin 


Gly Gin 
85 


Cys 


Gly He Phe 
90 


Arg 


Phe 


Arg 


Pro Leu Trp 
95 


Ala 


Glu 


Pro 


Pro 
100 


Cys Glu 


Cys 


Ser Tyr Cys 
105 


Leu 


Cys 


Val 


Ala Val Thr 
110 


Ser 


He 


Cys 
115 


Leu 


Leu Leu 


He 


Cys Gin Pro 
120 


He 


Ala 


Ala 
125 


Gly Ser Thr 



Phe 
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<210> 239 
<211> 388 
<212> DNA 
<2X3> Homo sapiens 

<400> 239 

ntctagatca ccccgtagcg catggttaaa tgctgacaca atagaaaagt gcgaggacat 
60 

cctcgaatta atgagatggt ggactggatg agtcaagttc tcgtcgttgc ggcggctgtc 
120 

ggtcagctgc ccctcctcca cttctgcttc tcggcgttac cccataccgt attggccgcg 
180 

tgttcacctt tgaatgcagc catgtcgtcg tctccgtatc gaaatgatgt gccatcgaag 
240 

atgccgacct cagcatcggc atctgcagtg atgagtgcgc atcgcgccac acgaaacgcc 
300 

cagcgcaacc gtgtcctcgc acgatacgaa gtgcttgggt atctcagctc tggtacctat 
360 

ggtcgtgtat ataaagcaaa ggaacttn 
386 

<210> 240 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 240 



Met 


Val 


Asp Trp 


Met 


Ser 


Gin 


Val 


Leu 


val Val Ala Ala Ala Val Gly 


1 






5 










10 15 ; 


Gin 


Leu 


Pro Leu 


Leu 


His 


Phe 


Cys 


Phe 


Ser Ala Leu Pro His Thr Val 






20 










25 


30 


Leu 


Ala 


Ala Cys 


Ser 


Pro 


Leu 


Asn 


Ala 


Ala Met Ser Ser Ser Pro Tyr 






35 








40 




45 


Arg 


Asn 


Asp Val 


Pro 


Ser 


Lys 


Met 


Pro 


Thr Ser Ala Ser Ala Ser Ala 




50 








55 






60 


Val 


Met 


Ser Ala 


Tyr 


Arg 


Ala 


Thr 


Arg 


Asn Ala Gin Arg Asn Arg Val 


65 








70 








75 80 


Leu 


Ala 


Arg Tyr 


Glu 


Val 


Leu 


Gly 


Tyr 


Leu Ser Ser Gly Thr Tyr Gly 








85 










90 95 


Arg 


Val 


Tyr Lys 


Ala 


Lys 


Glu 


Leu 







100 



<210> 241 
<211> 330 
<212> DNA 
<213> Homo sapiens 

<400> 241 

ncggggggcc gagttgaaag ctgccggcac actggctgtg ctgcttgctt cacttctcgg 
60 

gatgctgctt ccagggcggg cctgggggaa acatcggcct tcccaggcac ccttagcccg 
120 

tcccatctgg gggcccttag cacagtccct gggaccccfLC atgctgcctt tcaggctgat 
180 
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gtgggcaaac tcggcagccc agcctactcc cgggccatgg gccaccatct cagcttccct 
240 

ggggctaagc cgtgtgctct gaatcaaaag cagtagtggc atcggcggca ctggcgccat 

300 

gggaaacggg ttgacttgca caaccagcac 
330 

<210> 242 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 242 

Met Ala Pro Val Pro Pro Met Pro Leu Leu Leu Leu lie Gin Ser Thr 

15 10 15 

Arg Leu Ser Pro Arg Glu Ala Glu Met Val Ala His Gly Pro Gly Val 

20 25 30 

Gly Trp Ala Ala Glu Phe Ala His He Ser Leu Lys Gly Ser Met Trp 

35 40 45 

Gly Pro Arg Asp Cys Ala Lys Gly Pro Gin Met Gly Arg Ala Lys Gly 

50 55 60 

Ala Trp Glu Gly Arg Cys Phe Pro Gin Ala Arg Pro Gly Ser Ser He 
^5 70 75 80 

Pro Arg Ser Glu Ala Ser Ser Thr Ala Ser Val Pro Ala Ala Phe Asn 
85 90 95 

Ser Ala Pro Arg 
100 

<210> 243 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 243 

nnaccttctc tccgcgttat taccaaagat gctatgcacg taactgcgga ggaaattctt 
60 

cacacaggcc accccgcccc cactgcgctc gtcgctaatc ttccctataa cgttgcggta 
120 

cccgtactgc tacacatgct agatattctc ccctccttgc ggactacagt ggtgatggtg 
180 

caggcagaag tagccgatcg attggctgcc acaccaggca gccgcattta cggtgtcccc 
240 

agcgtcaaag tcaactttta cgggactgtc tcgcgtgcgg gagcaattgg acgcaatgtc 

.^00 

ttctggccgg ctcccaatgt tgattctggn 
330 

<210> 244 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 244 

Xaa Pro Ser Leu Arg Val He Thr Lys Asp Ala Met His Val Thr Ala 
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1 5 10 15 : 

Glu Glu lie Leu His Thr Gly His Pro Ala Pro Thr Ala Leu Val Ala 

20 25 30 

Asn Leu Pro Tyr Asn Val Ala Val Pro Val Leu Leu His Met Leu Asp 

35 40 45 

He Leu Pro Ser Leu Arg Thr Thr Val Val Met Val Gin Ala Glu Val 

50 55 60 

Ala Asp Arg Leu Ala Ala Thr Pro Gly Ser Arg lie Tyr Gly Val Pro 
65 70 75 80 

Ser Val Lys Val Asn Phe T/r Gly Thr Val Ser Arg Ala Gly Ala He 

85 90 95 

Gly Arg Asn Val Phe Trp Pro Ala Pro Asn Val Asp Ser Gly 
100 105 110 

<210> 245 
<211> 355 
<212> DNA 
<213> Homo sapiens 

<400> 245 

tctagatcct gaatcaccca cctcctagtt tcggattcac ctccgccggc gtcacctgaa 
60 

aacaatgtcg agcccgaatg gatgatggta gccacaccca tctcggaaag gtggaatgca 
120 

gcgtgttgca gaaacagaag ttgaccgtcg gaggtaggcg gcattcgctt cggatcgaag 
180 

cgtcccgagg catccatctc gagttgacga cgaaaatctt tccagtccac gccgtagggg 
240 

ganttggcaa ccacagcatc gaatttgtcc agaaggaagt ggtcgttggt gagggtattg 
300 

ccccattcaa tacgcgcatc ttcccggaag cgcgcctcta ttgcggccaa ; cgcgt 
355 



<210> 246 
<211> 101 
<212> PRT 
<213> Homo sapiens 



<400> 246 



Met 


Arg 


Val 


Leu 


Asn 


Gly 


Ala 


He 


Pro 


Ser 


Pro 


Thr Thr 


Thr 


Ser 


Phe 


1 








5 










10 








15 




Trp 


Thr 


Asn 


Ser 


Met 


Leu 


Trp 


Leu 


Pro 


Xaa 


Pro 


Pro Thr 


Ala 


Trp 


Thr 








20 










25 








30 






Gly 


Lys 


He 


Phe 


Val 


Val 


Asn 


Ser 


Arg 


Trp 


Met 


Pro Arg Asp Ala 


Ser 






35 










40 








45 








He 


Arg 


Ser 


Glu 


Cys 


Arg 


Leu 


Pro 


Pro 


Thr 


Val 


Asn Phe 


Cys 


Phe 


Cys 




50 










55 










60 








Asn 


Thr 


Leu 


His 


Ser 


Thr 


Phe 


Pro 


Arg 


Trp 


Val 


Trp Leu 


Pro 


Ser 


Ser 


65 










70 










75 








80 


lie 


Arg 


Ala 


Arg 


His 


Cys 


Phe 


Gin 


Val 


Thr 


Pro 


Ala Glu 


Val 


Asn 


Pro 










85 










90 








95 




Lys 


Leu 


Gly 


Gly 


Gly 























100 



557 



wo 00/58473 



PCT/USOO/08621 



<210> 247 
<211> 333 

<212> DNA 

<213> Homo sapiens 

<400> 247 

atggccgcga atgggcaccg tgtcatggtc gtctctcccc gctacgacca gtacaaggac 
60 

gcctgggaca ccagcgtcgt gtccgagatc aagatgggag acaggtacga gacggtcagg 
120 

ttcttccact gctacaagcg cggagtggac cgcgtgttcg ttgaccaccc actgttcctg 
160 

gagagggttt ggggaaagac cgaggagaag atctacgggc ctgacgccgg aacggactac 
240 

agggacaacc agctgcggtt cagcctgcta tgccaggcag cacttgaagc tccaaggatc 
300 

ctgagcccca acaacaaccc atacctctcc gga 
333 

<210> 248 
<211> 111 
<212> PRT 
<213> Homo sapiens 

<400> 248 



Met 


Ala 


Ala 


Asn 


Gly His 


Arg Val Met 


Val Val Ser 


Pro Arg Tyr Asp 


1 








5 




10 


15 


Gin 


Tyr 


Lys 


Asp 


Ala Trp 


Asp Thr Ser 


Val Val Ser 


Glu He Lys Met 








20 




25 




30 


Gly 


Asp 


Arg 


Tyr 


Glu Thr 


Val Arg Phe 


Phe His Cys 


Tyr Lys Arg Gly 






35 






40 




45 


Val 


Asp 


Arg 


Val 


Phe Val 


Asp His Pro 


Leu Phe Leu Glu Arg Val Trp 




50 








55 


60 




Gly 


Lys 


Thr 


Glu 


Glu Lys 


lie Tyr Gly 


Pro Asp Ala 


Gly Thr Asp Tyr 


65 








70 




75 


80 


Arg 


Asp 


Asn 


Gin 


Leu Arg 


Phe Ser Leu 


Leu Cys Gin 


Ala Ala Leu Glu 










85 




90 


95 


Ala 


Pro 


Arg 


lie 


Leu Ser 


Leu Asn Asn 


Asn Pro Tyr 


Phe Ser Gly 








100 




105 




110 



<210> 249 

<211> 5503 

<212> DNA 

<213> Homo sapiens 

<400> 249 

atgacccagg ggattttggc cttggtcacg tccactggct gtgcatctgc caatgccctg 
60 

cagtccctca cggatgccat gcacatccca cacctctttg tccagcgcaa cccgggaggg 
120 

tcgccacgca ccgcatgcca cctgaacccc agccccgatg gtgaggccta cacactggct 
180 

tcgagaccac ccgtccgcct caatgatgtc atgctcaggc tggtgacgga gctgcgctgg 
240 
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cagaagttcg tcatgttcta cgacagcgag tatgatatcc gtgggctcca aagctttctg 



300 



gaccaggcct cgcggctggg ccttgacgtc tctttacaaa aggtggacaa gaacattagc 



360 

cacgtattca ccagcctgtt caccacgatg aagacagagg agctgaatcg ctaccgggac 

420 

acgcttcgcc gcgccatcct gctgctcagc ccacagggag cccactcctt catcaacgag 
480 

gccgtggaga ccaacctggc ttccaaggac agccactggg tccttgtgaa tgaggaaatc 
540 

agtgacccgg agatcctgga tctggtccat agtgcccttg gaaggatgac cgtggtccgg 
600 

caaatctttc cgtctgcaaa ggacaatcag aaatgcacga ggaacaacca ccgcatctcc 
660 

tccctgctct gcgaccccca ggaaggctac ctccagatgc tgcagatctc caacctctat 

720 

ctgtatgaca gtgttctgat gctggccaac gcctttcaca ggaagctgga ggaccggaag 
780 

tggcatagca tggcgagcct caactgcata cggaaatcca ctaagccatg gaatggtggg 

840 

aggtccatgc tggataccat caaaaagggc cacatcactg gcctcactgg ggtgatggag 
900 

tttcgggagg acagttcgaa tccctatgtc cagtttgaaa tccttggcac tacctatagt 
960 

gagacttttg gcaaagacat gcgcaagttg gcgacatggg actcagagaa gggcttgaat 
1020 

ggcagcttgc aagagaggcc catgggcagc cgcctccaag gattgactct taaagtggtg 
1080 

actgtcttgg aagagccttt cgtgatggtg gctgagaaca tcctaggaca gcccaagcgc 
1140 

tacaaagggt tctccataga tgtcctggat gcactggcca aggctctggg ctttaaatat 
1200 

gagatttacc aagcccctga tggcaggtac ggtcaccagc tccataacac ctcctggaac 

1260 

gggatgatcg gggagctcat cagcaagaga gcagacttgg ccatctctgc catcaccatc 
1320 

accccagaga gggagagcgt tgtggacttc agcaagcggt acatggacta ttcagtgggg 
1380 

attctaatta agaagcccga ggagaaaatc agcatcttct ccctctttgc tccatttgat 
1440 

ttcgctgtgt gggcctgcat tgcagcagcc atccctgtgg ttggtgtgct gatatttgtg 

1500 

ttgaacagga tacaggctgt gagggctcag agtgctgccc agcccaggcc gtcagcttct 
1560 

gccactctgc acagcgccat ctggattgtc catggagcct tcjtacagca aggtggcgaa 
1620 

tcttccgtga actccatggc catgcgcatc gtgatgggca gctggtggct cttcacgctc 
1680 

attgtgtgct cctcctacac agccaacctt gctgccttcc tcacagtgtc caggatggac 
1740 

aaccccataa ggactttcca ggacctgtcc aaacaagtgg aaatgtctta tggcactgtc 
1800 

cgggattctg ctgtatatga gtacttccga gccaagggca ccaaccccct ggagcaggac 
1860 
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agcacgtttg ctgaactctg 
1920 

tccagtcctt cagaiaggcat 
1980 

gtggccgtgg tggaatacgc 
2040 

aacagcatca gcagcaaggg 
2100 

ctcttctccc agaggatcct 
2160 

aagtggtggc cgcacatggg 
2220 

ggcaaatccc tcaagctgca 
2280 

ctcctggcct gcctggtggc 
2340 

gagaccccca aggaggacaa 
2400 

ctcatggatg aagacattgc 
2460 

ctggagatgg ggggcctggc 
2520 

acccagctct cggtcagcac 
2580 

ctctcatcag ggcccagcag 
2640 

tccacgcagt gcaaacacag 
2700 

acccccatcc ccatgtcctt 
2760 

accticccacg ggacctccat 
2820 

cccgaccagc agagcttttt 
2860 

acacacacat acacagagac 
2940 

atggagtggg gtaaaagtgt 
3000 

caaaaactgc atgaatgact 
3060 

tgtgatcatt ctgaagtgcc 
3120 

ggggcgacca gataaggagc 
3180 

atgccactcg ctgccttgtc 
3240 

tcccttttag tccctcagct 
3300 

ctgggttgct gtgctgtagg 
3360 

cctggactca gggctatcct 
3420 

tgtgtgttgc agcgtgcctc 
3480 



g cggaccaCc 


agcaagaacg 


caggaaggca 


aagaagggga 


agccccgacg 


gacgacgacu 


ccacgggacc 


gccCbgcagc 


ggagctgcag 


gacacagggg 


ccgct:gtgac 


ctcaccagcc 


cagcttcgcc 




tgccctggag 


ttgtggtgga 


agaagtgaac 


ttggagcagg 


tcacaagcag 


atttccccag 


tcccacccag 


accttggagc 


ctttctgcca 


gagcagagca 


caacctgccg 


ctgccgctga 


gccacccaac 


ggggggctgt 


ccagcccgtg 


cctggaggcg 


ctgactgcgc 


cgcctgccct 


aa&acaagaa 


aacaacaaca 


tcttCcattc 


ttcttgtaca 


acuticgaaca 


uccccaaccc 


wugcaaaccc 


cgccccacac 


aaaggagc c c 


CCCCauuCCu 


ccctctctgc 


tgggggagaa 


ccacagcttg 


ctgccccatt 


tgataaagag 


tgagtttgga 


gtgatcggct 


gttctgggta 


gtcctgtctt 


ggatcttgcg 


tgccccatgg 


gcccgagaga 



gaggggctga caactgcgtg 
actacgcctt cctgtgggat: 
gctcggtgac tgtcatcggc 
atggcagccc ctacagggac 
acctggatgt gctgaagcag 
atgccagcgc ccaggccgac 
gcatcctggc cattggcctg 
acagcaaccg gcgccaccag 
tccaccggcg catgaacagc 
cgtcgattga gctctcggcc 
cgacacggga gtraccagaac 
gccatggcac cagccggaca 
gcagctcggc gaccatgccc 
tccggcagag cccggtgaag 
tccttccaga ggctctggac 
cctgcccacc cCcccaccca 
caaaccacac acactcgcac 
tatgcgtaaa taatgacaga 
tcgaagtcag taaaaaaaca 
gaataaaaag gcaaattact 
gggcctttct gagggcagga 
gggaagacga ggaaccccac 
tctttgctcc tggcacctcg 
gcccgcattg ggctggccca 
gcctggggct gaggaggcgc 
ggacgagcca gtcaccgctg 
agctgacaat tacccatagt 
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gaggtaattg agggctttga tactgagctg 
3540 

cattttcttc tcaaaactag aagaatcaaa 
3600 

gactccatcg tttcctcagg gagactgggc 

3660 

tgggggcagg gagttgcgag gtggggttag 
3720 

aaggccaggc agaggaagaa tattcccttg 
3780 

ggaagtgagg ccatagatgc agggagtaga 
3640 

ttagtaagag ttgggggagg tgcccaggtg 
3900 

gccgagaaat: agagaaaaga gaccatgttt 
3960 

cttaggtgag aagcataagt gcaactccca 
4020 

agtaaaggcc tatctctggg tcataaatcc 
4080 

cagcacaaac tctcccttcc acctttacga 
4140 

caagcagcaa tccaacccag agcaggggcc 
4200 

gatttccagg cctatccctg tgcaggtaca 
4260 

ggaccaccta acagcgcccc ctccttcagt 
4320 

tcagggaaag aaccattagg agtggaactg 
4380 

tctcctaaag acaaaggtta gtctgatctc 
4440 

catctgtcac tgaaggaggt ggagctccca 
4500 

tggttctgtg atcatggaga aatacaaagt 
4560 

gagtttctag agagatgtat ttatgagggt 
4620 

aaagtcccta gtgacatigat tgagcagtaa 
4680 

gcactgtggg gaagagagtg tttataatta 
4740 

ctgatattcg tgctacctag gcaatccatt 
4800 

tggagccagg catgctcaga gaagcctagg 
4860 

ctttgttttc catcagcacg ttgggggccc 
4920 

atctctctat ttctttaatc aaactctggt 
4980 

ccctcattgc cccctgagat ggcctgtctt 
5040 

ggttctgctt agaatgagtg tcaaggagga 
5100 



ttctcatacc atactgttgg ccttgttctt 
aagtgataga atattggggg aaggagggca 
ggaggtgggg ttggtctgga agaaggtcca 
ttgcatggac caggtgaggt ggtggaacaa 
ggtttggacc catggtccca ggtgagagaa 
agctttgtgg tgtcaggcaa acggactctg 
ggtggaccag tactccaggt gatggggcat 
atttgggtag gaggaagcct tgccttgcgc 
tccaccaggg aagttgcttg tagccccaaa 
tgcaggcagt ccaacaaaca gggctggctc 
ccctctccag accagacctg gagtcctctt 
ctccccactc aggcatctga taacctctga 
gctgcaggga agcccagttt tctaagccta 
tgccctttct gaggcaacta aactacagaa 
ggggaatctg agttgtgtca cttcagttcc 
cagacccgtc agaatggaat acacagccca 
cagccagcag taatcaggga gctgagagcc 
cctattgatt gcttcttcta tagccttgta 
gataactagc ccaggattga tttctttcct 
agaacggcca aatcacacag tcagctaaaa 
tgttatttat tgctggatgc tgagaatggt 
gacatttctc caatcagagc atgtggacct 
tgggctacca tgaccccgag gaagagcagg 
tgccctgaat ggtcaatttt tcacatatat 
ctcactgcct: tatctcacac caactctgtt 
ctggggtata gcttggatgt cttcttggat 
aagagaggga gatggaggat gtgtttgtgc 
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gcctgtgtgt gtgtgtttgt gtgtgtgtgt gtgtgtgaga gagagagaga gagagagaga 
5160 

gaccagcatc ctcaagagaa gtattctgct cacacaaaat cctcaacacc tcatggtgtt 
5220 

attcttcacc atgtttatat atatatatat atattttttt ttttttttag aattttctac 
5280 

ccttggcatg aggggaaatg attgatatcc aagcaagttc tctaggaaaa aaaaaaaact 
5340 

tcccaactca gatttctgtg tcagctcaga atgtatcttt ttttcatgct ttgctctttg 
5400 

gatttataac tctgtttaga ctattccata cattttaggt atattctgtg ccttcagaca 
5460 

ctgcaaataa taatcagcat ttggattaaa gttgtttaat aat: 
5503 

<2lb> 250 
<211> 927 
<212> PRT 
<213> Homo sapiens 



<400> 250 



Met 


Thr 


Gin 


Gly 


He 


Leu 


Ala 


Leu 


Val 


Thr 


Ser 


Thr 


Gly 


Cys 


Ala 


Ser 


1 








5 










10 










15 




Ala 


Asn 


Ala 


Leu 


Gin 


Ser 


Leu 


Thr 


Asp 


Ala 


Met 


His 


He 


Pro 


His 


Leu 








20 










25 










30 






Phe 


Val 


Gin 


Arg 


Asn 


Pro 


Gly 


Gly 


Ser 


Pro 


Arg 


Thr 


Ala 


Cys 


His 


Leu 






35 










40 










45 








Asn 


Pro 


Ser 


Pro 


Asp 


Gly 


Glu 


Ala 


Tyr 


Thr 


Leu 


Ala 


Ser 


Arg 


Pro 


Pro 




50 










55 










60 










Val 


Arg 


Leu 


Asn 


Asp 


Val 


Met 


Leu 


Arg 


Leu 


val 


Thr 


Glu 


Leu 


Arg 


Trp 


65 










70 










75 










60 


Gin 


Lys 


Phe 


Val 


Met 


Phe 


Tyr 


Asp 


Ser 


Glu 


Tyr 


Asp 


He 


Arg 


Gly 


Leu 










85 










90 










95 




Gin 


Ser 


Phe 


Leu 


Asp 


Gin 


Ala 


Ser 


Arg 


Leu 


Gly 


Leu 


Asp 


Val 


Ser 


Leu 








100 










105 










110 






Gin 


Lys 


Val 


Asp 


Lys 


Asn 


He 


Ser 


His 


Val 


Phe 


Thr 


Ser 


Leu 


Phe 


Thr 






115 










120 










125 








Thr 


Met 


Lys 


Thr 


Glu 


Glu 


Leu 


Asn 


Arg 


Tyr 


Arg 


Asp 


Thr 


Leu 


Arg 


Arg 




130 










135 










140 










Ala 


lie 


Leu 


Leu 


Leu 


Ser 


Pro 


Gin 


Gly 


Ala 


His 


Ser 


Phe 


He 


Asn 


Glu 


145 










ISO 










155 










160 


Ala 


Val 


Glu 


Thr 


Asn 


Leu 


Ala 


Ser 


Lys 


Asp 


Ser 


His 


Trp 


Val 


Phe 


Val 










165 










170 










175 




Asn 


Glu 


Glu 


He 


Ser 


Asp 


Pro 


Glu 


He 


Leu 


Asp 


Leu 


Val 


His 


Ser 


Ala 








180 










185 










190 






Leu 


Gly 


Arg 


Met 


Thr 


Val 


Val 


Arg 


Gin 


He 


Phe 


Pro 


Ser 


Ala 


Lys 


Asp 






195 










200 










205 








Asn 


Gin 


Lys 


Cys 


Thr 


Arg 


Asn 


Asn 


His 


Arg 


He 


Ser 


Ser 


Leu 


Leu 


Cys 




210 










215 










220 










Asp 


Pro 


Gin 


Glu 


Gly 


Tyr 


Leu 


Gin 


Met 


Leu 


Gin 


He 


Ser 


Asn 


Leu 


Tyr 


225 










230 










235 










240 


Leu 


Tyr 


Asp 


Ser 


Val 


Leu 


Met 


Leu 


Ala 


Asn 


Ala 


Phe 


His 


Arg 


Lys 


Leu 










245 










250 










255 




Glu 


Asp 


Arg 


Lys 


Trp 


His 


Ser 


Met 


Ala 


Ser 


Leu 


Asn 


Cys 


He 


Arg 


Lys 
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260 265 270 

Ser Thr Lys Pro trp Asn Gly Gly Arg Ser Met Leu Asp Thr He Lys 

275 280 285 

Lys Gly His He Thr Gly Leu Thr Gly Val Met Glu Phe Arg Glu Asp 

290 295 300 

Ser Ser Asn Pro Tyr Val Gin Phe Glu He Leu Gly Thr Thr Tyr Ser 
305 310 315 320 

Glu Thr Phe Gly Lys Asp Met Arg Lys Leu Ala Thr Trp Asp Ser Glu 

325 330 335 

Lys Gly Leu Asn Gly Ser Leu Gin Glu Arg Pro Met Gly Ser Arg Leu 

340 345 350 

Gin Gly Leu Thr Leu Lys Val Val Thr Val Leu Glu Glu Pro Phe Val 

355 360 365 

Met Val Ala Glu Asn He Leu Gly Gin Pro Lys Arg Tyr Lys Gly Phe 

370 375 380 

Ser He Asp Val Leu Asp Ala Leu Ala Lys Ala Leu Gly Phe Lys Tyr 
385 390 395 400 

Glu He Tyr Gin Ala Pro Asp Gly Arg Tyr Gly His Gin Leu His Asn 

405 410 415 

Thr Ser Trp Asn Gly Met He Gly Glu Leu He Ser Lys Arg Ala Asp 

420 425 430 

Leu Ala He Ser Ala He Thr He Thr Pro Glu Arg Glu Ser Val Val 

435 440 445 

Asp Phe Ser Lys Arg Tyr Met Asp Tyr Ser Val Gly He Leu He Lys 

450 455 460 

Lys Pro Glu Glu Lys He Ser He Phe Ser Leu Phe Ala Pro Phe Asp 
465 470 475 480 

Phe Ala Val Trp Ala Cys He Ala Ala Ala He Pro Val Val Gly Val 

485 490 495 

Leu He Phe Val Leu Asn Arg He Gin Ala Val Arg Ala Gin Ser Ala 

500 505 510 

Ala Gin Pro Arg Pro Ser Ala Ser Ala Thr Leu His Ser Ala He Trp 

515 520 525 

He Val Tyr Gly Ala Phe Val Gin Gin Gly Gly Glu Ser Ser Val Asn 

530 535 540 

Ser Met Ala Met Arg He Val Met Gly Ser Trp Trp Leu Phe Thr Leu 
545 550 555 560 

He Val Cys Ser Ser Tyr Thr Ala Asn Leu Ala Ala Phe Leu Thr Val 

565 570 575 

Ser Arg Met Asp Asn Pro He Arg Thr Phe Gin Asp Leu Ser Lys Gin 

580 585 590 

Val Glu Met Ser Tyr Gly Thr Val Arg Asp Ser Ala Val Tyr Glu Tyr 

595 600 605 

Phe Arg Ala Lys Gly Thr Asn Pro Leu Glu Gin Asp Ser Thr Phe Ala 

610 615 620 

Glu Leu Trp Arg Thr He Ser Lys Asn Gly Gly Ala Asp Asn Cys Val 
625 630 635 640 

Ser Ser Pro Ser Glu Gly He Arg Lys Ala Lys Lys Gly Asn Tyr Ala 

645 650 655 

Phe Leu Trp Asp Val Ala Val Val Glu Tyr Ala Ala Leu Thr Asp Asp 

660 665 670 

Asp Cys Ser Val Thr Val He Gly Asn Ser He Ser Ser Lys Gly Tyr 

675 680 685 

Gly He Ala Leu Gin His Gly Ser Pro Tyr Arg Asp Leu Phe Ser Gin 
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690 




695 


700 










Arg 


lie 


Leu 


Glu Leu Gin Asp Thr Gly Asp Leu Asp 


Val 


Leu 


Lys 


Gin 


70S 






710 


715 








720 


Lys 


Trp 


Trp 


Pro His Met Gly Arg Cys Asp Leu Thr 


Ser 


His 


Ala 


Ser 








725 


730 






735 




Ala 


Gin 


Ala 


Asp Gly Lys Ser Leu Lys Leu His Ser 


Phe 


Ala 


Gly 


Val 








740 745 






750 






Phe 


Cys 


lie 


Leu Ala lie Gly Leu Leu Leu Ala Cys 


Leu 


Val 


Ala 


Ala 






755 


760 




765 








Leu 


Glu 


Leu 


Trp Trp Asn Ser Asn Arg. Cys His Gin 


Glu 


Thr 


Pro 


Lys 




770 




775 


780 










Glu Asp Lys 


Glu Val Asn Leu Glu Gin 


Val His Arg 


Arg 


Met 


Asn 


Ser 


785 






790 


795 








800 


Leu 


Met 


Asp 


Glu Asp lie Ala His Lys 


Gin lie Ser 


Pro 


Ala 


Ser 


He 








805 


810 






815 




Glu 


Leu 


Ser 


Ala Leu Glu Met Gly Gly 


Leu Ala Pro 


Thr 


Gin 


Thr 


Leu 








820 825 






830 






Glu 


Pro 


Thr 


Arg Glu Tyr Gin Asn Thr 


Gin I«eu Ser 


Val 


Ser 


Thr 


Phe 






835 


840 




845 








Leu 


Pro 


Glu 


Gin Ser Ser His Gly Thr 


Ser Arg Thr 


Leu 


Ser 


Ser 


Gly 




850 




855 


860 










Pro 


Ser 


Ser 


Asn Leu Pro Leu Pro Leu 


Ser Ser Ser 


Ala 


Thr 


Met 


Pro 


865 






870 


875 








880 


Ser 


Met 


Gin 


Cys Lys His Arg Ser Pro 


Asn Gly Gly 


Leu 


Phe 


Arg 


Gin 








885 


890 






895 




Ser 


Pro 


Val 


Lys Thr Pro lie. Pro Met 


Ser Phe Gin 


Pro 


Val 


Pro 


Gly 








900 905 






910 






Gly Val 


Leu 


Pro Glu Ala Leu Asp Thr 


Ser His Gly 


Thr 


Ser 


lie 








915 


920 




925 









<210> 251 
<211> 291 
<212> DNA 
<213> Homo sapiens 

<400> 251 

nngatcagcc gcggggtccg cgccctcgat tcggcggtgg agaccgagag tctgcgtgag 
60 

gacgtcaacg cgctcgaacg gctgcggttg gccgtgcgcg ccagcgtggt catcctcatc 
120 

gagtaccacc attcggtgac cctgctgctg cgggtgcgcg ggaactcacc tctggaacga 
180 

gaggccctcg aggcccgccg ccgtatcgat gcgaaggttc ccgctctcgt cgagagcgcc 
240 

atcgccgagg gtggtctgcg ctcggatttc actcccgggc tcatcacgcg t 
291 

<210> 252 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 252 

Xaa He Ser Arg Gly Val Arg Ala Leu Asp Ser Ala Val Glu Thr Glu 
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1 


5 


10 




15 




Ser Leu Arg Glu 


Asp Val Asn Ala 


Leu Glu Arg 


Leu Arg Leu 


Ala 


Val 


20 




25 


30 






Arg Ala Ser Val 


Val He Leu He 


Glu Tyr His 


His Ser Val 


Thr 


Leu 


35 


40 




45 






Leu Leu Arg Val 


Arg Gly Asn Ser 


Pro Leu Glu Arg Glu Ala 


Leu 


Glu 


50 


55 




60 






Ala Arg Arg Arg 


He Asp Ala Lys 


Val Pro Ala 


Leu Val Glu 


Ser 


Ala 


65 


70 


75 






80 


lie Ala Glu Gly 


Gly Leu Arg Ser 


Asp Phe Thr 


Pro Gly Leu 


He 


Thr 




85 


90 




95 





Arg 



<210> 253 
<211> 327 
<212> DNA 

<213> Homo sapiens 
<400> 253 

gtgcacggat gggagcgctc gcgcgcgtgc tggtgccttc acagcccggc gagcggcgtg 
60 

cgctcacggt cctgtaccga ccgatctcgc aaccttccgc agaccgatcc accaaccgcg 
120 

cccacatgtc ggcagtgatg gcgggcacct tgcgggagaa ggccgggaag gccgagcgag 
180 

ccaatgaccg tcgcacggtc ggcacgctcc acgagcggga cgagaagctc gcggcaggac 
240 

gctcactcgt cgcggtgtcc tccgcggtct ccatcaccgt ccctgcgaca tggaacgccc 

300 

acgacttcgg acggcgactc. gacgcgt 
327 

<210> 254 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 254 



Met 


Gly 


Ala 


Leu 


Ala 


Arg 


val 


Leu Val 


Pro 


Ser Gin Pro Gly Glu Arg 


1 








5 








10 


15 


Arg 


Ala 


Leu 


Thr 


Val 


Leu 


Tyr 


Arg Pro 


He 


Ser Gin Pro Ser Ala Asp 








20 








25 




30 


Arg 


Ser 


Thr 


Asn 


Arg 


Ala 


His 


Met Ser 


Ala 


Val Met Ala Gly Thr Leu 






35 










40 




45 


Arg 


Glu 


Lys 


Ala 


Gly 


Lys 


Val 


Glu Arg 


Ala 


Asn Asp Arg Arg Thr Val 




50 










55 






60 


Gly 


Thr 


Leu 


His 


Glu 


Arg 


Asp 


Glu Lys 


Leu 


Ala Ala Gly Arg Ser Leu 


65 










70 








75 80 


Val 


Ala 


Val 


Ser 


Ser 


Ala 


val 


Ser He 


Thr 


Val Pro Ala Thr Trp Asn 










65 








90 


95 


Ala 


His 


Asp 


Phe 


Gly 


Arg 


Arg 


Leu Asp 


Ala 










100 








105 
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<210> 255 
<211> 372 
<212> DNA 

<213> Homo sapiens 
<400> 255 

ctagaaatgg ctggctacga atacatggaa gctgaaaata gccaacaagc ccacgaaatt 
60 

atcgtggacc atagacctga cttaatctta tgtgattgga tgatgccagg agggagtggc 
120 

atcgagctaa ctcgtcgctt aaagaaagac agcacgacag cagaaatccc tgttatttta 
180 

ctaacggcca aaagtgaaga agacaacaaa attcaaggct tagaagtcgg tgcagatgac 
240 

tacatcacta aacctttctc tcctcgtgaa ctagtagcac gcctcaaggc ggtattacgc 
300 

cgagcgactc cacaaggtat tgatgatcct attgaaattg atggtttaac gcccgatccc 
360 

attagccaac gc 
372 

<210> 256 
<211> 124 
<212> PRT 
<213> Homo sapiens 

<400> 256 



Leu 


Glu 


Met 


Ala 


Gly 


Tyr Glu Tyr 


Met 


Glu 


Ala Glu 


Asn 


Ser 


Gin 


Gin 


1 








5 






10 








15 




Ala 


His 


Glu 


lie 


lie 


Val: Asp His 


Arg 


Pro 


Asp Leu 


He 


Leu 


Cys 


Asp 








20 






25 








30 






Trp 


Met 


Met 


Pro 


Gly 


Gly Ser Gly 


He 


Glu 


Leu Thr 


Arg 


Arg 


Leu 


Lys 






35 






40 








45 








Lys 


Asp 


Ser 


Thr 


Thr 


Ala Glu He 


Pro 


Val 


He Leu 


Leu 


Thr 


Ala 


Lys 




50 








55 






60 










Ser 


Glu 


Glu 


Asp 


Asn 


Lys He Gin 


Gly 


Leu 


Glu Val 


Gly 


Ala 


Asp 


Asp 


65 










70 






75 








80 


Tyr 


He 


Thr 


Lys 


Pro 


Phe Ser Pro 


Arg 


Glu 


Leu Val 


Ala 


Arg 


Leu 


Lys 










85 






90 








95 




Ala 


Val 


Leu 


Arg 


Arg 


Ala Thr Pro 


Gin 


Gly 


He Asp 


Asp 


Pro 


He 


Glu 








100 






105 








110 






He 


Asp 


Gly 


Leu 


Thr 


Leu Asp Pro 


He 


Ser 


Gin Arg 











115 120 



<210> 257 
<211> 639 
<212> DNA 
<213> Homo sapiens 

<400> 257 

nnacgcgtag cggtcgaggt tgcggacacc atgcccgaac ccggcctgct cgccatcgag 
60 

gcacccatgg gacacggcaa gaccgaggcc gccctcatgt gcgcacaggt gctcgccgaa 
120 ^ 
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cggttcgggc tcggcggcat cttcttcggc ctaccgacga tggccacgtc caaccccatg 
180 

ttcggtcgag ttcgggaatg gctggacgct gtgccagcca aggacccgtc aagcatttcc 
240 

ctggctcact cgaaagctgg actcaacgag gagtaccagc agctcatgcc gtggaacgcc 
300 

accatggccg tctacgacga aggtgccggc acgcagcgtg aagcttcggc gatcgtccat 
360 

gagtggttct tgggccgcaa gcgcgcgatc ctggccgacc acgtcgtcgg gaccatcgac 
420 

caggcactgt tcaccggtct caaagccaag catgtggtgt tacgccacct cggtctggcg 
480 

agcaaggtcg tcatcattga tgaggtccac gccgccgacg tctatatgcg cgaatacctc 
540 

aaggtcgtcc tcgaatggct cggcgcctac cgcacgccag tcatcctcat gtccgcgacg 
600 

ctgccaccgg cccaacgtca tgaactcgcg ctagcgcac 
639 

<210> 258 
<211> 213 
<212> PRT 

<213> Homo sapiens 



<400> 258 



Xaa 


Arg. 


Val 


Ala 


Val 


Glu 


Val Ala Asp Thr Met Pro Glu Pro Gly 


Leu 


1 








5 




10 IS 




Leu 


Ala 


He 


Glu 
20 


Ala 


Pro 


Met Gly His Gly Lys Thr Glu Ala Ala 
25 30 


Leu 


Met 


Cys 


Ala 


Gin 


Val 


Leu 


Ala Glu Arg Phe Gly Leu Gly Gly He 


Phe 




35 








40 45 




Phe 


Gly 
50 


Leu 


Pro 


Thr 


Met 


Ala Thr Ser Asn Pro Met Phe Gly Arg 
55 60 


Val 


Arg 


Glu 


Trp 


Leu 


Asp Ala 


Val Pro Ala Lys Asp Pro Ser Ser He 


Ser 


65 










70 


75 


80 


Leu 


Ala 


His 


Ser 


Lys Ala 


Gly Leu Asn Glu Glu Tyr Gin Gin Leu 


Met 










85 




90 95 




Pro 


Trp 


Asn 


Ala 
100 


Thr 


Met 


Ala Val Tyr Asp Glu Gly Ala Gly Thr 
105 HO 


Gin 


Arg 


Glu 


Ala 


Ser 


Ala 


He 


Val His Glu Trp Phe Leu Gly Arg Lys 


Arg 




115 








120 125 




Ala 


lie 
130 


Leu 


Ala 


Asp 


His 


Val Val Gly Thr He Asp Gin Ala Leu 
135 140 


Phe 


Thr 


Gly 


Leu 


Lys 


Ala 


Lys 


His Val Val Leu Arg His Leu Gly Leu 


Ala 


145 








150 


155 


160 


Ser 


Lys 


Val 


val 


He 
165 


He 


Asp Glu Val His Ala Ala Asp Val Tyr 
170 175 


Met 


Arg 


Glu 


Tyr 


Leu 
180 


Lys 


Val 


Val Leu Glu Trp Leu Gly Ala Tyr Arg 

185 190 


Thr 


Pro 


Val 


He 
195 


Leu 


Met 


Ser 


Ala Thr Leu Pro Pro Ala Gin Arg His 
200 205 


Glu 


Leu 


Ala 
210 


Leu 


Ala 


Tyr 
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<210> 259 
<211> 252 
<212> DNA 

<213> Homo sapiens 
<400> 259 

acgcgtgcac tgtgtgcatg catggtaacg tacacgtgtg cactgtgtgt ggtgtgcatg 
60 

ncatggtgtg tgcacgtgtg cnactgtgta tgcatggtaa tgtgcacgtg tgcanctgtg 
120 

tgtnggtgtg tatgcatgng tgtgtgcacg tgtgcactgn agtgtggggt gtatgcatgg 
180 

tgtgtgcaca tgagcactgt gtggtgtgta tgcatggtgn ggtgcacgtg tgcactgtgt 
240 

atgcaatggt gt 
252 

<210> 260 
<211> 84 
<212> PRT 

<213> Homo sapiens 
<400> 260 

Thr Arg Ala Leu Cys Val Cys Met Val Thr Tyr Thr Cys Ala Leu Cys 

15 10 15 

Val Val Cys Met Xaa Trp Cys Val His Val Cys Xaa Cys Val Cys Met 

20 25 30 

Val Met Cys Thr Cys Ala Xaa Val Cys Xaa Cys Val Cys Met Xaa Val 

35 40 45 

Cys Thr Cys Ala Leu Xaa Cys Gly Val Tyr Ala Trp Cys Val His Met 

50 55 60 

Ser Thr Val Trp Cys Val Cys Met Val Xaa Cys Thr Cys Ala Leu Cys 
65 70 75 80 

Met Gin Trp Cys 



<210> 261 
<211> 1202 
<212> DNA 

<213> Homo sapiens 
<400> 261 

gctagcccgg tcgcgttcgt cgtcgatttg ctggcggcag tcccctcgat cgtcttcggt 
60 

ctgtggggcg gcatcgtctt cggatcgtcg ggaatcatca acggttacgc gggggcctta 
120 

ttcaaagcgc tcggctggat tccgatcttt tccgaagatc cgtcgtggtc ctcggctact 
180 

ggcacggtct accttgccag tctcgtcctg gccatcatga tcctgccaat tatcactgct 
240 

gttagccgcg acgtcatgcc ccgaacgccc catgatcaag tcgaggccgc gctcgccctc 

300 

ggatcgacgc gctgggaggt catcaagctt gcagtgttcc cccactcgcg gtccggcatc 
360 
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atttccggat ccatgttggg tccaggacgc gccctcggcg agaccctggc tgtcaccctc 
420 

atcctgcaga cgatgagccc catggcgctc aaacagaacc tcaacctgtc gatcttcgtc 
480 

ggtggtgaga cattcgcgtc gaagattgcc ggtaacttct ccgaggccat tagcgatccc 
540 

acctcgctgg gtgccctcgt ggcgtcggcc ctggccctgt tcgtcattac cttcgtggtc 
600 

aacgcgactg cccggttgat tgcggcgaag ggggttaagc gatgagcgcc accacccctg 
660 

accacatcac ccaccatggc gacaacacgc ccggacagct agatctctcc cgcccgtctg 
720 

gtaaacggac tatcaagagc ggctgcgcct caacattcat gatcgtggcc accgtactgg 
780 

ctgttatccc actggcctgg ctgctcttcg cggccgtccg gcgcggcatc ggatcactat 
840 

tccacgcgtc gtggtggacc cactcgatgg atccctcctt cgacttggcc gagcagggcg 
900 

ccatccacgc tatcgtcgga acccttgaaa ttggccttat tacatcgatt atctcggtac 
960 

cgatcgctct gatgaccgcg atcttcctag tcgagtacgc ccgcggaact aagatcgcca 
1020 

aggtcattag cttcgccgtc gacgtgctaa ccggtgtacc ttcaatcgtc gcggccctct 
1080 

tcgtcttcgc cgtagtcgtt accaccttcg gtggcaccca atccgcgtgg gcctcctcgt 

1140 

tggccctcat gatcctcatg gttccgacgg tgctgcgatc aaccgaggaa atgctcaagc 

1200 

tt 

1202 

<210> 262 
<211> 214 
<212> PRT 

<213> Homo sapiens 



<400> 262 












Ala Ser 


Pro 


Val 


Ala Phe Val Val Asp Leu 


Leu Ala Ala Val 


Pro 


Ser 


1 






5 10 




15 




lie Val 


Phe 


Gly 


Leu Trp Gly Gly He Val 


Phe Gly Ser Ser 


Gly 


He 






20 


25 


30 






He Asn 


Gly 


Tyr 


Ala Gly Ala Leu Phe Lys 


Ala Leu Gly Trp 


He 


Pro 




35 




40 


45 






lie Phe 


Ser 


Glu 


Asp Pro Ser Trp Ser Ser 


Ala Thr Gly Thr 


val 


Tyr 


50 






55 


60 






Leu Ala 


Ser 


Leu 


Val Leu Ala He Met He 


Leu Pro He He 


Thr 


Ala 


65 






70 


75 




80 


Val Ser 


Arg 


Asp 


Val Met Pro Arg Thr Pro 


His Asp Gin Val 


Glu 


Ala 






85 90 




95 




Ala Leu 


Ala 


Leu 


Gly Ser Thr Arg Trp Glu 


Val He Lys Leu 


Ala 


val 






100 


105 


110 






Phe Pro 


His 


Ser 


Arg Ser Gly He He Ser 


Gly Ser Met Leu 


Gly 


Leu 




115 




120 


125 




Thr 


Gly Arg 


Ala 


Leu 


Gly Glu Thr Leu Ala Val 


Thr Leu He Leu 


Gin 
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130 








135 


Met Ser Pro 


Met 


Ala 


Leu 


Lys Gin 


145 






150 




Gly Gly Glu 


Thr 


Phe 

165 


Ala 


Ser Lys 


lie Ser Asp 


Pro 


Thr 


Ser 


Leu Gly 




180 






Leu Phe Val 


He 


Thr 


Phe 


Val Val 


195 








200 


Ala Lys Gly 


Val 


Lys 


Arg 




210 











140 

Asn Leu Asn Leu Ser He Phe Val 
155 160 
He Ala Gly Asn Phe Ser Glu Ala 

170 175 
Ala Leu Val Ala Ser Ala Leu Ala 
185 190 
Asn Ala Thr Ala Arg Leu He Ala 
205 



<210> 263 
<211> 424 
<212> DMA 
<213> Homo sapiens 

<400> 263 

acgcgtgagt gctctgcgct ggaaacaacg gtgatagagc ccatccgccg tgaactttcc 
60 

gacgtggtgc tcgtgaacaa gctcgaaaag tatgtacgcg aacgtacctc ggaagacgtt 
120 

gcgcacatgg aagaggatgc ggaccagacg ggcaacgaca tcctcacgac gatcctgctg 
180 

tcgaactggg atccactatt ggatatgacg acgcaggatc atgtgctggc catgcaaaag 
240 

gcttatatgg cctcgccatt ccgtgccaat ttggacctgg catacccatc ttcgacgcca 
300 

caggcccagt cccagccggc gatgccgccg tgggagacag ggacctcagc cagtagcatg 
360 

gcggatgctc gtgaatttgc gctgctgaag ctgtacctgc gtagcttgct gcagaagcac 
420 

gann 

424 



<210> 264 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 264 

Met Glu Glu Asp Ala Asp Gin Thr Gly Asn Asp He Leu Thr Thr He 

15 10 15 

Leu Leu Ser Asn Trp Asp Pro Leu Leu Asp Met Thr Thr Gin Asp His 

20 25 30 

Val Leu Ala Met Gin Lys Ala Tyr Met Ala Ser Pro Phe Arg Ala Asn 

35 40 . 45 

Leu Asp Leu Ala Tyf Pro Ser Ser Thr Pro Gin Ala Gin Ser Gin Pro 

50 55 60 

Ala Met Pro Pro Trp Glu Thr Gly Thr Ser Ala Ser Ser Met Ala Asp 
^5 70 75 80 

Ala Arg Glu Phe Ala Leu Leu Lys Leu Tyr Leu Arg Ser Leu Leu Gin 
85 90 95 

Lys His Xaa 
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<210> 265 
c211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 265 

ncgtacggcc ctggcgtccg catggacgag ggataccatt ccggcatgac ggtgccgggt 
60 

gccttcgact ccctcatcgg caagctcatc atcactggtg atagccgtga gcaagccctg 
120 

gctcgagctg cccgcgccct cgacgaaatc gtcatcgacg gcatgccgac ggtcattccc 
180 

tttcaccagg cggtggttca cgacccggct ttcactgccg ccgacggctg cttcggcgtc 
240 

tttaccgact ggatcgaaac cgagttcgac aacaagatcg agccatacac cgggtctctg 
300 

ggcgagtctg ccaattccga gcctcctcgt gaggtcgtcg tcgaggtcaa cggtaaacgc 

360 

<210> 266 
<211> 120 
<212> PRT 

<213> Homo sapiens 
<400> 266 

Xaa Tyr Gly Pro Gly Val Arg Met Asp Glu Gly Tyr His Ser Gly Met 

1 5 10 15 

Thr val Pro Gly Ala Phe Asp Ser Leu He Gly Lys Leu He He Thr 

20 25 30 

Gly Asp Ser Arg Glu Gin Ala Leu Ala Arg Ala Ala Arg Ala Leu Asp 

35 40 45 

Glu He Val He Asp Gly Met Pro Thr Val He Pro Phe His Gin Ala 

50 55 60 

Val Val His Asp Pro Ala Phe Thr Ala Ala Asp Gly Cys Phe Gly Val 
65 70 75 80 

Phe Thr Asp Trp He Glu Thr Glu Phe Asp Asn Lys He Glu Pro Tyr 

85 90 95 

Thr Gly Ser Leu Gly Glu Ser Ala Asn Ser Glu Pro Pro Arg Glu Val 

100 105 110 

Val Val Glu Val Asn Gly Lys Arg 
115 120 



<210> 267 
<211> 471 
<212> DNA 
^<213> Homo sapiens 

<400> 267 

natcctcaac gtgtgttcag ttccacgcga aagatcatgt tcgtcatcgg atcgatgccg 
60 

ttaacgcatc ccagtcaatc caccgatggc gaccctggca aaaaatacga ggtgacttgg 
120 
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ctagatctcg ggcaccctca ccctagtcgg ccgggactcg tcactatcac cacaactgtc 
180 

gatgatgacg tcatcacctc ttcccaggta aatgtcggca acctccaccg cggggatgaa 
240 

aaacttttcg aagctcgcga ttaccgccag attccgatgc ttgcatcacg tcatggctgg 
300 

acagctccat tcattggtga gaccggcgca gcccatgcca tcgaggatgc gatgggcatt 
360 

accatcccaa ctcgcgtggc atggatacga accctgctcg ctgagttcag cagaatcacc 
420 

tcacacttca catttttgtc atgggtaggc catcaccgtg atgatgccgg c 

471 

<210> 268 
<211> 157 
<212> PRT 

<213> Homo sapiens 
<400> 268 



Xaa 


Pro 


Gin Arg Val Phe Ser Ser 


Thr Arg Lys He 


Met 


Phe Val 


He 


1 




5 


10 




15 




Gly 


Ser 


Met Pro Leu Thr His Pro 


Ser Gin Ser Thr 


Asp 


Gly Asp 


Pro 






20 


25 




30 




Gly 


Lys 


Lys Tyr Glu Val Thr Trp Leu Asp Leu Gly 


His 


Leu His 


Pro 






35 40 




45 






Ser 


Arg 


Pro Gly Leu Val Thr He 


Thr Thr Thr Val 


Asp 


Asp Asp 


Val 




50 


55 


60 








He 


Thr 


Ser Ser Gin Val Asn Val 


Gly Asn lieu His 


Arg 


Gly Asp 


Glu 


65 




70 


75 






80 


Lys 


Leu 


Phe Glu Ala Arg Asp Tyr Arg Gin He Pro 


Met 


Leu Ala 


Ser 






85 


90 




95 




Arg 


His 


Gly Trp Thr Ala Pro Phe 


He Gly Glu Thr 


Gly 


Ala Ala 


His 






100 


105 




110 




Ala 


He 


Glu Asp Ala Met Gly He 


Thr He Pro Thr 


Arg 


Val Ala 


Trp 






115 120 




125 






lie 


Arg 


Thr Leu Leu Ala Glu Phe 


Ser Arg He Thr 


Ser 


His Phe 


Thr 




130 


135 


140 








Phe 


Leu 


Ser Trp Val Gly His His 


Cys Asp Asp Ala 


Gly 






145 




150 


155 









<210> 269 
<211> 387 
<212> OKA 

<213> Homo sapiens 

<400> 269 

acgcgtgtcg tgtttccaga aaaaaccaat aaatcagagt ttatggtaga agtgattgct 
60 

gatatgacgg taatcaatcc atttgatttc tttgtggaaa gctacgcaga agactaccca 
120 

tttgcttatg acaaagctct taaaaaagag ttagaacctt atttacaggt ttctgaacct 
180 

tgttcgttac tcgacaaatg gctgtctggt gttgatcgtg aaaaaacacc gatcaatgat 
240 
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tttctagtcg caataaacag tcgccttgcc ggtgatattg gctatggtat tcgcttagaa 
300 

ccgggcgttc agtcacctga agaaacgctc acattaatga aaggctcttg tcgcgatacc 
360 

tcggggttat tggttcaaat actacgc 
387 

<210> 270 
<211> 129 
<212> PRT 
<213> Homo sapiens 

<400> 270 



Thr 


Arg 


Val 


Val 


Phe 


Pro Glu Lys 


Thr 


Asn 


Lys Leu Glu 


Phe 


Met 


Val 


1 








5 






10 






15 




Glu 


Val 


He 


Ala 


Asp 


Met .Thr Val 


He 


Asn 


Pro Phe Asp 


Phe 


Phe 


Val 








20 






25 






30 






Glu 


Ser 


Tyr 


Ala 


Glu 


Asp Tyr Pro 


Phe 


Ala 


Tyr Asp Lys 


Ala 


Leu 


Lys 






35 






40 






45 








Lys 


Glu 


Leu 


Glu 


Pro 


Tyr Leu Gin 


val 


Ser 


Glu Pro Cys 


Ser 


Leu 


Leu 




50 








55 






60 








Asp 


Lys 


Trp 


Leu 


Ser 


Gly Val Asp 


Arg 


Glu 


Lys Thr Pro 


He 


Asn 


Asp 


65 










70 






75 






80 


Phe 


Leu 


Val 


Ala 


He 


Asn Ser Arg 


Leu 


Ala 


Gly Asp He 


Gly Tyr 


Gly 










85 






90 






95 




He 


Arg 


Leu 


Glu 


Pro 


Gly Val Gin 


Ser 


Pro 


Glu Glu Thr 


Leu 


Thr 


Leu 








100 






105 






110 






Met 


Lys 


Gly 


Ser 


Cys 


Arg Asp Thr 


Ser 


Gly 


Leu Leu Val 


Gin 


He 


Leu 






115 






. 120 






125 









Arg 



<210> 271 
<211> 443 
<212> DNA 
<213> Homo sapiens 

<400> 271 

gccggcacca acggaaagtc ctctaccgcg cgcatggtcg attcgctttt gcgtgccttc 
60 

caccgccgag tgggtttggt aaccagccca cacctgcagc gcgttactga gcgcatcggc 
120 

attgatggcc agcccattca cccgcgcgat tatgtacgca tctggcacga gattaagcca 
180 

tttgtggaaa tggtcgatgc cgaatcggac atgcctatgt ctaagttcga ggtcttcgtg 
240 

ggcctgtcct atgctgcgtt tgccgacgcc cccggggacg tcgctgtcgt cgaagtcggc 
300 

cttggcggac gttgggacgc taccaatgtg gtcaacgcgg atgtctctgt cattaccccq 
360 

gtgggcatgg accacacgga ttacctgggg gagacgatca ctgaaatcgc aggcgagaaa 

420 

gctggcatta ttaagccacg cgt 
443 
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<210> 272 
<211> 147 
<212> PRT 

<213> Homo sapiens 
<400> 272 

Ala Gly Thr Asn Gly Lys Ser Ser Thr Ala Arg Met Val Asp Ser Leu 

15 10 15 

Leu Arg Ala Phe His Arg Arg Val Gly Leu Val Thr Ser Pro His Leu 

20 25 30 

Gin Arg Val Thr Glu Arg He Gly He Asp Gly Gin Pro He His Pro 

35 40 45 

Arg Asp Tyr Val Arg He Trp His Glu He Lys Pro Phe Val Glu Met 

50 55 60 

Val Asp Ala Glu Ser Asp Val Pro Met Ser Lys Phe Glu Val Phe Val 
65 . . .70 75 80 

Gly Leu Ser Tyr Ala Ala Phe Ala Asp Ala Pro Gly Asp Val Ala Val 

85 90 95 

Val Glu Val Gly Leu Gly Gly Arg Trp Asp Ala Thr Asn Val Val Asn 

100 105 110 

Ala Asp Val Ser Val He Thr Pro Val Gly Met Asp His Thr Asp Tyr 

115 120 125 

Leu Gly Glu Thr He Thr Glu He Ala Gly Glu Lys Ala Gly He He 

130 135 140 

Lys Pro Arg 
145 

<210> 273 
<211> 864 
<212> DNA 
<213> Homo sapiens 



<400> 273 

caaagtaaga ctgcttcaaa ctttgtgttc 
60 

aagagaagcc aaagcccccc ccccccacct 
120 

ccgagcctgg atcccagtaa ggatcttgcc 
180 

tgctgcctga gaactggcct ccagccggtg 
240 

catttcctga tctgggatga tgtttaccag 
300 

tctctttgat agaattttga ggccatgcca 
360 

atcagtcaca gcctctgatt ttttccaaga 
420 

gcctgtacgg cagagacatg gtggtctgca 
480 

gtgggagcaa cccctgtaat ctactccttg 

540 

tgtgcttgag acttaggtac ttttctcacg 
600 



tgctctgcag ctcgctcccc cctgctgtcg 
caaaggctcg gaagtctggc atccctactt 
ctccctgcaa caccgagtgc cttagacagc 
tcctcattcc atggggctcc ctgctgactg 
cccaaaacca gtcatgttct tccaaaagct 
cctcccttcc agtccacatg gaattccaga 
agagattgcc ttcaccattg ttaaatgtca 
caagcctgga caagttcttc catattgatg 
gaaggatttt ttgctttgct tatgaaaagc 
tggacacacc gatcccatcc catattgcat 
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. ctctgaagag atggatatca agtacacttt ggtagctgaa ataatcatat ctttctgatg 
660 

cctattgtat ctcctttgag gaaaagaaca cacattttta atggagattg gccgctttca 
720 

ggtatgtgtg tctatcattg aaagagcatg gactcaaaca tcagccctga gtccttgagt 

780 

ccacccaact cccatcttct tgtggcacag gaaagctgcc ctctccctct cccaccacac 
840 

tcctgactaa tgcccttcac gcgt 
864 

<210> 274 
<211> 116 
<212> PRT 
<213> Homo sapiens 

<400> 274 



Met 


Trp 


Thr 


Gly 


Arg 


Glu 


Val Ala Trp 


Pro Gin Asn 


Ser 


He 


Lys Glu 


1 






5 






10 






IS 


Lys 


Leu 


Leu 


Glu 


Glu 


His 


Asp Trp Phe 


Trp Ala Gly 


Lys 


His 


His Pro 






20 






25 






30 




Arg 


Ser 


Gly 


Asn 


Ala 


val 


Ser Arg Glu 


Pro His Gly 


Met 


Arg 


Thr Pro 




35 








40 




45 






Ala 


Gly 
50 


Gly 


Gin 


Phe 


Ser 


Gly Ser Ser 
55 


Cys Leu Arg 
60 


His 


Ser 


Val Leu 


Gin 


Gly 


Gly 


Gin 


Asp 


Pro 


Tyr Trp Asp 


Pro Gly Ser 


Glu 


Val 


Gly Met 


65 








70 




75 






80 


Pro 


Asp 


Phe 


Arg 


Ala 


Phe 


Glu Val Gly 


Gly Gly Gly 


Phe 


Gly 


Phe Ser 








85 






90 






95 


Ser 


Thr 


Ala 


Gly 


Gly Ser 


Glu Leu Gin 


Ser Arg Thr 


Gin 


Asn 


Leu Lys 








100 






105 






110 




Gin 


Ser 


Tyr 
115 


Phe 

















<210> 275 
<211> 911 
<212> DNA 
<213> Homo sapiens 

<400> 275 

naaatttaaa ggaacctccc ttctataacg 
60 

ttattttcag gaatgaaagg aattacccag 
120 

aattcctttc agcctcaggt gaagactttg 
180 

caacggaaaa tccagaagaa gcagcaagaa 
240 

tctgcagcaa aaaagtcaga aagtgctaca 
300 

aatccttcaa tcctttctcc tcaacctatt 

360 

attccggtcc agcggactag gcaattggta 
420 



gagagtattt attgcagctt tcctttctgt 
ccttctgctt ttatacctac agctgaaagt 
ccatctccaa ttgatgctaa acagcagttg 
cagaaactac aatccccttt gccaggagaa 
agcaatggag tgactaatct tcctaatgga 
ggtatcgttg tggcagctgt ccctagtccc 
acttcaccga gtccaatgag ttcttctnga 
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cggcaaagtt cttcccctca atgtacaggt ggtcactcag cacatgcagt ctgtgaaaca 
480 

ggcaccaaag actccccaga acgttccagc agtcccggtg ggaaccgttc tgcccggcac 
540 

cgttaccctc agatcctacc caaaccagcg aacaccagtg cact caeca t ccgctctcca 
600 

actactgtcc tctttactag tagtcccatc aaaactgctg ttgtacccgc ttcacacatg 
S60 

agttctctaa atgtggtgaa aatgacaaca atatccctca cacccagcaa cagtaacacc 
720 

cctcctaaac attctgcctc agtcagcagt gctacaggaa caacagaaga atcaaggagt 
780 

gttccacaga tcaagaatgg ttctgtcgcg tcgcttcagt ctcctgggtc caggagcagc 
840 

agtgcggggg gaacatctgc tgtggaagtc aaagtggaac ccgaaacatc atcagatgag 
900 

catcctgtac a 
911 

<210> 276 
<211> 279 
<212> PRT 

<213> Homo sapiens 
<400> 276 

Met Lys Gly lie Thr Gin Pro Ser Ala Phe lie Pro Thr Ala Glu Ser 

15 10 15 

Asn Ser Phe Gin Pro Gin Val Lys Thr Leu Pro Ser Pro lie Asp Ala 

20 25 30 

Lys Gin Gin Leu Gin Arg Lys lie Gin Lys Lys Gin Gin Glu Gin Lys 

3S 40 45 

Leu Gin Ser Pro Leu Pro Gly Glu Ser Ala Ala Lys Lys Ser Glu Ser 

50 55 60 

Ala Thr Ser Asn Gly Val Thr Asn Leu Pro Asn Gly Asn Pro Ser lie 
65 70 75 80 

Leu Ser Pro Gin Pro lie Gly lie Val Val Ala Ala Val Pro Ser Pro 

85 90 95 

lie Pro Val Gin Arg Thr Arg Gin Leu Val Thr Ser Pro Ser Pro Met 

100 105 110 

Ser Ser Ser Xaa Arg Gin Ser Ser Ser Pro Gin Cys Thr Gly Gly His 

115 120 125 

Ser Ala His Ala Val Cys Glu Thr Gly Thr Lys Asp Ser Pro Glu Arg 

130 135 140 

Ser Ser Ser Pro Gly Gly Asn Arg Ser Ala Arg His Arg Tyr Pro Gin 
145 150 155 * 160 

lie Leu Pro Lys Pro Ala Asn Thr Ser Ala Leu Thr lie Arg Ser Pro 

165 170 175 

Thr Thr Val Leu Phe Thr Ser Ser Pro He Lys Thr Ala Val Val Pro 

180 185 190 

Ala Ser His Met Ser Ser Leu Asn Val Val Lys Met Thr Thr He Ser 

195 200 205 

Leu Thr Pro Ser Asn Ser Asn Thr Pro Leu Lys His Ser Ala Ser Val 

210 215 220 

Ser Ser Ala Thr Gly Thr Thr Glu Glu Ser Arg Ser Val Pro Gin lie 
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225 230 235 240 

Lys Asn Gly Ser Val Val Ser Leu Gin Ser Pro Gly Ser Arg Sex Ser 

245 250 255 

Ser Ala Gly Gly Thr Ser Ala Val Glu Val Lys Val Glu Pro Glu Thr 

260 265 270 

Ser Ser Asp Glu His Pro Val 
275 

<210> 277 
<211> €52 

<212> DNA 

<213> Homo sapiens 
<400> 277 

nnaccggtgg ggactctcgc tgaggtcctt aatggccctt ctcgtgtccc ggacggcacc 
60 

atgaaccttg ttggtgggct gcgtcaggca atggccacca ctggttactc ggaggtcaaa 
120 

gagttccagc gcatcgagct gacgattcgc taaccgttcc accacgcaga atggtgttcc 
180 

ggtgagcggg tggatagcta gccttcggcc atgagtgaag tgcccgatga actggtcgtg 
240 

ttgcgtggcg cgattgacaa catggacgcc gccctcatcc atctgcttgc cgaaaggttc 
300 

cggattactc gcgaggtagg ccgcctcaag gcggagtgcg gtttacctcc ggccgacccc 
360 

gcccgtgagg ctgagcagat cgcgcggttg cggcagttag cggtcgagtc gaacctcgac 
420 

cccgaattcg cgcagaaggt catcacgttc atcgtggccg aggtggtgcg tcaccacgaa 
'480 

gctattgctg acgattctgg cgacgactct ggagtggcgg atacggggga ggcggatgtc 
540 

cctgggtcgg gcagctgagt tacagatcag gcgatgacgt cgccctggtg caccttcgac 
600 

gggattccga cgacgactgt gccgggggcg acatccttga cgaccaacgc gt 
652 

<210> 278 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 278 

Met Ser Glu Val Pro 

1 5 
Asn Met Asp Ala Ala 

20 . 

Thr Arg Glu Val Gly 
35 

Asp Pro Ala Arg Glu 
50 

Val Glu Ser Asn Leu 

65 

He Val Ala Glu Val 



Asp Glu Leu Val Val Leu Arg Gly Ala He Asp 

10 15- 
Leu lie His Leu Leu Ala Glu Arg Phe Arg He 

25 30 
Arg Leu Lys Ala Glu Cys Gly Leu Pro Pro Ala 

40 45 
Ala Glu Gin He Ala Arg Leu Arg Gin Leu Ala 

55 60 
Asp Pro Glu Phe Ala Gin Lys Val He Thr Phe 
70 75 .80 

Val Arg His His Glu Ala He Ala Asp Asp Ser 
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85 90 95 

Gly Asp Asp Ser Gly Val Ala Asp Thr Gly Glu Ala Asp Val Pro Gly 
100 105 110 

Ser Gly Ser 
115 

<210> 279 
<211> 348 
<212> DNA 

<213> Homo sapiens 
<400> 279 

cgggaggtca cacaagcatt caaaccatag cagatggtaa atgttatgtt atgtgtattt 

60 ' 

taccacaatc cttaaaaaga aaagaaagaa aggcatatgg aacccctagt tacctctcat 
120 

ccagcttcaa aattgtcagc gcatggtcaa tcttgtctta cccgcccctc acccaccctt 
180 

ttccagaaag aagacccaga ggattccaca tctgcctgga aaccacgacc agtctCgact 
240 

ggaagttgtt gttaatgttg catgtattca taaaacctct aggcatttct agtgtccctc 
300 

agaatctttc caaattcagg caaacacaga aattacttcc aaaaatct 
348 

<210> 280 

<211> 99 

<212> PRT . 

<213> Homo sapiens 



<4p0> 280 



Met Cys 


lie 


Leu Pro 


Gin 


Ser 


Leu Lys Arg Lys Glu Arg 


Lys Ala Tyr 


1 




5 






10 


15 


Gly Thr 


Pro 


Ser Tyr 


Leu 


Ser 


Ser Ser Phe Lys He Val 


Ser Ala Trp 






20 






25 


30 


Ser lie 


Leu 


Ser Tyr 


Leu 


Pro 


Leu Thr His Pro Phe Pro 


Glu Arg Arg 




35 








40 45 




Pro Arg 


Gly 


Phe His 


He Cys Leu Glu Thr Thr Thr Ser 


Leu Asp Trp 


50 








55 


60 




Lys Leu 


Leu 


Leu Met 


Leu 


His 


Val Phe He Lys Pro Leu 


Gly He Ser 


65 






70 




75 


80 


Ser Val 


Pro 


Gin Asn 


Phe 


Ser 


Lys Phe Arg Gin Thr Gin 


Lys Leu Leu 






85 






90 


95 


Pro Lys 


He 













<210> 281 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 281 

agatctgcgc agatcgataa tggattaaag actcttgacg ctggagtcac cgagatgaac 
60 - 
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aacaaggcgt tgggggcaac gaaggctgtc ggtgattcca ccactaccgt caaccaggtg 
120 

aattctgcgt . taggaantgc cgactcagcg gcagagaaga cgtcgagcgc cgttactcag 
180 

acgcgcgtgg gtgcccaggc gattaccggc gctgctcaaa atgtcatggc tgattcccaa 
240 

gctgtcaact cagccatggt tccgcttatt aataacgtga caaagaatct tcctaccttg 

300 

caaaaacagg ccaggaatct cgtgtcagtg aacggtaccc tgcagaaccc caacggtgat 
360 

tctgtcatta agattcaaca gacc 
384 

<210> 282 

?:.<211> 110 

<212> PRT 

. <213> Homo sapiens 
<400> 282 

Met Asn Asn Lys Val Leu Gly Ala Thr Lys Ala Val Gly Asp Ser Thr 

15 10 15 

Thr Thr Val Asn Gin Val Asn Ser Ala Leu Gly Xaa Ala Asp Ser Ala 

; 20 . 25 30 

Ala Glu Lys Thr Ser Ser Ala Val Thr Gin Thr Arg Val Gly Ala Gin 

35 40 45 

Ala He Thr Gly Ala Ala Gin Asn Val Met Ala Asp Ser Gin Ala Val 

50 55 60 

Asn Ser Ala Met Val Pro Leu He Asn Asn Val Thr Lys Asn Leu Pro 
65 70 75 80 

Thr Leu Gin Lys Gin Ala Arg Asn Leu Val Ser Val Asn Gly Thr Leu 

85 90 95 

Gin Asn Pro Asn Gly Asp Ser Val He Lys He Gin Gin Thr 
100 105 110 

<210> 283 
. <211> 426 
<212> DHA 

<213> Homo sapiens 



T<400> 283 
cgcgtagacc aatgtgagac ggccgtcacc 
60 

ggaccggata ttgtgcgtcg cgagctgcgc 
120 

ggaagcgtac tggctgacga attgagcagc 
180 

tctgatggcc tatccgagtt tggcatctgc 

240 

tacatgacat tcgtcgacga tgccgtgctg 
300 

cgcatcaagg aagtcttgca tgaaaaaggg 

360 

cgcaacgcgg tgcccaccac ctgccaaatt 
420 



aagggcatgc gcgacaagtc ggttggtagc 
catgtcgtga cgagcggcac gattgtcgat 
tactgcatga gtatcaagga gca'cgtccgc 
accctcgacg ccgccaccgc cgagttccga 
tcacaactcg agacattgct gcgttctcta 
gtcatgttgc cttccacgct gcgcttgatc 
accatgctca agcctgatac cgaattgtcg 
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gagaga 
426 

<210> 284 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 284 

Arg Val Asp Gin Cys Glu Thr Ala Val Thr Lys Gly Met Arg Asp Lys 

15 10 15 

Ser Val Gly Ser Gly Pro Asp He Val Arg Arg Glu Leu Arg His Val 

20 25 30 

Val Thr Ser Gly Thr He Val Asp Gly Ser Val Leu Ala Asp Glu Leu 

3S 40 45 

Ser Ser Tyr Cys Met Ser He Lys Glu His Val Arg Ser Asp Gly Leu 

SO 55 €0 

Ser Glu Phe Gly He Cys Thr Leu Asp Ala Ala Thr Ala Glu Phe Arg 
65 70 75 30 

Tyr Met Thr Phe Val Asp Asp Ala Val Leu Ser Gin Leu Glu Thr Leu 

85 90 95 

Leu Arg Ser Leu Arg He Lys Glu Val Leu His Glu Lys Gly Val Met 

100 105 110 

Leu Pro Ser Thr Leu Arg Leu He Arg Asn Ala Val Pro Thr Thr Cys 

115 120 125 

Gin He Thr Met Leu Lys Pro Asp Thr Glu Leu Ser Glu Arg 
130 135 140 

<210> 285 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 285 , 

acgcgtgcag tcccttaccg acatgctggc agatgagctc gacggcagcc gcttcaccgg 
60 

cgatttctca gaaatctaca aacgtcagaa ctcgatcttc ggcgatgtaa ggaataactt 
120 

ttacaaaaaa ggataccgca tcatcaacgt agcgaatggt gtattgcgca agatttcact 
180 

ggtaagcgca ggcaatgcag acaatgtgaa aggtcaggcc ctgttcttcc gcggtgtggc 
240 

gcatttcgaa ctcgtgcgtt tgtttgcaca accctggggt tatacttcgg acaattcaca 
300 

ctacggcatc ccgctccgca atgaaatcgt aattggttct attcn 
345 

<210> 286 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 286 

Met Leu Ala Asp Glu Leu Asp Gly Ser Arg Phe Thr Gly Asp Phe Ser 
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1 5 : 10 15 

Glu lie Tyr Lys Arg Gin Asn Ser He Phe Gly Asp Val Arg Asn Asn 

20 25 30 

Phe Tyr Lys Lys Gly Tyr Arg He He Asn Val Ala Asn Gly Val Leu 

35 40 45 

Arg Lys He Ser Leu Val Ser Ala Gly Asn Ala Asp Asn Val Lys Gly 

50 55 60 

Gin Ala Leu Phe Phe Arg Gly Val Ala His Phe Glu Leu Val Arg Leu 
65 70 75 80 

Phe Ala Gin Pro Trp Gly Tyr Thr Ser Asp Asn Ser His Tyr Gly He 

85 90 95 

Pro Leu Arg Asn Glu He Val He Gly Ser He 
100 105 

<210> 287 

<211> 1379 

<212> DNA 

<213> Homo sapiens 

<400> 287 

nnttaactgc ccctttgcag tctttattct gggacattag cactgtctgg ttatcttgct 
60 

tcagttgagg gattcgggac aatagcagtg ctgatggtaa tgttggcgat ttccctgttt 
120 

gttttgcagg tcacggccag gggctttggg ccgctgttac agtttgccta cactgccaag 
180 

ctgttactca gcagagaaaa catccgcgag gtcatccgct gtgctgagtt cctgcgcatg 
240 

cacaacctgg aggactcctg cttcagcttc ctgcagaccc agctcctgaa cagtgaggat 
300 

ggcctgtttg tgtgccggaa ggatgctgcg tgccagcgcc cacacgagga ctgcgagaac 
360 

tctgcaggag aggaggagga tgaagaggag gagacgatgg attcagagac ggccaagatg 
420 

gcttgcccca gggaccagat gcttccagag cccatcagct ttgaggccgc cgccatcccc 
480 

gcagcagaga aggaagaagc cctgctgccc gagcctgacg tgcccacaga caccaaggag 
540 

agctcagaaa aggacgcgtt aacgcagtac cccagataca agaaatacca gcttgcatgt 
600 

accaagaatg tctataatgc atcatcacac agtacctcag gttttgcaag cacattccgg 
660 

gaagataact ctagcaacag cctcaagccg gggcttgcca gggggcagat taaaagtgag 
720 

ccgcccagtg aagagaatga ggaagagagc atcacgctct gcctgtctgg agatgagcct 
780 

gacgccaagg acagagcggg ggatgtcgag atggaccgga aacagcccag ccctgcccct 
640 

acccccacgg ccccagctgg ggccgcctgc ctggagagat ccaggagcgt ggcctcgccc 
900 

tcctgcttaa ggtctctgtt cagcataacg aaaagtgtgg agctgtctgg cctgcccagt 
960 

acatctcagc agcactttgc caggagtcca gcctgccctt ttgacaaggg gatcactcag 
1020 
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ggtgacctta aaactgacta cacccctttc acagggaatt atggacagcc ccacgtgggc 
1080 

cagaaggagg tgtccaactt caccatgggg tcgcccctca gggggcctgg gttggaggct 
1140 

ctctgtaaac aggagggaga gctggaccgg aggagcgtga tcttctcctc cagcgcttgt 
1200 

gaccaagtga gcacctcggt gcattcttat tctggggtga gcagtttgga caaagacctc 
1260 

tccgagccgg tgccaaaggg tctgtgggtg ggagccggcc agtccctccc cagctcgcag 
1320 

gcctactccc acggtgggct gatggccgac cacttgccag gaaggatgcg gcccaacac 
1379 

<210> 288 
<211> 426 
<212> PRT 
<213> Homo sapiens 



<400> 288 



Met Val 


Met 


Leu 


Ala 


He 


Ser 


Leu 


Phe Val 


Leu Gin Val 


Thr Ala Arg 


1 






5 








10 




15 


Gly Phe 


Gly Pro 


Leu 


Leu 


Gin 


Phe 


Ala Tyr 


Thr Ala Lys 


Leu Leu Leu 






20 










25 




30 


Ser Arg 


Glu 


Asn 


He 


Arg Glu 


Val 


He Arg 


Cys Ala Glu 


Phe Leu Arg 




35 










40 




45 




Met His 


Asn 


Leu 


Glu 


Asp Ser 


Cys 


Phe Ser 


Phe Leu Gin 


Thr Gin Leu 


50 










55 






60 




Leu Asn 


Ser 


Glu 


Asp 


Gly Leu 


Phe 


Val Cys 


Arg Lys Asp 


Ala Ala Cys 


65 








70 








75 


80 


Gin Arg 


Pro 


His 


Glu 


Asp 


Cys 


Glu 


Asn Ser 


Ala Gly Glu 


gIu Glu Asp 








85 








90 






Glu Glu 


Glu 


Glu 


Thr 


Met 


Asp 


Ser 


Glu Thr 


Ala Lys Met 


Ala Cys Pro 






100 










105 




110 


Arg Asp 


Gin 


Met 


Leu 


Pro 


Glu 


Pro 


He Ser 


Phe Glu Ala 


Ala Ala He 




115 










120 




125 




Pro Val 


Ala 


Glu 


Lys 


Glu 


Glu 


Ala 


Leu Leu 


Pro Glu Pro 


Asp Val Pro 


130 










135 






140 




Thr Asp 


Thr Lys 


Glu 


Ser 


Ser 


Glu Lys Asp 


Ala Leu Thr 


Gin Tyr Pro 


145 








150 








155 


160 


Arg Tyr 


Lys 


Lys 


Tyr 


Gin 


Leu 


Ala 


Cys Thr 


Lys Asn Val 


Tyr Asn Ala 








165 








170 




175 


Ser Ser 


His 


Ser 


Thr 


Ser Gly 


Phe 


Ala Ser 


Thr Phe Arg 


Glu Asp Asn 






180 










185 




190 


Ser Ser 


Asn 


Ser 


Leu 


Lys 


Pro 


Gly Leu Ala 


Arg Gly Gin 


He Lys Ser 




195 










200 




205 




Glu Pro 


Pro 


Ser 


Glu 


Glu Asn 


Glu 


Glu Glu 


Ser lie Thr 


Leu Cys Leu 


210 










215 






220 


Ser Gly 


Asp Glu 


Pro 


Asp Ala 


Lys Asp Arg 


Ala Gly Asp 


Val Glu Met 


225 








230 








235 


240 


Asp Arg 


Lys 


Gin 


Pro 


Ser 


Pro 


Ala 


Pro Thr 


Pro Thr Ala 


Pro Ala Gly 








245 








250 




255 


Ala Ala 


Cys 


Leu 


Glu 


Arg Ser 


Arg Ser Val 


Ala Ser Pro 


Ser Cys Leu 






260 










265 




270 


Arg Ser 


Leu 


Phe 


Ser 


He 


Thr 


Lys 


Ser Val 


Glu Leu Ser 


Gly Leu Pro 
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Ser Thr 
290 
Lys Gly 
305 

Gly Asn 

Thr Met 

Gin Glu 

Cys Asp 
370 
Leu Asp 
385 

Ala Gly 
Met Ala 



275 

Ser Gin 

He Thr 

Tyr Gly 

Gly Ser 
340 
Gly Glu 

355 

Gin Val 

Lys Asp 

Gin Ser 

Asp His 
420 



Gin His Phe 
295 

Gin Gly Asp 
310 

Gin Pro His 
325 

Pro Leu Arg 

Leu Asp Arg 

Ser Thr Ser 
375 

Leu Ser Glu 

390 
Leu Pro Ser 
405 

Leu Pro Gly 



280 

Ala Arg 

Leu Lys 

Val Gly 

Gly Pro 
345 
Arg Ser 
360 

Val His 

Pro Val 

Ser Gin 

Arg Met 
425 



Ser Pro 

Thr Asp 
315 
Gin Lys 
330 

Gly Leu 
Val He 

Ser Tyr 

Pro Lys 
395 
Ala Tyr 
410 

Arg Pro 



285 
Ala Cys 
300 

Tyr Thr 
Glu Val 
Glu Ala 

Phe Ser 

365 
Ser Gly 
380 

Gly Leu 
Ser His 
Asn 



Pro Phe Asp 

Pro Phe Thr 
320 

Ser Asn Phe 

335 
Leu Cys Lys 
350 

Ser Ser Ala 

Val Ser Ser 

Trp Val Gly 
400 

Gly Gly Leu 
415 



<210> 289 
<211> 822 
<212> DNA 
<213> Homo sapiens 

<400> 289 

ngcattaccg ggctgaagac gggtgctcat gacctcaacg atataggcta ttgctagaac 
60 

cacgccggcc cacgccgcgc aaagcgcaga cacggcacca ggaggggtca catggctgat ' 
120 ] 
agcaagtcga aggcgaagga cgagcgcact gccgatgaga tcaggcggga tattgcagcg 
180 

acccgtgctt gcctggcagc cggggtggag aacctcgtgg aggaggtgca tccggcaacc 
240 

ctcaagcgtg aagcatctga tcgtgcccgt gattttgtgc agggtgagtt tgatcaggtc 
.300 

aagagccagg tcaaagatga gaaatggtgg cgcgtgcagc ggatcgcgat ggccgcagga 
360 

gtgctcgctg ccggcgtcgt cagcatcatt gtgctgcgcg cgatagtcgg tcgcgcaacg 
420 

ggcgctaccg ctcgtcgcaa gcttgagaag ctgcagcttt ctcaggcgaa gcgggttcga 
480 

aaagatgcca agcagcgtag taaggaagat gaaaaggcag ccaagaaaaa tgccaagctc 
540 

ggcaagaaga acgctaagaa gtacggcaag ctcgataccg atgactcgtc ggtaagcaac 
600 

cttgccgaga aaatgcccaa acaggccgcc gtgctgcgtg cacaggcggc tgccggggcg 

v660 

tgagaacagt gccgcctagc aaacagcggt cacagcgcaa aacaggtttg gctccgaccc 
720 

atggtggacc ggagccaaac tgtgttaccg catcatttga taccgccagc agccaggcct 
780 

gcgacaatgc gacgctggaa taccagcacc atgatgacta gt 
822 
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<210> 290 
<211> 183 
<212> PRT 
<213> Homo sapiens 

<400> 290 

Met Ala Asp Ser Lys Ser Lys Ala Lys Asp Glu Arg Thr Ala Asp Glu 

1 5 10 15 

lie Arg Arg Asp He Ala Ala Thr Arg Ala Cys Leu Ala Ala Gly Val 

20 25 30 

Glu Asn Leu Val Glu Glu Val His Pro Ala Thr Leu Lys Arg Glu Ala 

35 40 45 

Ser Asp Arg Ala Arg Asp Phe Val Gin Gly Glu Phe Asp Gin Val Lys 

50 55 60 

Ser Gin Val Lys Asp Glu Lys Trp Trp Arg Val Gin Arg He Ala Met 
65 70 75 80 

Ala Ala Gly Val Leu Ala Ala Gly Val Val Ser lie He Val Leu Arg 

85 90 95 

Ala He Val Gly Arg Ala Thr Gly Ala Thr Ala Arg Arg Lys Leu Glu 

100 105 110 

Lys Leu Gin Leu Ser Gin Ala Lys Arg Val Arg Lys Asp Ala Lys Gin 

115 120 125 

Arg Ser Lys Glu Asp Glu Lys Ala Ala Lys Lys Asn Ala Lys Leu Gly 

130 135 140 

Lys Lys Asn Ala Lys Lys Tyr Gly Lys Leu Asp Thr Asp Asp Ser Ser 
145 150 155 160 

Val Ser Asn Leu Ala Glu Lys Met Leu Lys Gin Ala Ala Val Leu Arg 

165 170 175 

Ala Gin Ala Ala Ala Gly Ala 
ISO 

<210> 291 
<211> 351 
<212> DNA 
<213> Homo sapiens 

<400> 291 

ctccacgccg acaagactta cgacgggcgt cgctgccggg ctgagtgccg ggcccgctcc 
60 

atcacccccc gcatcgctcg ccgcggcgtg gagaccagcg agcgcttggg ccggtatcgc 
120 

tgggtcgtcg agcgcacctt cgcctggctc aaccgctttc ggcgcctcgc catccgctac 
180 

gagcggcgtg ctgacatcca cgaagccttc gtgatcctcg gctgcgccct catctgcctc 
240 

aaccagatca gacggttttg ttaggtgctg taaagggaga atggctgcag ctgggctatc 
300 

tgctccctcg tcaaccagaa acaggctgct catcctcact caacaacgcg t 

351 

<210> 292 
<211> 87 
<212> PRT 
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<213> Homo sapiens 
<400> 292 

Leu His Ala Asp hys Thr Tyr Asp Gly Arg Arg Cys Arg Ala Glu Cys 

15 10 15 

Arg Ala Arg Ser He Thr Pro Arg He Ala Arg Ar^ Gly Val Glu Thr 

20 25 30 

Ser Glu Arg Leu Gly Arg Tyr Arg Trp Val Val Glu Arg Thr Phe Ala 

35 40 45 

Trp Leu Asn Arg Phe Arg Arg Leu Ala lie Arg Tyr Glu Arg Arg Ala 

50 55 60 

Asp He His Glu Ala Phe Val He Leu Gly Cys Ala Leu He Cys Leu 
65 70 75 80 

Asn Gin He Arg Arg Phe Cys 
85 

<210> 293 
<211> 716 
<212> DMA 
<213> Homo sapiens 

<400> 293 

nncttcacca caccggccat caacgcacct cctcgtgata acttgacctt ctgccgaacc 
60 

ggttaatcag tttagtggcg aggcatgaca cgttgacgag tcagctgtgg tacatgtgcg 
120 

gaacactcac aatgccacgg cggcatgttg ctgtcggtca cgacccttat ggtgatcgct 
180 

gtgagaaccc gaacggcaga tgcgattctg gcggcactgg . atctgaacag gtttaaggtt 

240 , 

gcgaagactt tcgatgttcc agtgtgcgtc atagctggtg ccgggacagg taaaactcgt 
300 

gctgtcactc accgcattgc ctacggtgca gcgacaggca agcttgatcc gcgtcgcacc 
360 

ctcgcggtca cttttacgac taaggcagct ggcacgatga gaggccgact cgccgatctg 
420 

ggggttgttg gtgtgcaggc tcgcaccatt cattctgcgg cgttgcggca gatcaagttt 
480 

ttctggcctc gtgcatataa ctgtgagttg ccaccggtga gtgattctcg tttctcgatg 
540 

gtggcggaga cgacccatcg cattggtctg ggcaatgaca aggcgctgct gcgcgacttg 
600 

tccgccgaga tctcgtgggc gaaggtctca aatgtgccga ctgatcaata cgcatccctg 
660 

gctagggcgg aaggtcgggt ggtggcggga gtttcggcaa ctgacgtagg acgfegt 
716 

<210> 294 
<211> 190 
<212> PRT 

<213> Homo sapiens 
<400> 294 

Met Leu Leu Ser Val Thr Thr Leu Met Val He Ala Val Arg Thr Arg 
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1 

Thr Ala 

Ala Lys 

Gly Lys 

50 
Gly Lys 
65 

Ala Ala 

Val Gin 

Phe Trp 

Arg Phe 
130 
Asp Lys 
145 

Val Ser 
Gly Arg 



Asp Ala 

20 
Thr Phe 

35 

Thr Arg 

Leu Asp 

Gly Thr 

Ala Arg 
100 
Pro Arg 
115 

Ser Mec 

Ala Leu 

Asn Val 

Val Val 
180 



5 

lie Leu 

Asp Val 

Ala Val 

Pro Arg 

70 
Met Arg 
85 

Thr He 

Ala Tyr 

Val Ala 

Leu Arg 
150 
Pro Thr 

165 

Ala Gly 



Ala Ala 

Pro Val 

40 
Thr His 
55 

Arg Thr 

Gly Arg 

His Ser 

Asn Cys 
120 
Glu Thr 
135 

Asp Leu 
Asp Gin 
Val Ser 



10 
Leu Asp 

25 

Cys Val 

Arg He 

Leu Ala 

Leu Ala 

90 
Ala Ala 

105 

Glu Leu 

Thr His 

Ser Ala 

Tyr Ala 
170 
Ala Thr 
185 



Leu Asn 

He Ala 

Ala Tyr 

60 
Val Thr 
75 

Asp Leu 

Leu Arg 

Pro Pro 

Arg He 
140 
Glu He 
155 

Ser Leu 

Asp Val 



Arg Phe 

30 
Gly Ala 

45 

Gly Ala 

Phe Thr 

Gly Val 

Gin He 
110 
Val Ser 
125 

Gly Leu 

Ser Trp 

Ala Arg 

Gly Arg 
190 



15 

Lys Val 

Gly Thr 

Ala Thr 

Thr Lys 
80 

Val Gly 
95 

Lys Phe 

Asp Ser 

Gly Asn 

Ala Lys 
160 
Ala Glu 
175 



<210> 295 
<2H> 417 
<212> DNA 

<213> Homo sapiens 
<400> 295 

ttcatatcag gcagcacccg agtccatgcg atcaacaacg tcagcgtatc cttcacccat 
60 

tctggagtgc accttctcat gggagaaagc ggatcaggaa aaagcaccct catcaatctc 
120 

ctagctggtc tggatacccc agattcgggg tccgtctacg cagaaggcgt caccgtatct 
180 

gatcagagcg aggcgagcag agcccaattt cgattacgcc acatcgccgt catcttccag 
240 

gacgacaacc tcatcgctga gttgaccaac accgagaata ttgcgctacc cctgtgggcg 
300 

cagggcacat cgaagtccga tgccactgaa atcgcccacg aagccatgcg aaaactagga 
360 

atcgagtcat tgggcagacg ctaccccggc gaggtcccgg gtggccaacg gcaacgc 
417 

<210> 296 
<211> 139 
<212> PRT 

<213>. Homo sapiens 
<400> 296 

Phe He Ser Gly Ser Thr Arg Val His Ala He Asn Asn Val Ser Val 

15 10 15 

Ser Phe Thr His Ser Gly Val His Leu Leu Met Gly Glu Ser Gly Ser 
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20 


25 


30 






Gly 


Lvs 


Ser Thr Leu lie Asn 


Leu Leu Ala Gly Leu Asp 


Thr 


Pro 


Asp 






35 


40 45 








ser 


Glv 


Ser Val Tyr Ala Glu 


Gly Val Thr Val Ser Asp 


Gin 


Ser 


Glu 




50 


55 


60 








Ala 


Ser 


Arg Ala Gin Phe Arg 


Leu Arg His lie Ala Val 


He 


Phe 


Gin 


65 




70 


75 






80 


Asp 


Asp 


Asn Leu lie Ala Glu 


Leu Thr Asn Thr Glu Asn 


He 


Ala 


Leu 






85 


90 




95 




Pro 


Leu 


Trp Ala Gin Gly Thr 


Ser Lys Ser Asp Ala Thr 


Glu 


He 


Ala 






100 


105 


110 






His 


Glu 


Ala Met Arg Lys Leu 


Gly He Glu Ser Leu Gly Arg Arg 


Tyr 






115 


120 125 








Pro 


Gly 


Glu Val Ser Gly Gly 


Gin Arg Gin Arg 










130 


135 











<210> 297 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 297 

cacaccatcg gtgaccagat tgtcgaagct ctgcaggtgc acccgaagat gtccgacaag 
60 

gacgcttggg cgcgtgccat cgagctgctc gacttggtgg ggattccgaa tcccgaggtg 
120 

cgtgccaaag cttttccgca cgagttttcc ggtggcatga ggcaacgagt cgtcatcgcc 
180 

atggccatcg cgaacgaccc tgacctcatc atcgccgacg agccgacgac ggccctcgac 
240 

gtgaccatcc aggcccagat tctcgatttg ctgcgcgtag cccagcgtga aacccacgcg 
300 

ggcgtcgtta tgatcaccca cgacctcggt gtggtagctg gtctggctga cagggttgcc 
360 

gtgatgtatg ccggacgc 
378 

<210> 298 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<400> 298 



Tyr Thr 


He 


Gly Asp 


Gin 


He 


Val 


Glu 


Ala 


Leu 


Gin 


Val 


His Ser Lys 


1 




5 










10 








15 


Met Ser 


Asp 


Lys Asp 


Ala 


Trp 


Ala 


Arg 


Ala 


He 


Glu 


Leu 


Leu Asp Leu 






20 








25 










30 


Val Gly 


He 


Pro Asn 


Pro 


Glu 


Val 


Arg 


Ala 


Lys 


Ala 


Phe 


Pro His Glu 




35 








40 










45 




Phe Ser 


Gly 


Gly Met 


Arg 


Gin 


Arg 


Val 


Val 


He 


Ala 


Met 


Ala He Ala 


50 








55 










60 






Asn Asp 


Pro 


Asp Leu 


He 


He 


Ala 


Asp 


Glu 


Pro 


Thr 


Thr 


Ala Leu Asp 


65 






70 










75 






80 


Val Thr 


He 


Gin Ala 


Gin 


He 


Leu 


Asp 


Leu 


Leu Arg 


Val 


Ala Gin Arg 
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85 90 95 

Glu Thr His Ala Gly Val Val Met lie Thr His Asp Leu Gly Val Val 

100 105 110 

Ala Gly Leu Ala Asp Arg Val Ala Val Met Tyr Ala Gly Arg 
lis 120 125 

<210> 299 
<211> 368 
<212> DNA 
<213> Homo sapiens 

<400> 299 

gtgcacggtt tcgttggcat gcgcaatgac cgggagaact tgcgttttga tccgagactt 
60 

ccagcccaat ggacgtcgat caaacaccac atgctcattg gcgactctca catgctcgtt 
120 

ttcctggaac gtgacgccat tacgttccag attctgtcgg gccatgaccg cgacgtgaca 
180 

gtgcgcggtg agctctacca cattggggtt gagccggtga gggtgccgtt gtccgatcag 
240 

gggccgttgc gtcctagcct gcgcgttacc catccgatct cggggttgcg tcgagctgac 
300 

ggttctctta tcactgcaga agttcccggc agcattgctg agacgattgg gtcttctccg 
360 

atctcgac 
368 

<210> 300 
<211> 122 
<212> PRT 
<213> Homo sapiens 

<400> 300 



Val 


His 


Gly Phe Val Gly Met 


Arg 


Asn Asp 


Arg Glu 


Asn Leu 


Arg Phe 


1 




5 




10 






15 


Asp 


Pro 


Arg Leu Pro Ala Gin 


Trp 


Thr Ser 


He Lys 


His His 


Met Leu 






20 




25 




30 




He 


Gly 


Asp Ser His Met Leu 


Val 


Phe Leu 


Glu Arg 


Asp Ala 


He Thr 






35 


40 






45 




Phe 


Gin 


He Leu Ser Gly His 


Asp 


Arg Asp 


Val Thr 


Val Arg 


Gly Glu 




50 


55 






60 


Leu 


Tyr 


His He Gly Val Glu 


Pro 


Val Arg 


Val Pro 


Leu Ser 


Asp Gin 


65 




70 






75 




60 


Gly 


Pro 


Leu Arg Pro Ser Leu 


Arg 


Val Thr 


His Pro 


He Ser 


Gly .Leu 






85 




90 






95 


Arg 


Arg 


Ala Asp Gly Ser Leu 


He 


Thr Ala 


Glu Val 


Pro Gly 


Ser He 






100 




105 




110 




Ala 


Glu 


Thr He Gly Ser Ser 


Pro 


He Ser 












.1^5 


120 











<210> 301 
<211> 456 
<212> DNA 
<213> Homo sapiens 
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<400> 301 

ggccgggtta ttgcccgccc gtttgtcggg gaaacccggc agaccttcga gcgcaccggc 
60 

aaccggcgcg actattccgt accgccgccc gaaccgaccc tgctcgacag gcttacggac 
120 

gcgggccgga cggtgatcgc aatcggcaag attggtgatia tctacgcgca caaaggcgtg 
180 

tctcaggtgc gtaaggcaat ggcaatattg gccttgttcg atgaaacact cattgccatg 
240 

gacgacgcgc aggacggcga tctggtcttc accaacctcg tggatttcga catgctctac 
300 

gggcatcgca gggacgtgcc cggctatgcc gccgcgcccg aggctttcga ccggaggctg 
360 

ccggaagcca tggcgaaatt gcggacgggc gatcttctga tcctgacagc cgatcatggc 
420 

tgcgacccga ccctcaaggg aaccgaccac acgcgt 
456 



<210> 302 

<211> 152 

<212> PRT 

<213> Homo sapiens 



<400> 302 



Gly 


Arg 


Val He Ala Arg Pro Phe Val Gly Glu 


Thr 


Arg 


Gin 


Thr 


Phe 


1 




5 10 








15 




Glu 


Arg 


Thr Gly Asn Arg Arg Asp Tyr Ser Val 


Pro 


Pro 


Pro 


Glu 


Pro 






20 25 






30 






Thr 


Leu 


Leu Asp Arg Leu Thr Asp Ala Gly Arg 


Thr 


Val 


He 


Ala 


He 






35 40 




45 








Gly 


Lys 


He Gly Asp lie Tyr Ala His Lys Gly 


Val 


Ser 


Gin 


Val 


Arg 




50 


55 


60 










Lys 


Ala 


Met Ala He Leu Ala Leu Phe Asp Glu 


Thr 


Leu 


He 


Ala 


Met 


65 




70 75 










80 


Asp 


Asp 


Ala Gin Asp Gly Asp Leu Val Phe Thr 


Asn 


Phe 


Val 


Asp 


Phe 






85 90 








95 




Asp 


Met 


Leu Tyr Gly His Arg Arg Asp Val Pro 


Gly 


Tyr 


Ala 


Ala 


Ala 






100 105 






110 






Leu 


Glu 


Ala Phe Asp Arg Arg Leu Pro Glu Ala 


Met 


Ala 


Lys 


Leu 


Arg 






115 120 




125 








Thr 


Gly 


Asp Leu Leu He Leu Thr Ala Asp His 


Gly 


Cys 


Asp 


Pro 


Thr 




130 


135 


140 










Leu 


Lys 


Gly Thr Asp His Thr Arg 












145 




150 













<2iO> 303 
<211> 402 
<212> DNA 
<213> Homo sapiens 

<400> 303 

nncgtgggca tcgaggagtt cctcgacatg aagtatcacg cgacgccgat tcatcgtcgc 
60 
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tgacagcggt tctccggaac acatcagcgt tcagacagga gcgaggagac catgtacctg 
120 

ggtgctcagc tgctcagcga cagcgagtac gagcagcgcc tgagaicgtgt ccgtgagctc 
180 

atggaccgtc agggtctgtc ggcgatcatc gtcaccgatc cggccaacat cttctatctg 
240 

atcggttaca acgcctggtc gttctacacc ccgcagatgc tgttcgtgcc gatcgacgga 
300 

gagatggtcc tctacgctcg cgagatggat cgcatggcgc acatcngcac gacgtcgttg 
360 

cccgccgatc agatcgtcgg ttacccggag agttatgtgc ac 
402 

<210> 304 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 304 

Met Tyr Leu Gly Ala Gin Leu Phe Ser Asp Ser Glu Tyr Glu Gin Arg 

15 10 15 

Leu Arg Arg Val Arg Glu Leu Met Asp Arg Gin Gly Leu Ser Ala He 

20 25 30 

He Val Thr Asp Pro Ala Asn He Phe Tyr Leu He Gly Tyr Asn Ala 

35 40 45 

Trp Ser Phe Tyr Thr Pro Gin Met Leu Phe Val Pro He Asp Gly Glu 

50 55 60 

Met Val Leu Tyr Ala Arg Glu Met Asp Arg Met Ala His He Xaa Thr 
65 70 75 80 

Thr Ser Leu Pro Ala Asp Gin He Val Gly Tyr Pro Glu Ser Tyr Val 
85 90 95 

His 



<210> 305 
<211> 375 
<212> DNA 

<213> Homo sapiens 
<400> 305 

nnacgcgtcg gttccgcatc gagcgaccgg 
60 

gtgtcgtcct ggcgaatatg ggcgatcagc 
120 

gccgccattt cggatgcgac acgcgcgcct 
180 

gtcgccacca gcgcggcgcg atcttcatgc 
240 

tcgccatgcg tcggaatcga catgcagcac 
300 

gcgacggtac acggcgcgtg ttgcacgaac 
360 

acgtcacatc atatg 
375 



atcgcatcga cgagcacgct gcaccagtgc 
cggtacagtt cgggatcgtc gctcacctcg 
gcgcgctcgg cctccagcaa ctcgtcgagc 
ggagtcagat cggcgcgggc gtcaggcccg 
cctcctgcca ggatcgatgg cgtaatacgt 
gtgcaaatca gcgcgtgcct cgtgccatat 
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c210> 306 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 306 

Xaa Arg Val Gly Ser Ala Ser Ser Asp Arg lie Ala Ser Thr Ser Thr 

15 10 15 

Leu His Gin Cys Val Ser Ser Trp Arg lie Trp Ala lie Ser Arg Tyr 

20 25 30 

Ser Ser Gly Ser Ser Leu Thr Ser Ala Ala He Ser Asp Ala Thr Arg 

35 40 45 

Ala Pro Ala Arg Ser Ala Ser Ser Asn Ser Ser Ser Val Ala Thr Ser 

50 55 60 

Ala Ala Arg Ser Ser Cys Gly Val Arg Ser Ala Arg Ala . Ser Gly Pro 
65 70 75 80 

Ser Pro Cys Val Gly He Asp Met Gin His Pro Pro Ala Arg lie Asp 

85 90 95 

Gly Val He Arg Ala Thr Val His Gly Ala Cys Cys Thr Asn Val Gin 

100 105 110 

He Ser Ala Cys Leu Val Pro Tyr Thr Ser His His Met 
115 120 125 



<210> 307 
<211> 685 
<212> DNA 

<213> Homo sapiens 
<400> 307 

actagttctg gccgctcccc tggggctttg ggtaacaatt gtcagcccca cccatcctag 
60 

ggttaggaag gctattctct ttggccactc tcatcctaag acctatttgg agaacctctg 

120 

gggtttgagt ctttttttca gcagaatgag gcttgatccc gcattatagc acctcgcaca 
180 

tttgatgtct cttcttctca cccactcacc ccaccctggg ggttggggca aaaaagtggc 
240 

tcaaagctgc ggttcagagt tccttgtaaa caaggctcct ccctcactgt cctcaccctg 
300 

ctccagcaga gggagcagcg gaaggaccac tctgctgcag ccatgcttgt ttctaaccca 
360 

gcagaactgg acataatggg aacagggtct gaagacaatc aatccagggc tgcagtgggt 
420 

gctgagtctg gggaagcctc cacctggagg ggcagctggg cagtggcagc tcccttggaa 
480 

tggctcagcc tctggacatc accccaccca accagagccc tggctcttgc tggatgtcca 
540 

cagatgagtg cctgggattg gtctcagcca ctatgggggg gatgtgcagg gagaggtgat 
600 

gagggagtga gcaggactgt ctatgtgcct ctgtcctcat cctgaggctt gggtctgaaa 
660 

ttggtgctgc agcactggca cgcgt 
685 
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<210> 308 
<211> 100 
<212> PRT 
<213> Homo sapiens 



<400> 308 

Met Leu Val Ser Asn Pro Ala Glu Leu Asp He Met Gly Thr Gly Ser 

^ 5 10 15 

Glu Asp Asn Gin Ser Arg Ala Ala Val Gly Ala Glu Ser Gly Glu Ala 

20 25 30 

Ser Thr Trp Arg Gly Ser Trp Ala Val Ala Ala Pro Leu Glu Trp Leu 

35 40 45 

Ser Leu Trp Thr Ser Pro His Pro Thr Arg Ala Leu Ala Leu Ala Gly 

50 55 60 

Cys Pro Gin Met Ser Ala Trp Asp Trp Ser Gin Pro Leu Trp Gly Gly 
^5 70 75 : 80 

Cys Ala Gly Arg Gly Asp Glu Gly Val Ser Arg Thr Val Tyr Val Pro 
85 90 95 

Leu Ser Ser Ser 
100 

<210> 309 
<211> 432 
<212> DNA 
<213> Homo sapiens 

<400> 309 

caggctcgta ctattcgtat ccctgtgcat atggtcgagg tcatcaataa gctggctcgc 
60 

gtccagcgtc agatgctcca ggacctaggt cgtgagccca ccccggaaga gcttgccaac 
120 

gaactcgata tgaccgcaga gaaggtcatt gaggtgcaga aatacggtcg cgagccgatc 
180 

tcgctgcata ccccactggg tgaggatggc gattctgagt tcggtgacct tattgaggat 
240 

tccgaggcca tcgtgccagc agacgccgtc aacttcaccc tgttgcagga gcagctgcat 
300 

gatgtcctcg ataccttgtc cgagcgagag gccggtgtcg tgccgatgcg attcggcttg 
360 

accgacggac agcccaagac cctggatgag atcggcaaag tctacggtgt tactcgggag 
420 

cgcatccgcc ag 
432 

<210> 310 
<211> 144 
<212> PRT 

<213> Homo sapiens 
<400> 310 

Gin Ala Arg Thr He Arg He Pro Val His Met Val Glu Val He Asn 

^ 5 10 . 15 

Lys Leu Ala Arg Val Gin Arg Gin Met Leu Gin Asp Leu Gly Arg Glu 
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20 


25 






Pro 


Thr 


Pro Glu Glu Leu Ala 


Asn Glu Leu Asp 


Me c X nr A.xa 


Glu Lys 






3d 


A A 

40 






Val 


lie 


Glu Val Gin Lys Tyr 


Gly Arg Glu Pro 


lie Ser Leu 


His Thr 




50 


55 




60 




Pro 


Leu 


Gly Glu Asp Gly Asp 


Ser Glu Phe Gly 


Asp Leu He 


Glu Asp 


65 




70 


75 




80 


Ser 


Glu 


Ala He Val Pro Ala 


Asp Ala Val Asn 


Phe Thr Leu 


Leu Gin 






85 


90 




95 


Glu 


Gin 


Leu His Asp Val Leu 


Asp Thr Leu Ser 


Glu Arg Glu 


Ala Gly 






100 


105 


110 




Val 


Val 


Ser Met Arg Phe Gly 


Leu Thr Asp Gly 


Gin Pro Lys 


Thr Leu 






115 


120 


125 




Asp 


Glu 


He Gly Lys Val Tyr 


Gly Val Thr Arg 


Glu Arg He 


Arg Gin 




130 


135 




140 





<210> 311 
<211> 358 
<212> DNA 
<213> Homo sapiens 



<400> 311 

acgcgtatcg aaaacatccc tcccattatt accgctcgcc ctgaactgat ggctcatgaa 
60 

ctgacgccag aatctcttga tgcgagcctg gagtgggccg atgtggtggt cattggtcct 
120 

ggactgggac aacaagcgtg gggcaaaaaa gcgccacaaa aggtcgagaa ttgtcgcaaa 
180 

ccgatgctgt gggatgccga cgcgctcaac cttccggcaa ccaatcctga taaacgtcac 
240 

aatcgcatcq tgacgccaca ccccggcgag gccgcgcggc tgcttagctg cagcgtcgca 
300 

gaaattgaaa acgatcgctt acttntctgc gcacgtctgg taaaacggta acccgagt 
358 



<210> 312 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 312 

Thr Arg He Glu Asn He Pro Pro He He Thr Ala Arg Pro Glu Leu 

15 10 15 

Met Ala His Glu Leu Thr Pro Glu Ser Leu Asp Ala Ser Leu Glu Trp 

20 25 30 

Ala Asp Val Val Val He Gly Pro Gly Leu Gly Gin Gin Ala Trp Gly 

35 40 45 

Lys Lys Ala Leu Gin Lys Val Glu Asn Cys Arg Lys Pro Met Leu Trp 

50 55 60 

Asp Ala Asp Ala Leu Asn Leu Leu Ala He Asn Pro Asp Lys Arg His 
65 70 75 80 

Asn Arg He Leu Thr Pro His Pro Gly Glu Ala Ala Arg Leu Leu Ser 

85 90 . 95 

Cys Ser Val Ala Glu He Glu Asn Asp Arg Leu Leu Xaa Cys Ala Arg 
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100 105 110 

Leu Val Lys Arg 
115 

<210> 313 
<211> 347 
<212> OKA 
<213> Homo sapiens 



<400> 313 

ncaactgaaa gcattgagat gagcgacgtg ctgtccccct tccaccccac caaggccaac 
60 

acccctggtg gcgaaccgcg caccatccgc acctcgaacg cgcacatcat tgccgtcacc 
120 

agtggcaaag gcggcgtggg caagaccttt gtctccgcca acctggccgc cgcgctgacc 
180 

cgcctgggac tgcgcgtgct ggtactggac gccgacctgg gcctggccaa cttggacgtg 
240 

gtgctgaacc tctaccccaa ggtgacgctg cacgatgtgt tcaccggcaa ggcctcgctg 
300 

caagacgcgg tggccacggc ccccggcggc ttccatgtgc tgctagc 
347 



<210> 314 
<211> 115 
<212> PRT 
<213> Homo sapiens 

<400> 314 



Xaa 


Thr 


Glu 


Ser 


lie Glu 


Met 


Ser 


Asp 


Val Leu Ser 


Pro Phe 


His 


Pro 


1 • 








5 








10 




15 




Thr 


Lys 


Ala 


Asn 


Thr Pro 


Gly Gly Glu 


Pro Arg Thr 


lie Arg 


Thr 


Ser 








20 








25 




30 






Asn 


Ala 


His 
35 


He 


lie Ala 


Val 


Thr 
40 


Ser 


Gly Lys Gly 


Gly Val 
45 


Gly 


Lys 


Thr 


Phe 


Val 


Ser 


Ala Asn 


Leu 


Ala 


Ala 


Ala Leu Thr 


Arg Leu 


Gly 


Leu 




50 








55 






60 






Arg 


Val 


Leu 


Val 


Leu Asp 


Ala 


Asp 


Leu 


Gly Leu Ala 


Asn Leu 


Asp 


Val 


65 








70 








75 




80 


Val 


Leu 


Asn 


Leu 


Tyr Pro 


Lys 


Val 


Thr 


Leu His Asp 


Val Phe 


Thr 


Gly 










85 








90 




95 


Lys 


Ala 


Ser 


Leu 
100 


Gin Asp 


Ala 


Val 


Val 
105 


Thr Ala Pro 


Gly Gly 
110 


Phe 


His 


Val 


Leu 


Leu 





















115 



<210> 315 
<211> 544 
<212> DNA 
<213> Homo sapiens 

<400> 315 

nnacgcgttc gtcaacagga aaacaacaac ggcttctcgc tggagggaac cacgcttgcc 
60 
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gaagatatct acgcgatcat gctgttttca tcgctcatcc tggtcgtccc ggggccatcc 
120 

aacaccttgc tgctcagcgc ccgtttccat ttcggctcgc tgcgggcggc gcccttcatc 
180 

ctgcttgagg cgttgggcta ctcgctatcc atttcggcat ggggctgggt attggcgcgc 
240 

ctgtccgaga gcaatccatg gatcatcagt ctgaccaagg cactctgcgc gctatatgtg 
300 

gcgcttctgg cggtgaagac ctggaatgcc ntcgatccgc agtgcggggc cggtaacttc 
360 

cgccatgggc ccctgcccct gttcgtggca accctgtcga acccgaaggc gctgatcttc 
420 

gccagcgtga tctttcccgg caaggcgttc ctcgacttct ggaacaacta cacgatctcg 

480 

ctgctggcct tcctggttgt gctggcgccc atcgggatgc tttgggtcgg gctgggggcc 

540 

ggta 

544 

<210> 316 
<211> 159 
<212> PRT 
<213> Homo sapiens 

<400> 316 



He 


Tyr 


Ala 


He 


Met 


Leu 


Phe 


Ser 


Ser 


Leu 


He 


Leu 


Val 


Val 


Pro 


Gly 


1 






5 










10 










15 




Pro 


Ser 


Asn 


Thr 
20 


Leu 


Leu 


Leu 


Ser 


Ala 
25 


Arg 


Phe 


His 


Phe 


Gly 
30 


Ser 


Leu 


Arg 


Ala 


Ala 


Pro 


Phe 


He 


Leu 


Leu 


Glu 


Ala 


Leu Gly 




Ser 


Leu 


Ser 






35 










40 










45 








He 


Ser 
50 


Ala 


Trp 


Gly 


Trp 


Val 
55 


Leu 


Ala 


Arg 


Leu 


Ser 
60 


Glu 


Ser 


Asn 


Pro 


Trp 


He 


He 


Ser 


Leu 


Thr 


Lys 


Ala 


Leu 


Cys 


Ala 


Leu 


Tyr 


Val 


Ala 


Leu 


65 










70 










75 










80 


Leu 


Ala 


Val 


Lys 


Thr 


Trp 


Asn 


Ala 


Xaa 


Asp 


Pro 


Gin 


Cys 


Gly 


Ala 


Gly 








85 










90 










95 




Asn 


Phe 


Arg His 


Gly 


Pro 


Leu 


Pro 


Leu 


Phe 


Val 


Ala 


Thr 


Leu 


Ser 


Asn 








100 










105 










110 






Pro 


Lys 


Ala 
115 


Leu 


He 


Phe 


Ala 


Ser 
120 


Val 


He 


Phe 


Pro 


Gly 
125 


Lys 


Ala 


Phe 


Leu 


Asp 


Phe 


Trp Asn 


Asn 


Tyr 


Thr 


He 


Ser 


Leu 


Leu 


Ala 


Phe 


Leu 


Val 




130 










135 










140 










Val 


Leu 


Ala 


Pro 


He 


Gly 


Met 


Leu 


Trp 


Val 


Gly Leu 


Gly 


Ala 


Gly 





145 150 155 

<210> 317 
<211> 343 
<212> DNA 
<213> Homo sapiens 

<400> 317 

nggtcagcct ctcgcccagg caattctctt aagatacatg agctgctatg agtaccaaag 
60 
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ccagag9ttt gtccactgag agaagcacat 
120 

tggcacttta tgcacggggg gggcctaagg 

leo 

ggggtgtggg taacatgccg tgcattttgg 
240 

tggcatgtgg ggcatgtatg catgtggtgt 
300 

ggggccagcc tctaaaactt ctcacattgg 
343 



tggaaagggg ggcgtgggcc tgggactgtg 
ggggnggccc accaaccatg cactgngggt 
gggtgtgcca tgagtggcac accatggggg 
tggcgcagca aactcagctc ttacctggct 
gctcccttct gac 



<210> 318 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 318 

Mec Ser Thr Lys Ala Arg Gly Leu 

1 5 
Arg Gly Ala Trp Ala Trp Asp Cys 

20 

Pro Lys Gly Gly Gly Pro Pro Thr 

35 40 
Asn Met Pro Cys lie Leu Gly Val 

50 55 
Val Ala Cys Gly Ala Cys Met His 
65 70 
Leu Leu Pro Gly Trp Gly Gin Pro 
85 

Leu Leu 



Ser Thr Glu Arg Ser Thr Leu Glu 

10 15 
Val Ala Leu Tyr Ala Arg Gly Gly 
25 30 
Met His Xaa Gly Trp Gly Val Gly 
45 

Cys His Glu Trp His Thr Met Gly 
60 

Val Val Leu Ala Gin Gin Thr Gin 

75 80 
Leu Lys lieu Leu Thr Leu Gly Ser 
90 95 



<210> 319 
<211> 429 
<212> DNA 

<213> Homo sapiens 



<400> 319 

gaattctcga tgtaccccct cccggcagtc ctattctcga gctgagcggg cacagtggcc 
60 

ccgttaacag tgtggcttgg ggtccaccca gccagagcac gttgcgaaat ggacctagta 
120 

agggcatgat atgtacagga ggcgacgatg ctcagtgcct cgtatatgat ctgactagct 
180 

caactcttcg aacagcatct gctcaaggac ggcgctctcg aaacagtcca tataaacaaa 
240 

gccattcacc gggaatagac ggatggcgtg tcggcgcaga agtgccggtg ctcgcttata 
300 

cggccccgtc tatggtcaac aatgctagct ggctcggcat gcctgcgcca tcaaaacgca 
360 

catcgctaca gagcaaacac cgcagccttt accgcagctt actcagtgag tggactgagt 
420 

atacgtccn 
429 
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<210> 320 

-.<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 320 

Met He Cys Thr Gly Gly Asp Asp Ala Gin Cys Leu Val Tyr Asp Leu 

15 10 15 

Thr Ser Ser Thr Leu Arg Thr Ala Ser Ala Gin Gly Arg Arg Ser Arg 

20 25 30 

Asn Ser Pro Tyr Lys Gin Ser His Ser Pro Gly lie Asp Gly Trp Arg 

35 40 45 

Val Gly Ala Glu Val Pro Val Leu Ala Tyr Thr Ala Pro Ser Met Val 

50 55 60 

Asn Asn Ala Ser Trp Leu Gly Met Pro Ala Pro Ser Lys Arg Thr Ser 
65 70 .75 80 . 

Leu Gin Ser Lys His Arg Ser Leu Tyr Arg Ser Leu Leu Ser Glu Trp 

85 90 95 

Thr Glu Tyr Thr Ser 
100 

<210> 321 
<211> 530 
<212> DNA 
<213> Homo sapiens 

<400> 321 

ngtgcacgac gtgctcgcca agtccctcgg gtcccctaat gcgatcaacg tggttcacgc 

60 [ 

caccgtcgat gcgttgcagc agctcgagga gcccgaagag gtcgcccgtc gccgcggcaa 
120 

gtccgttgag gagatcgccc cagcagccat gctgcgtgcg cgcaaggagg ccgacgaggc 
ISO 

cgccgctgct gcccgcatgg aggaaaaggc gggggttaac tgatgagcaa gctgaagatc 
240 

acccagatca agtctggcat cgctaccaag ccaaatcatc gtgagaccct gcgcagcctc 
300 

ggactgaagc gtattggtga cacggtcatc aaggaggacc gcccggagtt ccgcggcatg 
360 

gtccggaccg ttcgtcacct cgtcaccatg gaagaggtgg actgacatgg ctattgagct 
420 

ccatgacctc aagcccgctc ctggtgccca caaggccaag acccgcgttg gtcgtggtga 
480 

^gggttccaag ggtaagaccg ctggtcgcgg caccaagggc accggtgcac 
530 

<210> 322 

<211> 60 

<212> PRT 

<213> Homo sapiens 

<400> 322 

Met Ser Lys Leu Lys He Thr Gin He Lys Ser Gly He Ala Thr Lys 



597 



wo 00/58473 



PCT/USOO/08621 



15 10 15 

Pro Asn His Arg Glu Thr Leu Arg Ser Leu Gly Leu Lys Arg lie Gly 

20 25 30 

Asp Thr Val lie Lys Glu Asp Arg Pro Glu Phe Arg Gly Met Val Arg 

35 40 45 

Thr Val Arg His Leu Val Thr Met Glu Glu Val Asp 
50 55 eo 

<210> 323 
<211> 468 
<212> DNA 
<213> Homo sapiens 

<400> 323 

ntccggaccc gctgtggcca cgtattctgc cgttcctgta ttgctaccag tctaaagaac 
60 

aacaagtgga cctgtcctta ttgccgggca tatcttcctt cagaaggagt tccagcaact 
120 

gatgtagcca aaagaatgaa atcagagtat aagaactgcg ctgagtgtga caccctggtt 
180 

tgcctcagtg aaatgagggc acatattcgg acttgtcaga agtacataga taagtatgga 
240 

ccactacaag aacttgagga gacagcagca aggtgtgtat gtcccttttg tcagagggaa 
300 

ctgtatgaag acagcttgct ggatcattgt attactcatc acagatcgga acggaggcct 
360 

gtgttctgtc cactttgcca tttaataccc gatgagaatc caagcagctt cagtggcagt 
420 

ttaataagac atctgcaagt tagtcacact ttggtttatg atgatttc 
468 

<210> 324 
<211> 156 
<212> PRT 

<213> Homo sapiens 



<400> 324 














Xaa 


Arg 


Thr Arg 


Cys Gly His Val Phe 


Cys Arg Ser 


Cys 


He 


Ala 


Thr 


1 






5 


10 






15 




Ser 


Leu 


Lys Asn 


Asn Lys Trp Thr Cys 


Pro Tyr Cys 


Arg 


Ala 


Tyr 


Leu 






20 


25 






30 




Pro 


Ser 


Glu Gly 


Val Pro Ala Thr Asp 


Val Ala Lys 


Arg 


Met 


Lys 


Ser 






35 


40 




45 






Glu 


Tyr 


Lys Asn 


Cys Ala Glu Cys Asp 


Thr Leu Val 


Cys 


Leu 


Ser 


Glu 




50 




55 


60 








Met 


Arg 


Ala His 


lie Arg Thr Cys. Gin 


Lys Tyr lie 


Asp 


Lys 


Tyr 


Gly 


65 






70 


75 






80 


Pro 


Leu 


Gin Glu 


Leu Glu Glu Thr Ala 


Ala Arg Cys 


Val 


Cys 


Pro 


Phe 








85 


90 




95 




Cys 


Gin 


Arg Glu 


Leu Tyr Glu Asp Ser 


Leu Leu Asp 


His 


Cys 


He 


Thr 






100 


105 






110 






His 


His 


Arg Ser 


Glu Arg Arg Pro Val 


Phe Cys Pro 


Leu 


Cys 


His 


Leu 






115 


120 




125 








lie 


Pro 


Asp Glu 


Asn Pro Ser Ser Phe 


Ser Gly Ser 


Leu 


He Arg 


His 
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130 135 140 

Leu Gin Val Ser His Thr I^eu Val Tyr Asp Asp Phe 
145 150 155. 

<210> 325 . . 

<211> 374 

<212> DNA 

<213> Homo sapiens 

<400> 325 

acgcgtgaag ggaggacgag gaagtaacgg gaagcacaag gccgctgctg gggagatggc 
60 

actggagccc cctaggaagc atctcacagg ctgtggccct tggcacgggg atctggggcc 
120 

aggtcgagcg caggtctggg tatcatgcga gtgcgggctc gctggggcgg gaaagagttt 

180 

ggagctctgc tcccagggaa tccccactcc cgcagatgac ttgcccgaga gagttctgct 
240 

ggtggatttt gatggaaatt ctatttgatc gcacccactt ggttcactgt gtgcttccgg 
300 

gtccccaggt tttaggtgct tcatgccctg ccgggaacga gacacgctcc cgccctcagt 
360 

gaatcttcag tcta 
374 

<210> 326 
<211> 108 
<212> PRT 

<213> Homo sapiens 

<400> 326 



Met 


Lys 


His 


Leu 


Lys 


Pro Gly Asp Pro 


Glu 


Ala His 


Ser 


Glu 


Pro 


Ser 


1 








5 




10 








15 




Gly 


Cys 


Asp 


Gin 


He 


Glu Phe Pro Ser 


Lys 


Ser Thr 


Ser 


Arg 


Thr 


Leu 








20 




25 








30 






Ser 


Gly 


Lys 


Ser 


Ser 


Ala Gly Val Gly 


He 


Pro Trp 


Glu 


Gin 


Ser 


Ser 






35 






40 






45 








Lys 


Leu 


Phe 


Pro 


Ala 


Pro Ala Ser Pro 


His 


Ser His 


Asp 


Thr 


Gin 


Thr 




50 








55 




60 










Cys 


Ala 


Arg 


Pro 


Gly 


Pro Arg Ser Pro 


Cys 


Gin Gly 


Pro 


Gin 


Pro 


Val 


65 










70 




75 








80 


Arg 


Cys 


Phe 


Leu 


Gly 


Gly Ser Ser Ala 


He 


Ser Pro 


Ala 


Ala 


Ala 


Leu 










85 




90 








95 




Cys 


Phe 


Pro 


Leu 


Leu 


Pro Arg Pro Pro 


Phe 


Thr Arg 











100 105 



<210> 327 
<211> 538 
<212> DNA 
<213> Homo sapiens 

<400> 327 

cactataaaa tccagtttgg ggcccgtgtt ctttcctatt ggtctgtcag gtgaaaaact 
60 
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ccggctgggg gaaaagcgtc cggtggtttg ttggtaaaga gggtgcgtga tgggctctgg 
120 

ggaatggagg atggcgcacc ggctgtgggt ggactgtgga aacggggggt ggcagtgccg 
180 

gggcagttgt cctgctggtc tggttttggg atcctgggct ggagaaatgc gatccaaaag 
240 

agctcgggat gggctcagag cgacccacga aaataccagg ggccaagtaa aatgaaccca 
300 

ccctttaaca gtgcacaaag cgctggcaca cggtccacgt ctggtgacgc aggctgcccg 
360 

aagcgctcca accattttgc aaacctggga gagcaagagg ggctctgcag gtctagccgc 
420 

cgcccctgtc ccactctggc cagccggagt ttttcaccta cagaccaata ggaaagaaca 
480 

cgggccccaa actggatttt atagtctgag ctctcagcat ctaaggaatg atatgccc 
538 



<210> 328 
<211> 125 
<212> PRT 
<213> Homo sapiens 

<400> 328 



Met Val Gly Ala Leu Arg Ala 


Ala 


Cys Val 


Thr Arg 


Arg 


Gly Pro Cys 


1 5 




10 








15 


Ala Ser Ala Leu Cys Thr Val 


Lys 


Gly Trp 


Val 


His 


Phe 


Thr Trp Pro 


20 




25 








30 


Leu Val Phe Ser Trp Val Ala 


Leu 


Ser Pro 


Ser Arg 


Ala 


Leu Leu Asp 


35 


40 








45 


Arg lie Ser Pro Ala Gin Asp 


Pro 


Lys Thr 


Arg 


Pro 


Ala 


Gly Gin Leu 


50 55 








60 




Pro Arg His Cys His Pro Pro 


Phe 


Pro Gin 


Ser 


Thr 


His 


Ser Arg Cys 


65 70 






75 






80 


Ala lie Leu His Ser Pro Glu 


Pro 


He Thr 


His 


Pro 


Leu 


Tyr Gin Gin 


85 




90 








95 


Thr Thr Gly Arg Phe Ser Pro 


Ser 


Arg Ser 


Phe 


Ser 


Pro 


Asp Arg Pro 


100 




105 








110 


He Gly Lys Asn Thr Gly Pro 


Lys 


Leu Asp 


Phe 


He 


Val 




115 


120 








125 





<210> 329 
<211> 407 
<212> DNA 

<213> Homo sapiens 



<400> 329 

tccggagagt tccctcccca ggaattcctt ctaagaatcc atgtggaaat agagcctgaa 
60 

gctcttcagt ctttctgctc cactgagcag tgttttcctg atacccttgg tatcctgcca 
120 

gcagcctcgt tatgactcct aactccattg ccctccatgg cccctgggcg ctctctctct 
180 

ctttctctcc aggtagtaga gcactgcttc tggcctcttg tgcacagaag ggtttcccac 
240 
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agctgagagc tgggctccta ctgacatagt tatttccttt atatcctgcc ccaccttctt 
300 

ctggtagcac acagcaacct tgcatagtag ctggtatcac tacctcccca atcaacaggc 
360 

cttgatttct tataggactt tttctctcag atttacattg cttcttt 
407 

<210> 330 
<211> X13 
<212> PRT 

<213> Homo sapiens 



<400> 330 



Met 


lie 


Pro Ala 


Thr Met Gin Gly Cys 


Cys 


Val Leu 


Pro 


Glu Glu 


Gly 


1 






5 


10 






15 




Gly 


Ala 


Gly Tyr 


Lys Gly Asn Asn Tyr 


Val 


Ser Arg 


Ser 


Pro Ala 


Leu 






20 


25 








30 




Ser 


Cys 


Gly Lys 


Pro Phe Cys Ala Gin 


Glu 


Ala Arg 


Ser 


Ser Ala 


Leu 






35 


40 






45 






Leu 


Pro 


Gly Glu 


Lys Glu Arg Glu Ser 


Ala 


Gin Gly 


Pro 


Trp Arg 


Ala 




50 




55 




60 








Met 


Glu 


Leu Gly 


Val lie Thr Arg Leu 


Leu 


Ala Gly 


Tyr 


Gin Gly 


Tyr 


65 






70 




75 






80 


Gin 


Glu 


Asn Thr 


Ala Gin Trp Ser Arg 


Lys 


Thr Glu 


Glu 


Leu Gin 


Ala 








85 


90 






95 




Leu 


Phe 


Pro His 


Gly Phe Leu Glu Gly 


He 


Pro Gly 


Glu 


Gly Thr 


Leu 






100 


105 








110 





Arg 



<210> 331 
<211> 523 
<212> DNA 

<213> Homo sapiens 
<400> 331 

tgtaccgaac ctgctggtct cgagggcctt gctgggctcg tcgtacgcac agctgacgaa 
60 

tccaccggcc cccatcccgg cgccactttc gctgaggcca tggagtcgat cggagccagc 
120 

tacgacggat cggccgggtt ggccggaagt cacgtcggcg tcgatgtgcc cgtgacaagg 
180 

ttcgacgcag cggctgaact cttcgtcgaa ttgttgaaca ccacgagcct ggttgaagag 
240 

gacatcgccc gtcagatcga cgcggcgcga gcctccctgg cccagaccag ccagcgcgga 
300 

tcggccctag ccgagatggc agcagcacgt gcgctatggc cagtggggtc acggtcgtcc 
360 

ctgcccacga tcggtaccct ctcgtcggtg gaaaagctca acgccgcagc cgcacgagaa 
420 

ttctgggccg cgcactggac gatctccgat gccgtgctgg tggttgccgg agagggagtc 
480 

gaggacctcg acttgtcaat attcaaggag tggacgacca get 
523 
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<210> 332 
<211> 174 
<212> PRT 
<213> Homo sapiens 

<400> 332 

Cys Thr Glu Pro Ala Gly Leu Glu Gly Leu Ala Gly Leu Val Val Arg 

15 10 15 

Thr Ala Asp Glu Ser Thr Gly Pro His Pro Gly Ala Thr Phe Ala Glu 

20 25 30 

Ala Met Glu Ser He Gly Ala Ser Tyr Asp Gly Ser Ala Gly Leu Ala 

35 40 45 

Gly Ser His Val Gly Val Asp Val Pro Val Thr Arg Phe Asp Ala Ala 

50 55 fiO 

Ala Glu Leu Phe Val Glu Leu Leu Asn Thr Thr Ser Leu Val Glu Glu 
65 70 75 . 80 

Asp lie Ala Arg Gin He Asp Ala Ala Arg Ala Ser Leu Ala Gin Thr ; 

85 90 95 

Ser Gin Arg Gly Ser Ala Leu Ala Glu Met Ala Ala Ala Arg Ala Leu 

100 105 110 

Trp Pro Val Gly Ser Arg Ser Ser Leu Pro Thr He Gly Thr Leu Ser 

115 120 125 

Ser Val Glu Lys Leu Asn Ala Ala Ala Ala Arg Glu Phe Trp Ala Ala 

130 135 140 

His Trp Thr He Ser Asp Ala Val Leu Val Val Ala Gly Glu Gly Val 
145 150 155 160 

Glu Asp Leu Asp Leu Ser He Phe Lys Glu Trp Thr Thr Ser 
165 170 

<210> 333 
<211> 372 
<212> DNA 
<213> Homo sapiens 

<400> 333 

nntgttcgtc gtgtcgaccc ggaactcaag gcccaggcga tgacggtgaa ggtgccaacc 
60 

gatccccatc accgcccggg agttccattg aagtctgcga aggaccgtat ggacatcatt 

120 

tctgcttacc gagaactcgg aagctatcgc gccgcagccg aggtgtgcgg caccacccac 
180 

aagaccgtca agcgggcggt cgatcggttt gaagccggcg atccacccac cggtggcaag 
240 

gaacgggccc gcaactacga tgcggtggcc cagctcgtcg cgcagcgagt cgcgcggtca 
300 

cacggccgga tcactgccaa acggctgcta ccggtagcgc gagcggcagg atatgagggg 
360 

tcggcgcgga at 
372 

<210> 334 
<211> 88 
<212> PRT 
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<213> Homo sapiens 
<400> 334 

Met Asp lie lie Ser Ala 

1 5 
Ala Glu Val Cys Gly Thr 
20 

Arg Phe Glu Ala Gly Asp 
35 

Asn Tyr Asp Ala Val Ala 

50 

His Gly Arg lie Thr Ala 
65 70 
Gly Tyr Glu Gly Ser Ala 
85 



Tyr Arg Glu Leu Gly 
10 

Thr His Lys Thr Val 
25 

Pro Pro Thr Gly Gly 
40 

Gin Leu Val Ala Gin 

55 

Lys Arg Leu Leu Pro 
75 

Arg Asn 



Ser Tyr Arg Ala Ala 
15 

Lys Arg Val Val Asp 
30 

Lys Glu Arg Ala Arg 
45 

Arg Val Ala Arg Ser 
60 

Val Ala Arg Ala Ala 
80 



<210> 335 
<211> 356 
<212> DNA 
<213> Homo sapiens 

<400> 335 

gtgcacgcct tgctgggcga gggcgatgcg cctgcgcgca ccttcgtgga cggtaccttt 
60 

ggcaggggag ggcattcgcg gctcatcctg cagcggttgg ggccgcaagg ccgcctggtg 
120 

gcgttcgaca aggacaccga agccattcaa gcagcggcgc gcatcacgga tgcgcgcttt 
180 

tccatcnggc accag[gggtt cagccacctc ggggaactgc ccgccgccag cgtgtccggt 
240 

gtgctgctgg acctgggcgt gagctccccg cagatcgacg acccccagcg cgggttcagt 
300 

tttcgtttcg atggtccgct ggacatgcgc atggacacca ctccgatgca tggatg 
356 



<210> 336 
<211> 118 
<212> PRT 

<213> Homo sapiens 



<400> 336 



Val 


His Ala 


Leu 


Leu 


Gly Glu Gly Asp Ala Pro Ala Arg 


Thr 


Phe Val 


1 






5 


10 




15 


Asp 


Gly Thr 


Phe 


Gly 


Arg Gly Gly His Ser Arg Leu lie 


Leu 


Gin Arg 






20 




25 


30 




Leu 


Gly Pro 


Gin 


Gly 


Arg Leu Val Ala Phe Asp Lys Asp 


Thr 


Glu Ala 




35 






40 45 






He 


Gin Ala 


Ala 


Ala 


Arg He Thr Asp Ala Arg Phe Ser 


He 


Xaa His 




50 






55 60 






Gin 


Gly Phe 


Ser 


His 


Leu Gly Glu Leu Pro Ala Ala Ser 


Val 


Ser Gly 


65 






70 75 




80 


Val 


Leu Leu 


Asp 


Leu 


Gly Val Ser Ser Pro Gin He Asp 


Asp 


Pro Gin 








85 


90 




95 


Arg 


Gly Phe 


Ser 


Phe 


Arg Phe Asp Gly Pro Lfeu Asp Met 


Arg 


Met Asp 
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100 105 110 

Thr Thr Pro Met His Gly 
115 

<210> 337 
<211> 447 
<212> DNA 
<213> Homo sapiens 

<400> 337 

cagcctctct ccgaccgcgc cggtgtgaag cacgggcatg ccggtgtgca agtggcacca 
60 

cagccaaaac agcgagctca cacttcaaac tccttcaaag accccaggcc tctgtaagaa 
120 

ccgctcatct ctgtgcccac agctcccccg cttccatgtg acccagaaat ggaaccacgc 
180 

agcagaggcg gggatcacag gtgaagcagc tgtgaacatt tgcttcaggc tcctgtgcaa 
240 

acaggcgcca tcatgtcagc cggtgagcag gagcaacgtg cgtgggtcag ggggtggcca 
300 

cacgtccaac tttataagaa atgacagatt ccctgatggc catagggatc tgcagggcca 
360 

gcagcaggca taggacttcc ggtggccctg cgtcttcatc aacactgagt attgtcaggg 
420 

tttctgtact gtttttacag ccaattg 
447 

<210> 338 

<211> 111 

<212> PRT " 

<213;>- Homo sapiens 

<400> 338 



Met 


Pro 


Val 


Cys 


Lys 


Trp His His Ser 


Gin 


Asn Ser 


Glu Leu Thr 


Leu 


1 








5 




10 




15 




Gin 


Thr 


Pro 


Ser 


Lys 


Thr Pro Gly Leu 


Cys 


Lys Asn 


Arg Ser Ser 


Leu 








20 




25 






30 




Cys 


Pro 


Gin 


Leu 


Pro 


Arg Phe His Val 


Thr 


Gin Lys 


Trp Asn His 


Ala 






35 






40 






45 




Ala 


Glu 


Ala 


Gly 


He 


Thr Gly Glu Ala 


Ala 


Val Asn 


He Cys Phe 


Arg 




50 








55 




60 




Leu 


Leu 


Cys 


Lys 


Gin 


Ala Pro Ser Cys 


Gin 


Pro Val 


Ser Arg Ser 


Asn 


65 










70 




75 




80 


Val 


Arg 


Gly 


Ser 


Gly 


Gly Gly His Thr 


Ser 


Asn Phe 


He Arg Asn 


Asp 










85 




90 




95 




krg 


Phe 


Pro 


Asp 


Gly 


His Arg Asp Leu 


Gin 


Gly Gin 


Gin Gin Ala 










100 




105 






110 





<210> 339 

<211> 588 

<212> DNA 

<213> Homo sapiens 

<400> 339 
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tctagaacga agcgctgtat cctagcaccg gcagacgtac caagactatc aagggcgcca 
60 

gatcgcttat cccgcagttg ccattcatca gacaaatcca gtggaaccca acggaagaca 
120 

ccgacccgca agcgctgatg gccagactcg aattgctaac tgatcgggtc gagcaactita 
180 

agagtcaaaa cggactccta ttagctcagg aaaagacctg ggcgcganaa cgcgcccacc 
240 

tcattgaaaa aaacgaaatc gcccggcgta aggtcgaatc gatgatttcg cgcctgaagg 
300 

ccccggagca agactatgag ttaagcaata gcgttacgtg cagatcctcg acaaagaata 
360 

ttcgaccacc tgcccccagg aagaacgcag cacctggtga gcgctgcccg ctacctggaa 
420 

ggccaaaagg cgtgaaatcc gcagcagcgg caaagtcatc ggtgccgacc gcatcgccgt 

480 

gatggccgcg ctgaacatca cccacgatcc gctgcacaag caggaacggc ctgacgttca 
540 

ggccagcggc tcaacgcgcg agcaagtgcg tgacctgctg gaacgcgt 
588 

<210> 340 
<211>. 123 
<212> PRT 

<213> Homo sapiens 
<400> 340 



Met 


Glu 


Asp 


Thr 


Asp Leu 


Gin Ala 


Leu 


Met 


Ala Arg 


Leu 


Glu Leu Leu 


1 








5 






10 








15 


He 


Aisp 


Arg 


Val 
20 


Glu Gin 


Leu Lys 


Ser 
25 


Gin 


Asn 


Gly 


Leu 


Leu Leu Ala 
30 


Gin 


Glu 


Lys 
35 


Thr 


Trp Ala 


Arg Xaa 
40 


Arg 


Ala 


His 


Leu 


He 
45 


Glu Lys Asn 


Glu 


He 
50 


Ala 


Arg 


Arg Lys 


Val Glu 
55 


Ser 


Met 


lie 


Ser 
60 


Arg 


Leu Lys Ala 


Leu 


Glu 


Gin 


Asp 


Tyr Glu 


Leu Ser 


Asn 


Ser 


Val 


Thr 


Cys 


Arg Ser Ser 


65 








70 








75 






80 


Thr 


Lys 


Asn 


He 


Arg Ser 

85 


Ser Ala 


Pro 


Arg 
90 


Lys 


Asn 


Ala 


Ala Pro Gly 

95 


Glu 


Cys 


Cys 


Pro 


Leu Pro 


Gly Arg 


Pro 


Lys 


Gly Val 


Lys 


Ser Ala Ala 








100 






105 










110 


Ala 


Ala 


Lys 
115 


Ser 


Ser Val 


Pro Thr 
120 


Ala 


Ser 


Pro 









<210> 341 
<211> 401 
<212> DNA 

<213> Homo sapiens 
c400> 341 

ngccgcgcgg cctacctgct gtacctggcc tatgccacct ggcgtgaccg ctcggccttt 
60 

gcaacgaacg acacgccgac agttgcgacc gcgcgcagcc tgatcctgcg tggcttcctg 
120 
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ctgaacattc ttaaccccaa gctgacaatt ttcttcctgg ccttcctgcc tcaattcgta 
180 

acgccaggcg gcaccgcgcc ggccttgcag atgctggtac tgagcggcgt gttcatggcg 

240 

atgacgcttg cagtgtttgt gctgtatggc ctgttggcga atgtgtttcg tcgtgcagtg 
300 

gtcgagtcgc cacgtgtgca gaactggctg cgacgcagtt ttgccacggc ctttgccggg 
360 

ctggggttga acctggcgtt tgcgcagcgc tgaggacgcg t 
401 

<210> 342 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 342 



Xaa Arg 


Ala 


Ala Tyr Leu Leu Tyr Leu 


Ala 


Tyr Ala Thr 


Trp Arg Asp 


1 




5 


10 




15 


Arg Ser 


Ala 


Phe Ala Met Asn Asp Thr 


Pro 


Thr Val Ala 


Thr Ala Arg 






20 25 






30 


Ser Leu 


lie 


Leu Arg Gly Phe Leu Leu 


Asn 


lie Leu Asn 


Pro Lys Leu 




35 


40 




45 


Thr lie 


Phe 


Phe Leu Ala Phe Leu Pro 


Gin 


Phe Val Thr 


Pro Gly Gly 


50 




55 




60 


Thr Ala 


Pro 


Ala Leu Gin Met Leu Val 


Leu 


Ser Gly Val 


Phe Met Ala 


65 




70 




75 


80 


Met Thr 


Leu 


Ala Val Phe Val Leu Tyr 


Gly 


Leu Leu Ala 


Asn Val Phe 






85 


90 




95 


Arg Arg 


Ala 


Val Val Glu Ser Pro Arg 


Val 


Gin Asn Trp 


Leu Arg Arg 






100 105 






110 


Ser Phe 


Ala 


Thr Ala. Phe Ala Gly I^u 


Gly 


Leu Asn Leu 


Ala Phe Ala 




lis 


120 




125 




Gin Arg 












130 













<210> 343 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 343 

gtgttgcgca actacatggc gtccctgccg ttcagcgtgg tcgagtcggc gcgcatcgac 
60 

gggtgctcca acttccagat cttctggaag ctgatcgccc cgatggcgat gccggcgatg 
120 

gcggcgttcg cgaccctgca gttcctgtgg gtgtggaacg acctgctcat cgccaagctc 
180 

ttcctcacca acgacaaccc cacggtgatc gtcaagctcc aacagctttc cnngggcccc 
240 

aaggcccagg gtgcggagct gctgacggcg ggcgccttca tctccatcgt gctacccatg 
300 

atcgtcttct tcgtgctcca gaacttcctg gtgcgcggta tgacgtcggg tgccgtcaag 
360 
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gggtgaccgc tcaactgcag tggcccggg 
389 

<210> 344 
<211> 121 
<212> PRT 
<213> Homo sapiens 

<400> 344 



Val 


Leu 


Arg 


Asn 


Tyr Met Ala Ser 


Leu 


Pro 


Phe 


Ser 


Val 


Val Glu Ser 


1 








5 




10 








15 


Ala 


Arg 


He 


Asp 


Gly Cys Ser Asn 


Phe 


Gin 


He 


Phe 


Trp 


Lys Leu He 








20 




25 










30 


Ala 


Pro 


Met 


Ala 


Met Pro Ala Met 


Ala 


Ala 


Phe 


Ala 


Thr 


Leu Gin Phe 






35 




40 










45 




Leu 


Trp 


Val 


Trp 


Asn Asp Leu Leu 


He 


Ala 


Lys 


Leu 


Phe 


Leu Thr Asn 




50 






55 








60 






Asp 


Asn 


Pro 


Thr 


Val He Val Lys 


Leu 


Gin 


Gin 


Leu 


Ser 


Xaa Gly Pro 


65 








70 






75 






80 


Lys 


Ala 


Gin 


Gly 


Ala Glu Leu Leu 


Thr 


Ala 


Gly Ala 


Phe 


He Ser He 










85 




90 








95 


Val 


Leu 


Pro 


Met 


He Val Phe Phe 


Val 


Leu 


Gin 


Asn 


Phe 


Leu Val Arg 








100 




105 










110 


Gly 


Met 


Thr 


Ser 


Gly Ala Val Lys 


Gly 













115 120 



<210> 345 
<211> 360 
<212> DNA 

<213> Homo sapiens 

<400> 345 

ctagtacttt atgctgatgg tgaacgtcgt tacatccttg cccctaaagg catggttgct 
60 

ggtgatgtga tccaatctgg tgaagatgca tcaattaaag taggtaactg cttaccgatg 
120 

cgtaatattc cagttggtac aacagtacac gctgtagaaa tgaaacctgc taaaggtgca 
180 

caaattgcac gttctgctgg ttcttacagc caaattatag ctcgtgatgg tgcttacgtt 
240 

actctacgtt tacgtagtgg tgaaatgcgt aaaatccctg ctgagtgtcg tgcaacaatc 

300 

ggtgaagttg gtaatgcaga acatatgcta cgtcaactag gtaaagctgg tgctacgcgt 
360 

<210> 346 
<211> 120 
<212> PRT 
<213> Homo sapiens 

<400> 346 

Leu Val Leu Tyr Ala Asp Gly Glu Arg Arg Tyr lie Leu Ala Pro Lys 

15 10 15 

Gly Met Val Ala Gly Asp Val He Gin Ser Gly Glu Asp Ala Ser He 
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20 25 30 

Lys Val Gly Asn Cys' Leu Pro Met Arg Asn lie Pro Val Gly Thr Thr 

35 40 45 

Val His Ala Val Glu Met Lys Pro Ala Lys Gly Ala Gin He Ala Arg 

50 55 60 

Ser Ala Gly Ser Tyr Ser Gin He He Ala Arg Asp Gly Ala Tyr Val 
^5 70 75 80 

Thr Leu Arg Leu Arg Ser Gly Glu Met Arg Lys He Pro Ala Glu Cys 

85 90 95 

Arg Ala Thr He Gly Glu Val Gly Asn Ala Glu His Met Leu Arg Gin 

100 105 110 

Leu Gly Lys Ala Gly Ala Thr Arg 
115 120 

<210> 347 
<211> 565 
<212> DNA 
<213> Homo sapiens 

<400> 347 

accggtgatg ccaaaggtgc tgtgacaagg ggattcatcg gttcgggcaa ggtcgtcacg 
€0 

gcagctgccg tcatcatgat ttcggtgttc gtcttcttca tccccgaggg catgaacgcc 
120 

atcaaggaaa tcgccctggc cctggccgtc gggatcctca cggatgcctt cttggtgcgg 
180 

atgaccctcg tcccggccgt gatggccctg ctaggtgaca aggcatggtg gttgcccggg 
240 

tggctggatc gacgcctacc ccgcctcgac atcgagggag aagggatcac ccacgaggaa 

aagctggccg cctggcccac agcggatcac accgaggccc tgcacgccga ggggatcggg 

360' ■ 

gtggaggggc tcttcgaagg cctcgatctg cacgtcgaac cgcgtcaggt gcaagccgtc 
420 

gtcggatcgc agaacagcgt ctcggccgtc ctgctggcga tcgggggacg gctgcccttg 
480 

gatcacggcc ggatgaggtc gggaggattg ctgctacccg agcgggcttc cagagtgcgt 
540 

cgggtgacgt ggttcctcga cgcgt 
565 

<210> 348 
<211> 188 
<212> PRT 

<2i3> Homo sapiens 
<400> 348 

Thr Gly Asp Ala Lys Gly Ala Val Thr Arg Gly Phe He Gly Ser Gly 

^ 5 10 15 

Lys Val Val Thr Ala Ala Ala Val He Met He Ser Val Phe Val Phe 

20 25 30 

Phe He Pro Glu Gly Met Asn Ala He Lys Glu He Ala Leu Ala Leu 

35 40 45 

Ala Val Gly He Leu Thr Asp Ala Phe Leu VSlI Arg Met Thr Leu Val 
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50 55 60 

Pro Ala Val Met Ala Leu Leu Gly Asp Lys Ala Trp Trp Leu Pro Gly 
65 70 75 80 

Trp Leu Asp Arg Arg Leu Pro Arg Leu Asp lie Glu Gly Glu Gly lie 

85 90 95 

Thr His Glu Glu Lys Leu Ala Ala Trp Pro Thr Ala Asp His Thr Glu 

100 105 110 

Ala Leu His Ala Glu Gly lie Gly Val Glu Gly Leu Phe Glu Gly Leu 

115 120 125 

Asp Leu His Val Glu Pro Arg Gin Val Gin Ala Val Val Gly Ser. Gin 

130 135 140 

Asn Ser Val Ser Ala Val Leu Leu Ala lie Gly Gly Arg Leu Pro Leu 
145 150 155 160 

Asp His Gly Arg Met Arg Ser Gly Gly Leu Leu Leu Pro Glu Arg Ala 

165 170 175 

Ser Arg Val Arg Arg Val Thr Trp Phe Leu Asp Ala 
180 185 

<210> 349 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 349 

ntgctggcca cggataatga ccgtactctg cgtgatgtcg ttgccgctga ccctacccat 
60 

gagctcggtt cggctaccgc tcatacgttt gcggacaatt tgccgttcct tcttaaactg 
120 

ctcgcggcag aagagccact atcgttgcag gctcatccca gtttggcgca agcacaggaa 
180 

gggtacgggc gggagaatcg caaaggggtg ccattagatg ccccagaccg[ gaattaccac 
240 

gatcccaacc ataaaccgga gcttattgtt gggctgacgc gattccacgc actagccggc 
300 

ttccgtgaac cacaacgcac acttgagctt tttgacgcg 
339 

<210> 350 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 350 

Xaa Leu Ala Thr Asp Asn Asp Arg Thr Leu Arg Asp Val Val Ala Ala 

15 10 IS 

Asp Pro Thr His Glu Leu Gly Ser Ala Thr Ala His Thr Phe Ala Asp 

20 25 30 

Asn Leu Pro Phe Leu Leu Lys Leu Leu Ala Ala Glu Glu Pro Leu Ser 

35 40 45 

Leu Gin Ala His Pro Ser Leu Ala Gin Ala Gin Glu Gly Tyr Gly Arg 

50 55 60 

Glu Asn Arg Lys Gly Val Pro Leu Asp Ala Pro Asp Arg Asn Tyr His 
65 70 75 80 

Asp Pro Asn His Lys Pro Glu Leu lie Val Gly Leu Thr Arg Phe His 
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85 90 95 

Ala I^u Ala Gly Phe Arg Glu Pro Gin Arg Thr Leu Glu Leu Phe Asp 
100 105 110 

Ala 



<210> 351 
<211> 354 
<212> DNA 
<213> Homo sapiens 

<400> 351 

gcgcgcccca gtgccgagac ccggggcttc aggagccggc cccgggagag aagagtgcgg 
60 

cggcggacgg agaaaacaac tccaaagttg gcgaaaggca ccgcccctac tcccgggctg 
120 

ccgccgcctc cccgccccca gccctggcat ccagagtacg ggtcgagccc gnggccatgg 
180 

agcccccctg gggaggcggc accagggagc ctgggccccg gggctccgcc gcgaccccat 
240 

cgggtagacc acagaagctc cgggaccctt ccggcacctc tggacagccc aggatgctgt 
300 

tggccacccn ntcctcctcc tcctccttgg aggcgctctg gcccacccag accg 
354 

<210> 352 
<211> 118 

<212> PRT 

<213> Homo sapiens 
<400> 352 

Ala Arg Pro Ser Ala Glu Thr Arg Gly Phe Arg Ser Arg Pro Arg Glu 

1 5 10 15 

Arg Arg Val Arg Arg Arg Thr Glu Lys Thr Thr Pro Lys Leu Ala Lys 

20 25 30 

Gly Thr Ala Pro Thr Pro Gly Leu Pro Pro Pro Pro Arg Pro Gin Pro 

35 40 45 

Trp His Pro Glu Tyr Gly Ser Ser Pro Xaa Pro Trp Ser Pro Pro Gly 

50 55 60 

Glu Ala Ala Pro Gly Ser Leu Gly Pro Gly Ala Pro Pro Arg Pro His 
€5 70 75 80 

Arg Val Asp His Arg Ser Ser Gly Thr Leu Pro Ala Pro Leu Asp Ser 

85 90 95 

Pro Gly Cys Cys Trp Pro Pro Xaa Pro Pro Pro Pro Pro Trp Arg Arg 

100 105 110 

Ser Gly Pro Ser Arg Pro 
115 

<210> 353 
<211> 1469 

<212> DNA 

c213> Homo sapiens 



<400> 353 
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nnccatgaag gcttgaactt gcgcgatcct 
60 

actgagccgg tggaccticgt ggtcggagat 

120 

gaacccattt cagctgttgt cagcccacac 
180 

tttgaggctg gctgcaaggc tttgggagcc 

240 

ttgcaggcca tcgcgggtgt catggcagca 
300 

gagtgcgata gcccgttgcc cgggcaggat 
360 

cgtacgggtc ggtgacagac gtccgggcat 
420 

gacacgagcc cttcgagata cgttgtcgtc 
480 

gacgcggctg ccgaattcat ctctgaaatg 
540 

gatgatcagg tgaagccgat gtcaagcaag 
600 

gagttcgccc acgaggcgga ggtggtcgtc 
660 

gctigctgaat ggtcattacc tcgccacgtt 
720 

ggttttctgg ctigagctgga gcgctccgat 
780 

cgcgactaca ccgttgagga tcgcctcgtg 
840 

caacaccgtt ggagttcttt tgccgtcaac 
900 

cgcatgctcg acgttctggc gtctgtcgac 
960 

gggatcctgg tctcgacccc gaccggatcg 
1020 

gtcatgtggc ccgatctcga cgccatgctc 
1080 

gctcgaccgc tggtcatgag cccagctgct 
1140 

tcagaatcgg cggttccgtg gtgcgacggg 
1200 

agaatcaccg tcgcccgcca tcccgaccgt 
1260 

ttcacatcgc gtctggtcaa gaagtttgag 
1320 

gaccgtcatc acctagagga gacttcgtga 
1380 

tcatcgatga gacggtcctc gaaccctcat 
1440 

gcgccggaaa gaccatggtg gtcaccggt 
1469 

<210> 354 
<211> 318 
<212> PRT 



cagcccgcgg 




t" era ^*aCTC?CTt 
u«)ciuyywy uVp 


^ ^ a 

gwCuCbwwca 




y ak^ob WW \» \m 


ggcwwcaugc 


ug w&gwu^S^ 


y w w v> w Aci 


cacggcg t eg 


ucacggaccc 


gy www wy wy w 


gcggtiagaLt. 


tgggttggcg 


ua ugcg ugac 


ggaaacgttg 


ag ca c ti ti eg ti 


c c cgccggaa 


atcatgggcc 


gctactgtgg 


ccrcgcgaac 


gtcacccatg 


ccacgcggga 


cgacgccccc 


gcggggcgag 


acattggttg 


eg egg 1 1 c eg 


ccgccaggga 


ccgaccctga 


aagcccggga 


gtctttggcg 


gcgacggcac 


ga^cctgcga 


cccacgattg 


gcgCcaaccC 


Cggccatgtc 


acggcggacc 


cagt^gaacaa 


ggtgtgttcg 


cttaaaacca 


ccgccaccga 


geacceegga 


gagccgcccc 


tggaaaaggc 


age c cggcgg 


gagctgccgg 


tgcaacgctig 


gagccgcgac 


acggccdacg 


cguccuwcigc 


wyyCggwCwy 


atyy eg ccyu 


tgeigcy c u 


wy w^wwwwww 


cgagtggacc 


ttgacaticca 


gecagaeggt 


cgccgatcgt 


gcaccgtacg 


aecgggggaa 


ctgcgcattg 


ctcgtctggc 


egegeagccc 


ctcccggtca 


gcgggtggcg 


teagggtegt 


tacgtagtgt 


gcgaatt:cgt 


ggaetcggcg 


ccgcgctgac 


ggcagtcacc 


ggegagaceg 
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<:213> Homo sapiens 
<400> 354 

Met Gly Arg Tyr Cys Gly Leu Val Asn Asp Thr Ser Pro Ser Arg Tyr 

IS 10 15 

Val Val Val Val Thr His Ala Thr Arg Asp Asp Ala Phe Asp Ala Ala 

20 25 30 

Ala Glu Phe lie Ser Glu Met Ala Gly Arg Asp He Gly Cys Ala Val 

35 40 45 

Pro Asp Asp Gin Val Lys Pro Met Ser Ser Lys Leu Pro Gly He Asp 

50 55 60 

Leu Glu Ser Leu Gly Glu Phe Ala His Glu Ala Glu Val Val Val Val 
€5 70 75 80 

Phe Gly Gly Asp Gly Thr He Leu Arg Ala Ala Glu Trp Ser Leu Pro 

85 90 95 

Arg His Val Pro Met He Gly Val Asn Leu Gly His Val Gly Phe Leu 

100 105 110 

Ala Glu Leu Glu Arg Ser Asp Met Ala Asp Leu Val Asn Lys Val Cys 

115 120 125 

Ser Arg Asp Tyr Thr Val Glu Asp Arg Leu Val Leu Lys Thr Thr Val 

130 135 140 

Thr Glu His Ser Gly Gin His Arg Trp Ser Ser Phe Ala Val Asn Glu 
145 ISO 155 160 

Leu Ser Leu Glu Lys Ala Ala Arg Arg Arg Met Leu Asp Val Leu Ala 

165 170 175 

Ser Val Asp Glu Leu Pro Val Gin Arg Trp Ser Cys Asp Gly He Leu 

180 IBS 
Val Ser Thr Pro Thr Gly Ser Thr Ala Tyr Ala Phe Ser Ala Gly Gly 

195 200 205 

Pro Val Met Trp Pro Asp Leu Asp Ala Met Leu Met Val Pro Leu Ser 

210 215 220 

Aia His Ala Leu Phe Ala Arg Pro Leu Val Met Ser Pro Ala Ala Arg 
225 230 235 240 

Val Asp Leu Asp He Gin Pro Asp Gly Ser Glu Ser Ala Val Leu Trp 

245 250 255 

Cys Asp Gly Arg Arg Ser Cys Thr Val Arg Pro Gly Glu Arg He Thr 

260 265 270 

Val Val Arg His Pro Asp Arg Leu Arg He Ala Arg Leu Ala Ala Gin 

275 280 285 

Pro Phe Thr Ser Arg Leu Val Lys Lys Phe Glu Leu Pro Val Ser Gly 

290 295 300 

Trp Arg Gin Gly Arg Asp Arg His His Leu Glu Glu Thr Ser 
305 310 315 

<210> 355 
<211> 558 
<212> DNA 

<213> Homo sapiens 
<400> 355 

nggatcccac ctcctggaat ggaaacccac ataccagttc tcttcctcga tttgaatgcg 
60 

gatgacctca gtgccaatga gcagcttgtt ggcccccatg catccggcgt gaactccatc 
120 
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ctgcccaagg agcacggcag ccagtttttc cacctgccca tcataaagca cagtgatgat 
160 

gaggcttcag ccacagcctc tcgggattcc tcggtgcatg attctgctca cccgaatggg 
240 

gtcacaccac agaatgaaag gatttaccta attgtgaaaa ccacagttca actcagccac 
300 

cctgccgcta tggagttagt attacgaaaa cgaattgcag ccaatattta caacaaacag 
360 

agtttcacgc agagcttgaa gaggagaata tccctgaaaa atatatttta ttcctgtggt 
420 

gtaacctatg aaatagtatc caatatacca aaggcaactg aggagataga ggaccgggaa 
480 

acgctggctc tcctggcagc aaggagtigaa aacgaaggca catcagatgg gaagacgtac 
540 

attgagaagt acactcga 
558 

c210> 356 
<21X> 186 
<212> PRT 
<213> Homo sapiens 

<400> 356 

Xaa lie Pro Pro Pro Gly Met 61u Thr His lie Pro Val Leu Phe Leu 

15 10 15 

Asp Leu Asn Ala Asp Asp Leu Ser Ala Asn Glu Gin Leu Val Gly Pro 

20 25 30 

His Ala Ser Gly Val Asn Ser lie Leu Pro Lys Glu His Gly Ser Gin 

35 40 45 

Phe Phe Tyr Leu Pro lie lie Lys His isef Asp Asp Glu Val Ser Ala 

50 55 60 

Thr Ala Ser Trp Asp Ser Ser Val His Asp Ser Val His Leu Asn Gly 
65 70 75 80 

Val Thr Pro Gin Asn Glu Arg lie Tyr Leu lie Val Lys Thr Thr Val 

85 90 95 

Gin Leu Ser His Pro Ala Ala Met Glu Leu Val Leu Arg Lys Arg lie 

100 105 110 

Ala Ala Asn lie Tyr Asn Lys Gin Ser Phe Thr Gin Ser Leu Lys Arg 

115 120 125 

Arg lie Ser Leu Lys Asn lie Phe Tyr Ser Cys Gly Val Thr Tyr Glu 

130 135 140 

He Val Ser Asn He Pro Lys Ala Thr Glu Glu He Glu Asp Arg Glu 
145 150 155 160 

Thr Leu Ala Leu Leu Ala Ala Arg Ser Glu Asn Glu Gly Thr Ser Asp 

165 170 175 

Gly Lys Thr Tyr lie Glu Lys Tyr Thr Arg 

180 185 . 

<210> 357 
<211> 323 
<212> DNA 
<213> Homo sapiens 

<400> 357 
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acgcgtgcgt gtgttgtgtg agtcgggtgt gtgcatgcgt gtgggtgtgc agcaggtggg 
60 

gcacgatcag gctgaaggct gatcaggcac aaggctccgg gggagagccc tggttccagc 
120 

cctggggtca gagcagcagg ggccagaaag acggcagggg tgagcactgc acccgctggg 
X80 

cagggcaggg ccacagaagg cagggcatgg aggccacgtg aagggcttga cagagtggat 
240 

ggatgtctcc ggaagcacct gcgtggccca gtcagcagga tcagactcgc atgtgtcagg 
300 

gtcaccatgg gtcagcgagg atn 
323 

<210> 358 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 358 

Met Val Thr Leu Thr His Ala Ser Leu He Leu Leu Thr Gly Pro Arg 

1 5 10 15 

Arg Cys Phe Arg Arg His Pro Ser Thr Leu Ser Ser Pro Ser Arg Gly 

20 25 30 

Leu His Ala Leu Pro Ser Val Ala Leu Pro Cys Pro Ala Gly Ala Val 

35 40 45 

Leu Thr Pro Ala Val Phe Leu Ala Pro Ala Ala Leu Thr Pro Gly Leu 

50 55 60 

Glu Pro Gly Leu Ser Pro Arg Ala Leu Cys Leu He Ser Leu Gin Pro 
€5 ''^ . . .75 80 

Asp Arg Thr Pro Pro Ala Ala His Pro His Ala Cys Thr His Pro Thr 

85 90 : 95 

His Thr Thr His Ala Arg 
100 



<210> 359 
<211> 265 
<212> DNA 

<213> Homo sapiens 



<400> 359 

acgcgtaccg acaagcgccc ggtgatggcc gaccttcgcg aatcgggcgc aatcgagcag 
60 

gatgcggaca tgatcgtctt catctaccgc gacgattact acaacaagga aaattcgccg 

ir:^ 

gacaaggggc cggccgagat catcatcggc aagcatcggg ggggccccac cggctcgtgc 
180 

aagctgaagt tcttcggcga gcacacccgt ttcgacaacc tggcccacaa ctcggttggt 
240 

tcgttcgaat aacggatgat tccgg 
265 

<210> 360 
<211> 83 
<212> PRT 
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<213> Homo sapiens 
<400> 360 

Thr Arg Thr Asp Lys Arg Pro Val 

1 5 
Ala lie Glu Gin Asp Ala Asp Met 
20 

Tyr Tyr Asn Lys Glu Asn Ser Pro 

35 40 
lie Gly Lys His Arg Gly Gly Pro 

50 55 
Phe Gly Glu Tyr Thr Arg Phe Asp 
65 70 
Ser Phe Glu 



Met Ala Asp Leu Arg Glu Ser Gly 

10 IS 
He Val Phe He Tyr Arg Asp Asp 
25 30 
Asp Lys Gly Leu Ala Glu He He 
45 

Thr Gly Ser Cys Lys Leu Lys Phe 
60 

Asn Leu Ala His Asn Ser Val Gly 
75 80 



<210> 361 
<211> 453 
<212> ONA 
<213> Homo sapiens 

<400> 361 

gctttgcagg aggaaatctc tatctctggc tgcaagatga ggctgagcta cctgagcagc 
60 

cggacccctg gctacaaatc tgtcctgagg atcagcctca cccacccgac catccccttc 
120 

aacctcatga aggtgcacct catggtagcg gtggagggcc gcctcttcag gaagtggttc 
180 

gctgcagccc cagacctgtc ctattatttc atttgggaca agacagacgt ctacaaccag 

240 ■ ■ ■ ■ * 

aaggtgtttg ggctttcaga agcctttgtt tccgtgggtt atgaatat^a atcctgccca 
300 

gatctaatcc tgtgggaaaa aagaacaaca gtgctgcagg gctatgaaat tgacgcgtcc 
360 

aagcttggag gatggagcct agacaaacat catgccctca acattcaaag tggcatcctg 
420 

cacaaaggga atggngagaa ccagtttgtg tec 
453 



<210> 362 
<211> 151 
<212> PRT 
<213> Homo sapiens 

<400> 362 

Ala Leu Gin Glu Glu He Ser He 

1 5 
Tyr Leu Ser Ser Arg Thr Pro Gly 

20 

Leu Thr His Pro Thr He Pro Phe 

35 40 
Val Ala Val Glu Gly Arg Leu Phe 

50 55 
Asp Leu Ser Tyr Tyr Phe He Trp 



Ser Gly Cys Lyis Met Arg Leu Ser 

10 15 
Tyr Lys Ser Val Leu Arg He Ser 
25 30 
Asn Leu Met Lys Val His Leu Met 
45 

Arg Lys Trp Phe Ala Ala Ala Pro 
60 

Asp Lys Thr Asp Val Tyr Asn Gin 
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65 70 75 80 

Lys Val Phe Gly L<bu Ser Glu Ala Phe Val Ser Val Gly Tyr Glu Tyr 

85 90 95 

Glu Ser Cys Pro Asp Leu lie Leu Trp Glu Lys Arg Thr Thr Val Leu 

100 105 110 

Gin Gly Tyr Glu lie Asp Ala Ser Lys Leu Gly Gly Trp Ser Leu Asp 

lis 120 125 

Lys His His Ala Leu Asn lie Gin Ser Gly lie Leu His Lys Gly Ash 

130 135 140 

Gly Glu Asn Gin Phe Val Ser 
145 150 



<210> 363 
<211> 502 
<212> DNA 
' <213> Homo sapiens 

<400> 363 

ggtaccaaaa aagtttgcca cagtattcac actccaggtc tccataaacc ttccagatcc 

60 . 

gctcacacaa gctggtgttc atttgctcct tctgtaaact gttcaggacc ttcatgaaag 
X20 

cggtgatgcc tgaccggtgc tcaggggcag ctttgcaaga gtcaggctga tgtgtgatgg 
180 

tgtccccacc accagctact ggagggagga ggtctgaggc ctcagctggg tttgacctga 
240 

gacacctgct gggatctggg tcaccagctg aaagcacagc catgttctgc ccttccccta 
300 

gggggctctg ggcgccatgg ctttcctgat ctgacccagc actctgggcc ttggacagca 
360 

gtagtgtgat cacttcacct tgcgtctgga ctgagcttct gtgctgcatg tctgggggct 
420 

tctcaggagc agcatgagcc tctgcggagg aggtatcatt tttcaacaaa aaatcatctg 
480 

aaaccacctc ttgagaatgc ag 
502 

<210> 364 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 364 

Met Gin His Arg Ser Ser Val Gin Thr Gin Gly Glu Val He Thr Leu 

1 5 10 15 • 

Leu Leu Ser Lys Ala Gin Ser Ala Gly Ser Asf Gin Glu Ser His Gly 

20 25 30 

Ala Gin Ser Pro Leu Gly Glu Gly Gin. Asn Met Ala Val Leu Ser Ala 

35 40 45 

Gly Asp Pro Asp Pro Ser Arg Cys Leu Arg Ser Asn Pro Ala Glu Ala 

50 55 60 

Ser Asp Leu Leu Pro Pro Val Ala Gly Gly Gly Asp Thr lie Thr His 
^5 70 75 80 

Gin Pro Asp Ser Cys Lys Ala Ala Pro Glu His Arg Ser Gly He Thr 
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85 90 95 

Ala Phe Met Lys Val Leu Asn Ser Leu Gin Lys Lys Gin Met Asn Thr 

100 105 110 

Ser Leu Cys Glu Arg lie Trp Lys Val Tyr Gly Asp Leu Glu Cys Glu 

115 120 125 

Tyr Cys Gly Lys Leu Phe Trp Tyr 
130 135 

<210> 365 
<211> 333 
<212> DNA 
<213> Homo sapiens 

<400> 365 

atctcaacgg atgcatccat caaggagatg atccccccag gtgctcttgt tatgctcaca 
60 

ccactgatcg ttgggattct atttggggtt gagaccctct ccggagtcct tgctggtgcc 
120 

cttgtctctg gtgttcagat tgccatttct gcatccaaca ctggtggtgc ctgggacaac 
180 

gccaagaagt acattgaggc tggagtttca gagcatgcca ggacccttgg cccaaaaggt 
240 

tctgaccctc acaaggcggc tgtcattggt gacaccattg gagatcctct caaggacacg 
300 

tctggccctt ccctcaacat cctcatcaag ctt 
333 

<210> 366 

<211> 111 

<212> PRT . 

<213> Homo sapiens 

<400> 366 



He 


Ser 


Thr 


Asp 


Ala 


Ser He Lys Glu 


Met 


He Pro Pro Gly 


Ala 


Leu 


1 








5 




10 




15 




Val 


Met 


Leu 


Thr 


Pro 


Leu He Val Gly 


He 


Leu Phe Gly Val 


Glu 


Thr 








20 




25 




30 






Leu 


Ser 


Gly 


Val 


Leu 


Ala Gly Ala Leu 


Val 


Ser Gly Val Gin 


He 


Ala 






35 






40 




45 






He 


Ser 


Ala 


Ser 


Asn 


Thr Gly Gly Ala 


Trp 


Asp Asn Ala Lys 


Lys 


Tyr 




50 








55 




60 






He 


Glu 


Ala 


Gly 


val 


Ser Glu His Ala 


Arg 


Thr Leu Gly Pro 


Lys 


Gly 


65 










70 




75 




80 


Ser 


Asp 


Pro 


His 


Lys 


Ala Ala Val He 


Gly 


Asp Thr He Gly 


Asp 


Pro 










85 




90 




9*5 




Leu 


Lys 


Asp 


Thr 


Ser 


Gly Pro Ser Leu 


Asn 


He Leu He Lys 


Leu 










100 




105 




110 







<210> 367 
<211> 381 
<212> DNA 
<213> Homo sapiens 

<400> 367 
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gcgttcgtcg cactacccgg cggcggcgga acccttgacg agctactcga agcatggaca 
60 

tggcagcagc tcggtgcaca cagcaaaccc gtgngccttg tacgactcga cnncttctgg 

120 

gcaccgctga ccgcgctact caaccacatg accatcgaaa gcttcattcg ccctgaggac 
180 . 

cgcgcctcgc tcgtgatcgc cgataccata catcagctga tggccgatct tgagggatgg 
240 

accccaccac caccgaagtg gcgctcgtga catagaacaa atgattctga ctatggctca 
300 

ttgacatctg cgcagcggct actagctcca ttgacttcaa atcgggcctt ggccgaggct 
360 

cngttcaggt ggcccggaat g 
381 

<210> 366 
<211> 89 
<212> PRT 

<213> Homo sapiens 
<400> 368 

Ala Phe Val Ala Leu Pro Gly Gly Gly Gly Thr Leu Asp Glu Leu Leu 

^5 10 15 

Glu Ala Trp Thr Trp Gin Gin Leu Gly Val His Ser Lys Pro Val Xaa 

20 25 30 

Leu Val Arg Leu Asp Xaa Phe Trp Ala Pro Leu Thr Ala Leu Leu Asn 

35 40 45 

His Met Thr lie Glu Ser Phe lie Arg Pro Glu Asp Arg Ala Ser Leu 

50 55 60 

Val lie Ala Asp Thr lie His Gin Leu Met Ala Asp Leu Glu Gly Trp 
65 70 75 80 

Thr Pro Pro Pro Pro Lys Trp Arg Ser 
85 

<210> 369 
<211> 313 
<212> DNA 
<213> Homo sapiens 

<400> 369 

gatacatgat cctctcatac cgcacacaca ccgctcccct ctgccgcaat tcgcagacaa 
60 

acttgcgcag gcttcacagc aagccgtcaa ggctgcttcc tgtgggctac cgatagtctc 
120 

gtacgcgagt tctcggacat caacgccaac gccgggcaag atactgtcaa cgccatctac 
180 

acattctacg agcagcaagc gaccagtttc cttcgccagc tgaacgacct cccacccgaa 
240 

gagcttcccg acgtcatcga ggacttcttc cgcctgtcca ctgatgtcct tctttaccat 
300 

ttccagcaag ctt 
313 

<210> 370 
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<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 370 

Ser Ser His Thr Ala His Thr Pro Leu Pro Ser Ala Ala He Arg Arg 

15 10 15 

Gin Thr Cys Ala Gly Phe Thr Ala Ser Arg Gin Gly Cys Phe Leu Trp 

20 25 30 

Ala Thr Asp Ser Leu Val Arg Glu Phe Ser Asp He Asn Ala Asn Val 

35 40 45 

Gly Gin Asp Thr Val Asn Ala He Tyr Thr Phe Tyr Glu Gin Gin Ala 

50 55 60 

Thr Ser Phe Leu Arg Gin Leu Asn Asp Leu Pro Pro Glu Glu Leu Pro 
65 70 75 80 

Asp Val He Glu Asp Phe Phe Arg Leu Ser Thr Asp Val Leu Leu Tyr 

85 90 95 

His Phe Gin Gin Ala 
100 

<210> 371 
<211> 380 
<212> DNA 
<213> Homo sapiens 

<400> 371 

atgacgggtc acgtcatcct ggcgattcca caggtggtga cgtcatggat cggcctcatc 
60 

tgcatcgcca ttggcacggg. ctttatcaag ccgaacctct ccacggtggt aggaggtctt 
120 

tacgatgacg gtgacccccg ccgcgatcag ggtttcccgt acttctacat gtcgatcagt 
180 

attggatctc tcttcgcgcc gatcgtcacc ggcctcctca aggaccatta cggctaccac 
240 

gtaggtttca ttgccgctgc tatcggtatg gctctgggtc tgatcgcctt cttccacggt 
300 

cgttccaaac tgcgtgagct cgccttcgac atccccaatc cgctggcccc cggcgagggt 
360 

cgccggatgg tgctccgcgg 
380 

<210> 372 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 372 

Met Thr Gly His Val He Leu Ala He Pro Gin Val Val Thr Ser Trp 

15 10 15 

He Gly Leu He Cys He Ala He Gly Thr Gly Phe He Lys Pro Asn 

20 25 30 

Leu Ser Thr Val Val Gly Gly Leu Tyr Asp Asp Gly Asp Pro Arg Arg 

35 40 45 

Asp Gin Gly Phe Leu Tyr Phe Tyr Met Ser He Ser He Gly Ser Leu 
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50 55 60 

Phe Ala Pro lie Val Thr Gly Leu Leu Lys Asp His Tyr Gly Tyr His 
65 70 75 80 

Val Gly Phe lie Ala Ala Ala lie Gly Met Ala Leu Gly Leu He Ala 

85 90 95 

Phe Phe His Gly Arg Ser Lys Leu Arg Glu Leu Ala Phe Asp He Pro 

100 105 110 

Asn Pro Leu Ala Pro Gly Glu Gly Arg Arg Met Val Leu Arg 
115 120 125 

<210> 373 
<211> 475 
<212> DNA 
<213> Homo sapiens 

<400> 373 

acatgttgga aaaattgcct cccactctgg tgctacaggt atgaatctca gccacagtga 
60 

tgactgtggc agctacaggc ctgatgaaca ccccaccaag aaaaggagca tcatgtgcct 
120 

gcttctctct ggttcctaaa tcctttggcc aaacattttc cccacaaccc tccactccag 
180 

ttggctggtc actgcctctc agaaagaagt cccaggtccc tgtcagcccc agagcgcctg 
240 

catggactct gcccactgtc cctttccaac acggaggccc ccaattctgg ggacccctac 
300 

accctaccct gtaccaccac atccccatgc ctgctccaga cagcactaac ctcccatgac 
360 

agtgggacca aagcagttct taaaggtcca atccactcag ttcttaaatg aaaaacagct 
420 

gcccatgagt cacccccaaa gacgtccgca catatgccaa acattcggtg tgcac 

475 ' • ' 

<210> 374 
<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 374 



Met 


Gly Met 


Trp 


Trp 


Tyr 


Arg Val 


Gly 


Cys 


Arg 


Gly Pro 


Gin Asn Trp 


1 






5 








10 






15 


Gly 


Pro Pro 


Cys 


Trp 


Lys 


Gly Thr 


Val 


Gly 


Arg 


Val His 


Ala Gly Ala 






20 








25 








30 


Leu 


Gly Leu 


Thr 


Gly 


Thr 


Trp Asp 


Phe 


Phe 


Leu Arg Gly 


Ser Asp Gin 




35 








40 








45 


Pro 


Thr Gly 


Val 


Glu 


Gly 


Cys Gly 


Glu 


Asn 


Val 


Trp Pro 


Lys Asp Leu 




50 








55 








60 


Gly 


Thr Arg 


Glu 


Lys 


Gin 


Ala His 


Asp 


Ala 


Pro 


Phe Leu 


Gly Gly Val 


65 








70 








75 




80 


Phe 


He Arg 


Pro 


Val 


Ala 


Ala Thr 


Val 


He 


Thr 


Val Ala 


Glu He His 








85 








90 






95 


Thr 


Cys Ser 


Thr 


Arg 


Val 


Gly Gly 


Asn 


Phe 


Ser 


Asn Met 





100 105 
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<210> 375 

<i211> 332 

<212> DNA 

<213> Homo sapiens 

<400> 375 

nnacgcgtcg cctccacctc gaaacccgcc ggcggtcgtt ctttcaccac ggccgaccgc 
60 

aaggcccaag ttgcgacggt cacggacacg ctgtatttca cgccgtcgca atgggatgga 
120 

tgcatggcac ggatgcgtgg ggataagata tcagcactga agtggaatca gatgcagatg 
180 

gcggcacgct ccttcatagc ggcagtgggt gcgaagctgg gctgcccgca gcgcactatg 
240 

ggcacggcgc agctgctgta ccagcgtttc catctatttc atgcgccgac tgagttttcg 
300 

ttacatgagg tggctttgac gtgtctcttc ac 
332 

<210> 376 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 216 



Xaa 


Arg 


Val 


Ala 


Ser 


Thr Ser Lys Pro 


Ala 


Gly Gly Arg 


Phe 


Phe Thr 


1 








5 




10 






15 


Met 


Ala 


Asp Arg 


Lys 


Ala Gin Val Ala 


Thr 


Val Thr Asp 


Thr 


Leu Tyr 








20 




25 






30 




Phe 


Thr 


Pro 


Ser 


Gin 


Trp Asp Gly Cys 


Met 


Ala Arg Met 


Arg 


Gly Asp 






35 






40 




45 






Lys 


He 


Ser 


Ala 


Leu 


Lys Trp Asn Gin 


Met 


Gin Met Ala 


Ala 


Cys Ser 




50 








55 




60 






Phe 


He 


Ala 


Ala 


Val 


Gly Ala Lys Leu 


Gly 


Cys Pro Gin 


Arg 


Thr Met 


65 










70 




75 




80 


Gly 


Thr 


Ala 


Gin 


Leu 


Leu Tyr Gin Arg 


Phe 


His Leu Phe 


His 


Ala Pro 










85 




90 






95 


Thr 


Glu 


Phe 


Ser 


Leu 


His Glu Val Ala 


Leu 


Thr Cys Leu 


Phe 










100 




105 






110 





<210> 377 
<211> 369 
<212> DNA 
<213> Homo sapiens 

<400> 377 

cgcgtgccag gtatgtcaac tgatctgtcg gatatttccg aggttgagta ccgtcaactg 
60 

aggccggaac gagtggtgct gtgttcggtg tggactcagg gaactgccgc agacgccgag 
120 

aacgctatgg cggagctgaa agcccttgct gaaacggcgg gatctcaggt actcgaagct 
180 

gtcatgcaac gtcggactac cccggatccg gcgacgtaca ttggttcggg caaggtggct 
240 
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gagcttgccg aggtggtgcg ggcgactggt gccgatactg tcatttgtga cggtgaactt 
300 

gacgccgctc agttgcgcaa cctcgaggat cgggtcaagn gcaaagttgt ggaccggtcg 
360 

gtctgattc 
369 



<210> 378 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 378 

Arg Val Pro Gly Met Ser Thr Asp Leu Ser Asp lie Ser Glu Val Glu 

1 5 10 15 

Tyr Arg Gin Leu Arg Leu Glu Arg Val Val Leu Cys Ser Val Trp Thr 

20 25 3b 

Gin Gly Thr Ala Ala Asp Ala Glu Asn Ala Met Ala Glu Leu Lys Ala 

35 40 45 

Leu Ala Glu Thr Ala Gly Ser Gin Val Leu Glu Ala Val Met Gin Arg 

50 55 60 

Arg Thr Thr Pro Asp Pro Ala Thr Tyr He Gly Ser Gly Lys Val Ala 
" 70 75 80 

Glu Leu Ala Glu Val Val Arg Ala Thr Gly Ala Asp Thr Val He Cys 

85 90 95 

Asp Gly Glu Leu Asp Ala Ala Gin Leu Arg Asn Leu Glu Asp Arg Val 

100 105 110 

Lys Xaa Lys Val Val Asp Arg Ser Val 
115 120 

<210> 379 
<211> 408 
<212> DNA 
<213> Homo sapiens 

<400> 379 

acgcgttact taaacttatc cgtaaataat aaattcatta tttctagttg gttaggtact 
60 

atgggctgtg gtttaccagg tgctatggca gctaaaattg cttatccaaa ccgtcaagca 
120 

gtagctatca caggcgacgg tgcgttccaa atggtaatgc aagactttgc tacagctgtt 
180 

caatataact taccaatgac aatctttgta ttaaataaca aacaattgtc attcattaaa 
240 

tatgaacaac aagctgctgg tgaattagag tatgccattg atttctctga tatggatcat 
300 

gctaaatttg ctgaagctgc tggtggtaaa ggctatgttg tgagagatgt aagtcgtctt 
360 

gacgacatcg ttgaagaggc aatggctcaa gatgttccaa caatcgtt 
408 

<210> 380 
<211> 136 
<212> PRT 



622 



wo 00/58473 



PCTAJSOO/08621 



<213> Homo sapiens 
<400> 380 



Thr Arg Tyr Leu Asn Leu Ser 


Val 


Asn Asn 


Lys 


Phe 


lie 


He 


Ser 


Ser 


1 5 




10 










15 




Trp Leu Gly Thr Met Gly Cys 


Gly 


Leu Pro 


Gly 


Ala 


Met 


Ala 


Ala 


Lys 


20 




25 








30 






lie Ala Tyr Pro Asn Arg Gin 


Ala 


Val Ala 


He 


Thr 


Gly 


Asp 


Gly 


Ala 


35 


40 








45 








Phe Gin Met Val Met Gin Asp 


Phe 


Ala Thr 


Ala 


Val 


Gin 


Tyr 


Asn 


Leu 


50 55 








60 










Pro Met Thr lie Phe Val Leu 


Asn 


Asn Lys 


Gin 


Leu 


Ser 


Phe 


He 


Lys 


65 70 






75 










80 


Tyr Glu Gin Gin Ala Ala Gly 


Glu 


Leu Glu 


Tyr 


Ala 


He 


Asp 


Phe 


Ser 


85 




90 










95 




Asp Met Asp His Ala Lys Phe 


Ala 


Glu Ala 


Ala 


Gly 


Gly 


Lys 


Gly 


Tyr 


100 




105 








110 






Val Val Arg Asp Val Ser Arg 


Leu 


Asp Asp 


He 


Val 


Glu 


Glu 


Ala 


Met 


115 


120 








125 









Ala Gin Asp Val Pro Thr He Val 
130 135 

<210> 381 
<211> 613 
<212> DNA 
<213> Homo sapiens 

<400> 381 

nacgcgtcat aggcgggccc agtggaagac cacgccaaca cagttggttg agatccgcgt 
60 

tgagggcaag gtcctgcgcg tcccgcgaaa tctggtcaag gcctaccact ctgggctgat 

120 : 

cgacgtcgag gactgaaccc tgggagcctg ggcggtccag catgactgct caggctcatt 
160 

accaaaacgc gtcgatcccg tagggttgtc gtcatgagca agcccgaagt gaccctgccc 
240 

gattccgccc ccgacgacct cgtcgttgag gacatcacca tcggcgacgg ccctgaagcg 
300 

tccgctggca acctcgtcga agtgcactac gtcggcgtgg ccttaagcaa tggtcgtgag 
360 

ttcgattctt cctggaaccg cggggagccg ctgaccttcc aactaggggc tggccaggtg 
420 

atccccgagt gggatgaagg tgtccaaggt atgaaggtcg gtggacgacg caaactcgtc 
480 

atcccccacc accttgctta cggtccgcaa ggaatctccg gtgtgatcgc tggcggtgag 
540 

acgctggtct tcgtctgcga ccttgtcaac atcatctgac gtgacccccg ctcaagcagt 
600 

cttcgcgccc ggg 
613 

<210> 382 
<211> 137 
<212> PRT 
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<213> Homo sapiens 
<400> 382 

Leu Leu Arg Leu lie Thr Lys Thr Arg Arg Ser Arg Arg Val Val Val 

1 5 10 15 

Met Ser Lys Pro Glu Val Thr Leu Pro Asp Ser Ala Pro Asp Asp Leu 

20 25 30 

Val Val Glu Asp He Thr He Gly Asp Gly Pro Glu Ala Ser Ala Gly 

35 40 45 

Asn Leu Val Glu Val His Tyr Val Gly Val Ala Leu Ser Asn Gly Arg 

50 55 60 

Glu Phe Asp Ser Ser Trp Asn Arg Gly Glu Pro Leu Thr Phe Gin Leu 
^5 70 75 80 

Gly Ala Gly Gin Val He Pro Glu Trp Asp Glu Gly Val Gin Gly Met 

85 90 95 

Lys Val Gly Gly Arg Arg Lys Leu Val He Pro His His Leu Ala Tyr 

100 105 110 

Gly Pro Gin Gly He Ser Gly Val lie Ala Gly Gly Glu Thr Leu Val 

115 120 125 

Phe Val Cys Asp Leu Val Asn He He 
130 135 

<210> 383 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 383 

nggagcaaca cctggtcctt gggaatgaag tgtaggagtt gcatttgctg aggttggtgt 
60 . 

ttgccaaaga gatgccagct tcttcgaact actgctgtgc aactcttcat gttcaaaacc 
120 . 

cagttttctg tttttcacac ctgaacatac acccccctgc agttgggtgg ctcccccgtt 
180 

accagctggg ctctatctac agagagagca atggcttccc ttcccttgaa ggaagtctca 
240 

ccctcacaag gacacttgat ccgctgcaaa gcagaaagtg tgcggaccct ttgggaaggg 
300 

cgttcttttc ttgtttagaa cctaggattc tgtttttccc aaacaggatc an 
352 



<210> 384 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 384 

Met Pro Ala Ser Ser Asn Tyr Cys 

1 S 
Pro Val Phe Cys Phe Ser His Leu 
20 

Trp Leu Pro Arg Tyr Gin Leu Gly 

35 40 
Phe Pro Ser Leu Glu Gly ser Leu 



Cys Ala Thr Leu His Val Gin Asn 

10 15 
Asn He His Pro Pro Ala Val Gly 
25 30 
Ser He Tyr Arg Glu Ser Asn Gly 
45 

Thr Leu Thr Arg Thr Leu Asp Pro 
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50 55 60 

Leu Gin Ser Arg Lys Cys Ala Asp Pro Leu Gly Arg Ala Phe Phe Ser 
65 70 75 80 

Cys Leu Glu Pro Arg lie Leu Phe Phe Pro Asn Arg lie 
85 90 

<210> 385 
<211> 342 
<212> DNA 
<213> Homo sapiens 

<400> 385 

gccggcgcca cgaaatgcaa aatgcgccct tcaccggacg ccaggttgat cgagccgcca 
60 

gcacctcggg caatgtcctg ggcctgactg gcacacgcaa tcaaagcgag caacaacaca. 
120 

caaaaacgca tcatgaggca gacgccaggg aagtgacaga agccgcagca ggcgcgcggc 
180 

gattggaaat atcggtgagg ctaatggtca ccagcgcttg caggttgtat tcggtggcca 
240 

attcgcggaa cgacagcacc gccagttcca gctcgccgcg cagcaccagg cgacgcaagc 
300 

tgcggcgcaa ccccgggcgc accaacaaca ccgcactgtt ca 
342 

<210> 386 
<211> 109 
<212> PRT 
<2X3> Homo sapiens 

<400> 386 



Met 


Gin 


Asn 


Ala 


Pro Phe 


Thr Gly Arg 


Gin 


Val Asp Arg 


Ala 


Ala 


Ser 


1 








5 




10 






15 




Thr 


Ser 


Gly 


Asn 


Val Leu 


Gly Leu Thr 


Gly 


Thr Arg Asn 


Gin 


Ser 


Glu 








20 




25 






30 






Gin 


Gin 


His 


Thr 


Lys Thr 


His His Glu 


Ala 


Asp Ala Arg 


Glu 


Val 


Thr 






35 






40 




45 








Glu 


Ala 


Ala 


Ala 


Gly Ala 


Arg Arg Leu 


Glu 


He Ser Val 


Arg 


Leu 


Met 




50 








55 




60 








Val 


Thr 


Ser 


Ala 


Cys Arg 


Leu Tyr Ser 


Val 


Ala Asn Ser Arg 


Asn Asp 


65 








70 






75 






80 


Ser 


Thr 


Ala 


Ser 


Ser Ser 


Ser Pro Arg 


Ser 


Thr Arg Arg 


Arg 


Lys 


Leu 










85 




90 






95 




Arg 


Arg 


Asn 


Ser 


Gly Cys 


Thr Asn Asn 


Thr 


Ala Leu Phe 














100 




105 













<210> 387 
<211> 379 
<212> DNA 
<213> Homo sapiens 

<400> 387 

acgcgtgacg cgccggcatc ggaagcgttg actgcagaga agaccgcgca cgtggctgtg 
60 
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ggacgtgctg gcacgtctga catggtgcgt :ggacccgcct tctcttcgcc tgcgcatgcc 
120 

atgcaagagg agcttgacaa tgtgcgtgat ctcgcccatg cgcggcagca agcgctcgat 
180 

gctgttcgtt ccgagctgct cgaagcgcag caagcatgtg cctcgtgcca gctgcagctg 
240 

• cagcatgtgc cagatgaccg tgtgcgagcg catcccatat accaggcgct ccatgcggac 
300 

gttgcttaca tgcagcaaga acttgatcac gtacgagacg cattggcttc ggcagaatct 
360 

gagaatgcga gcctgcgcg 
379 

<210> 388 
<211> 114 
<212> PRT 
<213> Homo sapiens 

<400> 388 



Met Arg Leu Val 


Arg Asp Gin Val Leu 


Ala Ala 


Cys 


Lys 


Gin Arg Pro 


1 


5 


10 






IS 


His Gly Ala Pro 


Gly. lie Trp Asp Ala 


Leu Ala 


His 


Asp 


His Leu Ala 


20 


25 








30 


His Ala Ala Ala 


Ala Ala Gly Thr Arg 


His Met 


Leu 


Ala 


Ala Leu Arg 


35 


40 






45 


Ala Ala Arg Asn 


Glu Gin His Arg Ala 


Leu Ala 


Ala 


Ala 


His Gly Arg 


50 


55 




60 




Asp His Ala His 


Cys Gin Ala Pro Leu 


Ala Trp His Ala 


Gin Ala Lys 


jS5 


70 


75 






80 


Arg Arg Arg Val 


His Ala Pro Cys Gin 


Thr Cys 


Gin 


His 


Val Pro Gin 




85 


90 






95 


Pro Arg Ala Arg 


Ser Ser Leu Gin Ser 


Thr Leu 


Pro 


Met 


Pro Ala Arg 


100 


105 








110 . 



His Ala 



<210> 389 
<211> 382 
<212> DNA 
<213> Homo sapiens 

<400> 389 

ngatggccga ctgtcccact gtcagtacgc gaagctcgcc gtcgagtcgg tccacgtccg 
60 

ggcctcccac gtgctccgca accctccgaa gcgatgacct ggcccggggg cggcaacgag 
120 

gtattgcgtt tggagacgct tggggtcaat tacggccagg tgcgcgccgt cgatgccctg 
180 

acgaccaccg tagagcgcgg caccatcacc tgcctcatgg gtcgaaatgg atcaggcaag 
240 

tcgtctctga tgtgggcgat ccaaggggca acaaagtcct cagggagggt actggtcaac 
300 

cacgagggtt cttgggctga cccccgcaaa gccgacgccg cgaccgctcg acgaatggtg 
360 
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agcttiagtcc cgcagtcagc cn 
382 

<210> 390 
<2X1> 127 
<212> PRT 

<213> Homo sapiens 
<400> 390 

Xaa Trp Pro Thr Val Pro Leu Ser Val Arg Glu Ala Arg Arg Arg Val 

1 5 10 15 

Gly Pro Arg Pro Gly Leu Pro Arg Ala Pro Gin Pro Ser Glu Ala Met 

20 25 30 

Thr Trp Pro Gly Gly Gly Asn Glu Val Leu Arg Leu Glu Thr Leu Gly 

35 40 45 

Val Asn Tyr Gly Gin Val Arg Ala Val Asp Ala Leu Thr Thr Thr Val 

50 55 60 

Glu Arg Gly Thr lie Thr Cys Leu Met Gly Arg Asn Gly Ser Gly Lys 
65 70 75 80 

Ser Ser Leu Met Trp Ala He Gin Gly Ala Thr Lys Ser Ser Gly Arg 

85 90 95 

Val Leu Val Asn His Glu Gly Ser Trp Ala Asp Pro Arg Lys Ala Asp 

100 105 110 

Ala Ala Thr Ala Arg Arg Met Val Ser Leu Val Pro Gin Ser Ala 
115 120 125 

<210> 391 
<211> 456 
<212> DNA 
<213> Homo sapiens 

<400> 391 

nnacgcgttg ccgctctgtg aggcgcctat cacggtgaca ctctcggtgc tatgagcgtg 
60 

tgcgacccta tcggtggcat gcacgccntg ttcagcgact ctattcccca gcagatcttc 
120 

ctgcccgcgc cctccttctt tcgccgccga cgaggccgac gtggagacgt ggtgcagcga 
180 

ggccgatgaa tcctggacac ccaccgcgac gacctggccg ggatcattgt cgagcccatc 
240 

ttgcaaggag ccggaggcat gtggccgtgg tctccgtcct gtctgaagca cctgcgccgt 
300 

cgtgctgatg aacttgacct agttcttatc gccgacgagg tcgctactgg atttgggcgg 
360 

actggcaaac ttttcgcatg cgagtgggcc gatatcgttc ctgacatcat ggtggttggg 
420 

aaatccatga ctggcggata cctgacccag tcggcc 
456 

<210> 392 
<211> 55 
<212> PRT 

<213> Homo sapiens 
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<400> 392 

Gly Ala Tyr His Gly Asp Thr Leu Gly Ala Met Ser Val Cys Asp Pro 

1 5 10 15 

lie Gly Gly Met His Ala Xaa Phe Ser Asp Ser He Pro Gin Gin lie 

20 25 30 

Phe Leu Pro Ala Pro Ser Phe Phe Arg Arg Arg Arg Gly Arg Arg Gly 

35 40 45 

Asp Val Val Glh Arg Gly Arg 
50 55 

<210> 393 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 393 

nacgcgttgc tcgtcattgg tggctactcg gcctacgaag gtatctacac catgatgact 
60 

gagcgggacc ggtacccggc tttccgtatt ccgacggtgt gcatcccggc ttctatcgac 
120 

aacaacctcc ccggttcgga actgtccatc ggcaccgaca ccgctctcaa cgtcatcgtc 
180 

gaggcgatgg acaagattaa ggagtcgggt atcgcgtcca gacgctgctt cgtcgtcgag 
240 

acgatgggtc gtgactgcgg atacctcgcg ttgatgtcgg gtatcgcagc tggcgctgag 
300 

cggatctata ccaacgagga cggtatctcc ctggacgatc tagccaacga cgtccattgg 
360 

ttgcgggagt c 
371 

<210> 394 . 
<211> 123 
<212> PRT 

<213> Homo sapiens 



<400> 394 






Xaa 


Ala 


Leu Leu Val 


He Gly Gly Tyr Ser Ala Tyr 


Glu Gly He Tyr 


1 




5 


.10 


15 


Thr 


Met 


Met Thr Glu 


Arg Asp Arg Tyr Pro Ala Phe 


Arg He Pro Thr 






20 


25 


30 


Val 


Cys 


lie Pro Ala 


Ser He Asp Asn Asn Leu Pro 


Gly Ser Glu Leu 






35 


40 


45 


Ser 


He 


Gly Thr Asp 


Thr Ala Leu Asn Val He Val 


Glu Ala Met Asp 




50 




55 60 


Lys 


He 


Lys Glu Ser 


Gly He Ala Ser Arg Arg Cys 


Phe Val Val Glu 


65 






70 75 


80 


Thr 


Met 


Gly Arg Asp 


Cys Gly Tyr Leu Ala Leu Met 


Ser Gly He Ala 






85 


90 


95 


Ala 


Gly 


Ala Glu Arg 


He Tyr Thr Asn Glu Asp Gly 


He Ser Leu Asp 






100 


105 


110 


Asp 


Leu 


Ala Asn Asp 


Val His Trp Leu Arg Glu 








115 


120 





628 



wo 00/58473 



PCT/USOO/08621 



<210> 395 

<211> 351 

:<212> DNA 

<213> Homo sapiens 

;<400> 395 

gaattctagt tgggagattc attgaccaga cttttggaat aaacactagt catcatgcta 

60 

gcgacaggtg gtcttgtgca tggtagaaag gcagtccaag cctatgtctc tgaaacctgc 
120 

tctcatttct gttttctact ttacgattta tgttatctca tactccccat gttgcctgtt 
180 

ctccagtttt tttacttgtg ttatttccat tcttctattc ctgctcaatt tctgcctcag 
240 

ggcagaattg tgtccaacag ctcttaaatg cagcgcagaa actgtgatgt taaaaacatc 

300 

ttgttatccg gccccaaaac atgttgtcct tggtaactct tactggtttg t 
351 

<210> 396 

<211> 90 

<212> PRT 

<213> Homo sapiens 

<400> 396 

Met Val Glu Arg Gin Ser Lys Pro Met Ser Leu Lys Pro Ala Leu lie 

1 5 10 15 

Ser Val Phe Tyr Phe Thr lie Tyr Val lie Ser Tyr Ser Pro Cys Cys 

20 25 30 

Leu Phe Ser Ser Phe Phe Thr Cys Val lie Ser lie Leu Leu Phe Leu 

35 40 45 

Leu Asn Phe Cys Leu Arg Ala Glu Leu Cys Pro Thr Ala Leu Lys Cys 

50 55 60 

Ser Ala Glu Thr Val Met Leu Lys Thr Ser Cys Tyr Pro Ala Pro Lys 
65 70 75 80 

His Val yal Leu Gly Asn Ser Tyr Trp Phe 
85 90 

<210> 397 
<211> 483 
<212> DNA 
<213> Homo sapiens 



<400> 397 

gccgtcatta aagagatcac ccctctcctc caacctggtg atgtcctcgt cgacggtggt 
60 

aatgcttatt ttggtgatac ccgccgccgt gaggaggaaa tacgtcccac cggcattcac 
120 

tatgttggta ctggcatctc cggtggggga gtcggggccc . tgagggtccc atcaattatg 
180 

cctggcgggg ttaaggaatc ttacgaaatc atcggaccgg tcttagaaaa aatctccgcc 
240 

cacgtcgacg gtgaaccctg ctgcgcatgg atgggtactg acggcgccgg acacttcgtc 
300 
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aagatggtcc ataatggcat cgagtacgcc gatatgcagt tcattggcga ggcgcccttc 
360 



ctttttgcgn tgcccgccgg tttgaccaat gctgaggccg ccgatgcctt cgagtcgtgg 
420 

aaccatggcg acctcaattc ctacctcgtc gaaatcactt ctcgggtact gcgtgccaag 

480 

gat 

483 

<210> 398 
<211> 161 
<212> PRT 

<213> Homo sapiens 
<400> 398 

Ala Val He Lys Glu He Thr Pro Leu Leu Gin Pro Gly Asp Val Leu 

1 5 10 15 

Val Asp Gly Gly Asn Ala Tyr Phe Gly Asp Thr Arg Arg Arg Glu Glu 

20 25 30 

Glu He Arg Pro Thr Gly He His Tyr Val Gly Thr Gly He Ser Gly 

35 40 45 

Gly Gly Val Gly Ala Leu Arg Val Pro Ser He Met Pro Gly Gly Val 

SO 55 60 

Lys Glu Ser Tyr Glu He He Gly Pro Val Leu Glu Lys He Ser Ala 
^5 70 75 80 

His Val Asp Gly Glu Pro Cys Cys Ala Trp Met Gly Thr Asp Gly Ala 

85 90 95 

Gly His Phe Val Lys Met Val His Asn Gly He Glu Tyr Ala Asp Met 

100 105 110 

Gin Phe He Gly Glu Ala Pro Phe Leu Phe Ala Xaa Pro Ala Gly Leu 

115 120 125 

Thr Asn Ala Glu Ala Ala Asp Ala Phe Glu Ser Trp Asn His Gly Asp 

135 140 
Leu Asn Ser Tyr Leu Val Glu He Thr Ser Arg Val Leu Arg Ala Lys 
"5 150 155 160 

Asp 



<:210> 399 

<211> 314 

<212> DNA 

<213> Homo sapiens 

<400> 399 

nngggaatga agaccaccca gcccttcctt tcctcaaatc ttctccaggc ttctgtgcat 
60 

ggctcatcca cccatccact cattcaccca tctatccatc cactcatcca cccatccagt 
120 

cattcactca tttgtccatc cactcatgta cccatccact cattcgccca tttatcca*:c 
180 

cactcaacca tccactcatc cacccatcca nctcatcatc cgtccagtca cccatctatc 
240 

cacccatgta tccatccact catccaccca tccactcatc tgtccatcca cttatccacc 
300 
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catctactca ccca 
314 

<210> 400 
<211> 104 
<212> PRT 

<2 13 > Homo sapiens 
<400> 400 



Xaa 


Gly 


Met 


Lys 


Thr 


Thr 


Gin Pro 


Phe 


Leu 


Ser 


Ser Asn 


Leu 


Leu 


Gin 


1 








5 








10 








15 




Ala 


Ser 


Val 


His 


Gly Ser Ser Thr His Pro Leu 


He His 


Pro 


Ser 


He 








20 








25 








30 






His 


Pro 


Leu 


lie 


His 


Pro 


Ser Ser 


His 


Ser 


Leu 


He Cys Fro Ser Thr 






35 








40 








45 








His 


Val 
50 


Pro 


He 


His 


Ser 


Phe Ala 
55 


His 


Leu 


Ser 


He His 
60 


Ser 


Thr 


He 


His 


Ser 


Ser 


Thr 


His 


Pro 


Xaa His 


Hiis 


Pro 


Ser 


Ser His 


Pro 


Ser 


He 


65 










70 








75 








80 


His 


Pro 


Cys 


He 


His 
85 


Pro 


Leu He 


His 


Pro 
90 


Ser 


Thr His 


Leu 


Ser 
95 


He 


His 


Leu 


Ser 


Thr 
100 


His 


Leu 


Leu Thr 

















<210> 401 

<211> 2165 

<212> DNA 

<213> Homo sapiens 

<400> 401 

gagaaaatgg aaccacccgt acataaattia ggtgagcaaa cagtgataca ggtagtttta 

; 60" ^ ■ ■ ' 

agaagcaaat atatacagtc aatttaacag. tgtttacttc tctggattgt ttaatggtgt 
120 

caaaatgaaa gatctattga agtttcacta tacattgcat tgattgaacc ttggagagtt 
180 

ttatgaaaaa gaggggcatc ccttgccatc tgtttgccag tcttccttgc cccttccttt 
240 

gaaatgcccg cctctttttt gcccagattg tctcctgacc atccgaactc agatggggtc 
300 

ctctaagttc ttcctggata. tCcacaaatc ccttcacaag gcccacgtgc gaagtgaacg 
360 

atctggaggt' gcctgggcat ctgtgttgga agggagtcaa gactcaccag ccagtcagtt 
420 

tgtgggccac agttgtccca caaaaatcag gcatgttcac ctcccctctg ggcccccaca 
480 

gctgggactg accatagcct cagattagaa gaaacactga cttctaactc tataagccag 
'540 

cactcctggg taaggagtga agctctgttg gccatgccgc tctggactigc tgggcagagc 
600 

tgagcctaca gtttcgeact ggggtgcacg gatgacagct gggaagacgg aaaggcagct 
660 

tgaggattta tagcagctaa agggtaaatg ctgttatgca aaaggtcccc atatgaactt 
720 
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cctacaggtg tagccgcagc caagtgtctg ta[cagctgct gagaatttgt cggtgatgta 
aaaattcctc tttgcatcac aagcgagtgg aaagccaggg gctgcatgag tggagaaagc 

840° 

acagtctggt ttttcaagta ctgcagagaa tgagaatacc cagccgggag cctggagttg 

aggcccgagt tacacaggct cccggaatac agacctggga agatagggga ggagagggga 
960 



agcttgcggc cttttgatcc gcccccggaa tgcceaccgt gcgctgcttt gctgccttca 
1020 

tctcctgctc agaggecttc tccttcccag agacctcctt ggatgggtct aagggagaca 
X080 

ctgccogggc ctttttccct gcaatcacaa ggtccaaatc ctccaggctg cgcttgatcg 
gccgcgccgc cccaatgttc tacgggccca ttttccggtg caggattggg tggaccatgc 
ctcccatctt cctgaaattc tccagtctca catggtgagg ttttcctgat cttgaaagcg 
attcagggta ttttttaggg cctgacatgg tcatgggtga tacccgacag gctttggggt 
gacagtbtcg actctggctg cctaagacct ggaactggga gatgcctttg ctctcctggg 
lllT^^^^. aggcccagga ccttgccggt aggtttgtgc gggttcttgg 

gaaggctcag atctgtaggc tgatcatccg taggggcttc tgctgccgcc gacttcttgt 
cttgcaggtg cagggacgtg agataattta catggagctt ttcttggtgt ctgtgggaag 
gaaaagaact gttt?:ccgat tccctgtaca tgtccctgga agggtatttg gatgtctgtt. 
cattatgaag atggtgctcg gtgtgtctgt agaggctatg gagatgaggg gacgagtaga 

Xd.oO 

agtcagccag gaagctaggc atgtgggaat gggggagggc ccttttctct aagagtttat 
ctgaatttct tgcttcagga cgtaggagtc agcaaggggg ttaaggtgat 

XoOO 

gcttggagaa gccgcagcgg tggggatctg atcgactcag tttctcatgc ttaaagatgt 
XB60 

cattgatggt ctttcfcctct tccgagggct tgcttctgaa aetctggacg tgctgaatca 
Sir^^"^ ^''^^^'^^^'^ atatggtcag tgctttggcc atggtgggtc tgggacaaac 
2o!r''*''^^ ^^''^^^''"^ gcaatcagtt tctttttgct gatcaaaggg ggtggggagc 
cacaagggta gctgctggag aggctggccc cactcacttg ggacaaaagc tttttcttgg 
ccagtgggga catcatgcct gggttgcccc tagagtagag caggggcgtg taattaagtc 

catgg 
2X65 

<2X0> 402 
<2XX> 87 
<2X2> PRT 
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<2X3> Homo sapiens 
<400> 402 

Glu Tyr Pro Ala Gly Ser Leu Glu Leu Arg Pro Glu Leu His Arg Leu 

1 5 10 15 

Pro Glu Tyr Arg Pro Gly Lys lie Gly Glu Glu A^ Gly Ser Leu Trp. 

20 25 30 

Pro Phe Asp Pro Pro Pro Glu Cys Pro Pro Cys. Ala Ala Leu Leu Pro 

35 40 45 

Ser Ser Pro Ala Gin Arg Pro Ser Pro Ser Gin Arg Pro Pro Trp Met 

50 55 60 

Gly Leu Arg Glu Thr Leu Pro Gly Pro Phe Ser Leu Gin Ser Gin Gly 
65 70 75 80 

Pro Asn Pro Pro Gly Cys Ala 
BS 

<210> 403 
<211> 369 
<212> DNA 
<213> Homo sapiens 

<400> 403 

cccatgggtg tgtcccagga cggcgtcacg aagcgtcagg taaatgacaa ggaaacggtc 
60 

gcgcacctgc tcgaatacac gacgcaagtg tctgtcgaot cgacgccgca actcgtccag 
120 

ccttcgccca cgtcgcacga caacctcgtg cctgtccaga tgatcttttg cttcaagcag 
180 

cgcaacgcga aaaagatcaa Cagccaccgc tgggtatttc atgcactggg ccgcatgcta 
:240 . * 

; cagcccgaca tggtcgtctt ggtggacgtc ggcacgaagc ccggccacct cgccccacac 

300 

catctatggc aggcattcta tcaccgacct accttgggcg gtgcttgcgg cgaaattcat 
360 

gctatgatc 
369 



<210> 404 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 404 



Pro 


Met 


Gly 


Val 


Ser 


Gin 


Asp 


Gly 


Val 


Met 


Lys Arg 


Gin Val 


Asn Asp 


1 








5 










10 






15- 


Lys 


Glu 


Thr 


Val 


Ala 


His 


Leu 


Phe 


Glu 


Tyr 


Thr Thr 


Gin Val 


Ser Val 








20 










25 






30 




Asp 


Ser 


Thr 


Pro 


Gin 


Leu 


Val 


Gin 


Pro 


Ser 


Pro Thr 


Ser His 


Asp Asn 






35 










40 








45 




Leu 


Val 


Pro 


Val 


Gin 


Met 


He 


Phe 


Cys 


Phe 


Lys Gin 


Arg Asn 


Ala Lys 




50 










55 








60 






Lys 


lie 


Asn 


Ser 


His 


Arg 


Trp 


Val 


Phe 


His 


Ala Leu 


Gly Arg 


Met Leu 


65 










70 










75 




60 


Gin 


Pro 


Asp 


Met 


Val 


Val 


Leu 


Val 


Asp 


Val 


Gly Thr 


Lys Pro 


Gly His 
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85 90 95 

Leu Ala Leu Tyr His Leu Trp dn Ala Phe Tyx His Arg Pro Thr Leu 

100 105 110 

Gly Gly Ala Cys Gly Glu lie His Ala Met lie 
lis 120 



<210> 405 
c211> 840 
<212> DNA 
<213> Homo sapiens 

<400> 405 

gaattcccgc gcaccagctc gaagctggag cactttgtgt ctatcctgct gaagtgcttc 
60 

gactcgccct ggaccacgag ggccctgtcg gagacagtgg tggaggagag cgaccccaag 
120 

ccggccttca gcaagatgaa tgggtccatg gacaaaaagt catcgaccgt cagtgaggac 
180 • 

gtggaggcca ccgtgcccat gctgcagcgg accaagtcac ggatcgagca gggtatcgtg 
240 

gaccgcccag agacgggcgt gctggacaag aaggaggggg agcaagccaa ggcgctgttt 
300 

gagaaggtga agaagctccg gacccatgcg gaggaggggg acattgtgta ccgcctctac 
360 

atgcggcaga ccatcatcaa ggtgatcaag ttcatcccca tcatctgcta caccgtctac 
420 

tacgtgcaca acatcaagtt cgacgtggac tgcaccgtgg acattigagag cctgacgggc 
480 

taccgcacct accgctgtgc ccaccccctg gccacactct tcaagatcct ggcgtccttc 
540 ■ — 
.: tacaccagcc tagtcatctt ctacggcctc atctgcatigt: abacactgtg gtggatgcta 

600 • 

cggcgctccc tcaagaagta ctcgtttgag tcgatccgtg aggagagcag ctacagcgac 
660 

atccccgacg tcaagaacga cttcgccttc atgctgcacc tcattgacca atacgacccg 
720 

ctctactcca agcgcttcgc cgtcttcctg tcggaggcga gtgagaacaa gctgcggcag 
780 

ctgaacctca acaacgagtg gacgctggac aagctccggt acggagagaa gacaacgcgt 
840 

<210> 406 

<211> 91 

<212> PRT 

<213> Homo sapiens 

<400> 406 

Leu lie Cys Met Tyr Thr Leu frp Trp Met Leu Arg Arg Ser Leu Lys 

1 5 10 IS 

Lys Tyr Ser Phe Glu Ser He Arg Glu Glu Ser Ser Tyr Ser Asp lie 

20 25 30 

Pro Asp Val Lys Asn Asp Phe Ala Phe Met Leu His Leu He Asp Gin 

35 40 45 

Tyr Asp Pro Leu Tyr Ser Lys Arg Phe Ala Val Phe Leu Ser Glu Val 



634 



wo 00/58473 



PCT/USOO/08621 



50 55 60 

Ser Glu Asn Lys Leu Arg Gin Leu Asn Leu Asn Asn Glu Trp Thr Leu 
65 70 75 80 

Asp Lys Leu Arg Tyr Gly Glu Lys Thr Thr Arg 
85 90 

<210> 407 
<211> 535 
<212> DNA 

<213> Homo sapiens 
<400> 407 

gcctattgta ccagctctcc agggctgggg acttgctaga gcagggttcc cagtgccccc 
60 

aggctctact ttgctctgcc tggtctcagg gtgtagggga tggagagctg gacttccagc 
120 

ctgcttcttg gctgtctagg ggccaggggc tcgggacaca gagctcctgg aggccgagca 
180 

caagccttgg gcagaggtga ggcagagccc tgactgtttc attcgactac gttgccaagg 

240 

agatgctcgc tcggagtggt tgctctggct ctgggattcc aaaccaagct gccttctctg 
300 

atgtggcctt agtgctctgg gcggatgtac cttggctctg cctggaccct ctctctcttc 
360 

caggcctctg tcccaccagg atgatgccta tccagagctc attgtcctct cccacttcct 
420 

ccccgagctt cccattccgt gtctctctgg agggcccatc atcatcctgg tggaggtgtt 
480 

gcactgagga ccacagcagc cctcgcattc ccacgggcaa aggggtatgt gtagg 
535 

<210> 408 
<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 408 

Met Leu Ala Arg Ser Gly Cys Ser Gly Ser Gly lie Pro Asn Gin Ala 

15 10 15 

Ala Phe Ser Asp Val Ala Leu Val Leu Trp Ala Asp Val Pro Trp Leu 

20 25 30 

Cys Leu Asp Pro Leu 3er Leu Pro Gly Leu Cys Pro Thr Arg Met Met 

35 40 45 

Pro lie Gin Ser Ser Leu Ser Ser Pro Thr Ser Ser Pro Ser Phe Pro 

50 55 60 

Phe Arg Val Ser Leu Glu Gly Pro Ser Ser Ser Trp Trp Arg Cys Cys 
65 70 75 80 

Thr Glu Asp His Ser Ser Pro Arg lie Pro Thr Gly Lys Gly Val Cys 
85 90 95 

Val 



<210> 409 
<211> 375 
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<212> DNA 

<213> Homo sapiens 

<400> 409 

ngtgtcatgg gtgtctatac cagcgatgag gccaagactg ccaagacttt tggtattggt 
60 

ggacttccga ttacgactaa tatttctctt gccaacaact tcaatatgga tgaaatttct 
120 

gatattgtct tccgtgtcaa tgataccagt ttgacaccaa ctgtgggacc agaattagct 
180 

agaaaattga ccgaaattgc tggtcttcag caaggggagt atcaggtgtc agatgcgact 
240 

gcagccttcc aagaagtgca acaattgttc ggctttataa ctacgattat tagtgccatt 
300 

gcaggaattt ccctttttgt tggagggact ggtgttatga acatcatgct ggtttcggtg 
360 

acggagcgta cgcgt 
375 



<210> 410 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 410 



Xaa 


Val Met Gly Val Tyr 


Thr Ser 


Asp 


Glu Ala Lys 


Thr 


Ala 


Lys 


Thr 


1 


5 






10 






15 




Phe 


Gly lie Gly Gly Leu 


Pro He 


Thr 


Thr Asn He 


Ser 


Leu 


Ala 


Asn 




20 




25 






30 






Asn 


Phe Asn Met Asp Glu 


lie Ser 


Asp 


He Val Phe 


Arg 


Val 


Asn 


Asp 




35 


40 






45 






Thr 


Ser Leu Thr Pro Thr 


Val Gly 


Pro 


Glu Leu Ala 


Arg 


Lys 


Leu 


Thr 




50 


55 




60 










Glu 


lie Ala Gly Leu Gin 


Gin Gly 


Glu 


Tyr Gin Val 


Ser 


Asp 


Ala 


Thr 


65 


70 






75 








80 


Ala 


Ala Phe Gin Glu Val 


Gin Gin 


Leu 


Phe Gly Phe 


He 


Thr 


Thr 


He 




85 






90 






95 




lie 


Ser Ala He Ala Gly 


He Ser 


Leu 


Phe Val Gly 


Gly 


Thr 


Gly Val 




100 




105 






110 






Met 


Asn He Met Leu Val 


Ser Val 


Thr 


Glu Arg Thr 


Arg 










115 


120 






125 









<210> 411 
<211> 409 
<212> DNA 
<213> Homo sapiens 



<400> 411 

ccacatactt caccctcctc accccctcca cctactccac cacctggcag tcgccatcga 
60 

ggatgggacg caaccccacg tccacatgct ccggaccacg cggcgtgtgg tggatgtgca 
120 

gcacgcggtc ggggcccctt gagctcgaag gcgcggcgca tcgggcagtg ctcgccggcc 
180 
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tggtcgcagg gcacgtcgca ctggtgcgag acgcggaagc acttgtggcc gatgtaggcg 
240 

cgaccgrgctg tcccgaactg gcgctgatag gccgtgtaca caacacaaac tgttgtactc 
300 

ccggtccacc acgatcatgg gctgggactc gtgttccagg tggggggcca gggcttgggc. 
360 

ctgcggtgag cgcgtggggt ggatggggca tagcgtcggt gaggaggtg 
409 

<210> 412 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 412 

Met Pro His Pro Pro His Ala Leu Thr Ala Gly Pro Ser Pro Gly Pro 

15 10 15 

Pro Pro Gly Thr Arg Val Pro Ala His Asp Arg Gly Gly Pro Gly Val 

20 25 30 

Gin Gin Phe Val Leu Cys Thr Arg Pro lie Ser Ala Ser Ser Gly Gin 

35 40 45 

Pro He Ala Pro Thr Ser Ala Thr Ser Ala Ser Ala Ser Arg Thr Ser 

50 55 60 

Thr Thr Cys Pro Ala Thr Arg Pro Ala Ser Thr Ala Arg Cys Ala Ala 
65 70 75 80 

Pro Ser Ser Ser Arg Gly Pro Asp Arg Val Leu His He His His Thr 

85 90 95 

Pro Arg Gly Pro Glu His Val Asp Val Glu Leu Arg Pro He Leu Asp 

100 105 110 

Gly Asp Cys Gin Val Val Glu 
115 

<210> 413 
. <211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 413 

ccgggcatcc caccaccggg tgtcatgaac caagtagtgg cccctatggt agggactcca 
60 

gcaccgggtg gaagtccata tggacaacag gtgggagttt tggggcctcc agggcagcag 
120 

gcaccacctc cataccccgg cccacatcca gctggacccc ctgtcataca gcagccaaca 
180 

acacccatgt ttigtagctcc ccccccaaag acccagcggc ttcttcactc agaggcctac 
240 

ctgaaataca ttgaaggact cagtgcggag tccaacagca ttagcaagtg ggatcagaca 
300 

ctggcagctc ggagacgcga cgcccatttg tcgaaagaac aggagagccg cctaccc 
357 

<210> 414 
<211> 119 
<212> PRT 
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<213> Homo sapiens 
<400> 414 

Pro Gly He Pro Pro Pro Gly Val Met Asn Gin Val Val Ala Pro Met 

^5 10 15 

Val Gly Thr Pro Ala Pro Gly Gly Ser Pro Tyr Gly Gin Gin Val Gly 

20 25 30 

Val Leu Gly Pro Pro Gly Gin Gin Ala Pro Pro Pro Tyr Pro Gly Pro 

35 40 45 

His Pro Ala Gly Pro Pro Val He Gin Gin Pro Thr Thr Pro Met Phe 

50 55 60 

Val Ala Pro Pro Pro Lys Thr Gin Arg Leu Leu His Ser Glu Ala Tyr 

70 75 80 

Leu Lys Tyr He Glu Gly Leu Ser Ala Glu Ser Asn Ser He Ser Lys 

85 90 95 

Trp Asp Gin Thr Leu Ala Ala Arg Arg Arg Asp Val His Leu Ser Lys 

100 105 110 

Glu Gin Glu Ser Arg Leu Pro 
115 

<210> 415 
<211> 332 
<212> DNA 
<213> Homo sapiens 

<400> 415 

tctagagcca acttggttat cgtaatgaat agagagacta catctatatc aattattacg 

ctctatagta atcatgaagc ttgggttata tgtatgacaa aaattgcaga aaaatcgaaa 

caagaatatg gcgacttact aaaagaaaaa gaccatttac aagatatgga acagcttgag 
180 

atgactatcg tctcgatcca tacgccgtat ccgtccattg tcagaattca aggaaaaatc 
240 

aacacattac agccagagct ttggcaagct cccaatttag caattcggtt aattgtgagc 

aatccgccag agggacaacc catctcacgc gt 
332 

<210> 416 
<211> 102 
<212> PRT 
<213> Homo sapiens 

<400> 416 

Met Asn Arg Glu Thr Thr Ser He Ser He He Thr Leu Tyr Ser Asn 

1 5 10 15 

His Glu Ala Trp Val He Cys Met Thr Lys He Ala Glu Lys Ser Lys 

20 25 30 

Gin Glu Tyr Gly Asp Leu Leu Lys Glu Lys Asp His Leu Gin Asp Met 

35 40 45 

Glu Gin Leu Glu Met Thr He Val Ser He His Thr Pro Tyr Pro Ser 
50 .55 

He Val Arg He Gin Gly Lys He Asn Thr LeM Gin Pro Glu Leu Trp 
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65 70 75 80 

Gin Ala Pro Asn Leu Ala lie Arg Leu lie Val Ser Asn Pro Pro Glu 

85 90 95 

Gly Gin Pro lie Ser Arg 
100 

<210> 417 
<211> 483 
.<212> DMA 
<213> Homo sapiens 

<400> 417 

gaattcctcg ccgtctctga ggtgggcgag gacacctttg tgcgctccac cgagggagac 
60 

tacgcggcca acgtcgaggc cgtggtgacc ccagcaccgg cggagaaaga tattgagggc 
120 

cagccagaag cacaggaaca tgacaccccg ggtacagaga ccattgagaa gctggtcgaa 
180 

tgggcccagg gcgcaggcat tactgtaaac ccccgcgttg tttgttatta taccctcaag 
240 

cgcatgatga tcaagctcca ccacccggcc gcggagagcg aagagcgcga gtccgagttg 
300 

gcggcggttc tcatccctgg cgatcgagag ctggatgaaa agcgcctitga ggccgcactc 
360 

gagccggtgg agtttgagtt ggcaggggat aaggactttg cagacaatga cttcctagtc 
420 

aagggctatg ttggcccgcg cgccttgaac gccaatggca tcaaggtctt ggccgatcca 

480 

cgc 

483 

<210> 418 
<211> 161 
<212> PRT 

<213> Homo sapiens 



<400> 418 



Glu 


Phe 


Leu 


Ala 


Val 


Ser 


Glu 


Val 


Gly 


Glu 


Asp Thr 


Phe 


Val 


Arg 


Ser 


1 








5 










10 








15 




Thr 


Glu 


Gly 


Asp 


Tyr 


Ala 


Ala 


Asn 


Val 


Glu 


Ala Val 


Val 


Thr 


Pro 


Ala 








20 










25 








30 






Pro 


Ala 


Glu 


Lys 


Asp 


He 


Glu 


Gly 


Gin 


Pro 


Glu Ala 


Gin 


Glu 


His 


Asp 






35 










40 








45 








Thr 


Pro 


Gly 


Thr 


Glu 


Thr 


lie 


Glu 


Lys 


Leu 


Val Glu 


Trp 


Ala 


Gin 


Gly 




50 










55 








60 










Ala 


Gly 


lie 


Thr 


Val 


Asn 


Pro 


Arg 


Val 


Val 


Cys Tyr 


Tyr 


Thr 


Leu 


Lys 


65 










70 










75 








80 


Cys 


Met 


Met 


He 


Lys 


Leu 


His 


His 


Pro 


Ala 


Ala Glu 


Ser 


Glu 


Glu 


Arg 










85 










90 








95 




Glu 


Ser 


Glu 


Leu 


Ala 


Ala 


Val 


Leu 


He 


Pro 


Gly Asp 


Arg 


Glu 


Leu 


Asp 








100 










105 








110 






Glu 


Lys 


Arg 


Leu 


Glu 


Ala 


Ala 


Leu 


Glu 


Pro 


Val Glu 


Phe 


Glu 


Leu 


Ala 






115 










120 








125 








Gly 


Asp 


Lys 


Asp 


Phe 


Ala 


Asp 


Asn 


Asp 


Phe 


Leu Val 


Lys 


Gly 


Tyr 


Val 
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130 135 
Gly Pro Arg Ala Leu Asn Ala Asn 
145 150 
Arg 



140 

Gly lie Lys Val. Leu Ala Asp Pro 
.155 160 



<210> 419 
<211> 797 
<212> DNA 
<213> Homo sapiens 

<400> 419 

atttcacccc aggaaaacca gtaaggacca atgattaagc ccaaggttgg gtaccgagtt 
60 

cggatccata agtaccggcc gcccagggtg ctggaatttg ggctcccccc ggtgaaaata 
120 

tccatgcagc cgcgttgtct taggtagaaa agggagactg gggtggggtg ggctgagctc 
180 

aagcccctgc ctacatactt tagtagtaac gactcccgat ctgcatccaa cacatttacc 
240 

gaacttctag taagcgcccc ccgctgcaag cgaaagcact cccctgccaa gaaacagatc 

ttttccactt aaaattccca aactcagacc ttccactttt tactgaacaa aaagcgtgta 
360 

catgatctga agggttgaca tgacattttc taaattgggc gaatcaggaa gaggttgatg 
420 

aaaatccttg acgttttctg gggataggac atttgtgtgt gataacgttc ttaagtcgaa 
480 

tttcagtgtg gcagtgcacg cagattcttc attggtgtta gtgtatttcc atacggtatg 
540 

€o"^^^^^^ ttccctttga cactcgaacc caaggagtgg tccgaggctt 

tttgaggcaa cgtaggatca atgtctctga agcagatttg gtgaaggatg caggtctcat 
660 

aatttacaga gcaatcacag ccttctttga aacggagaaa ttagattcta tgaaattttg 
720 

tcagtgcaga tagatatgat gtggagaaac ggggaaaatt gagtacaaaa agatgaggct 
78 0 

tgaatgatgg ctggcca 
797 

<210> 420 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 420 

Met Arg Pro Ala Ser Phe Thr Lys Ser Ala Ser Glu Thr Leu He Leu 

15 10 15 

Arg Cys Leu Lys Lys Pro Arg Thr Thr Pro Trp Val Arg Val Ser Lys 

20 25 30 

Gly Thr Leu Phe Leu Val Leu He His Thr Val Trp Lys Tyr Thr Asn 

35 40 45 

Thr Asn Glu Glu Ser Ala Cys Thr Ala Thr Leu Lys Phe Asp Leu Arg 
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50 55 60 

Thr Leu Ser His Thr Asn Val Leu Ser Pro Glu Asn Val Lys Asp Phe 
65 70 75 80 

His Gin Pro Leu Pro Asp Ser Pro Asn Leu Glu Asn Val Met Ser Thr 

85 90 95 

Leu Gin lie Met Tyr Thr Leu Phe Val Gin 
100 105 

<210> 421 
<211> 406 
<212> DNA 

<213> Homo sapiens 
<400> 421 

ggatccacca tgatggagcc cacccaccca tcctcagtcc acctgctgca gcttctccat 
60 

aacccaacac aggtcaatct tgtctcccta aacacaccat gtgctctcat gctgccatgg 
120 

tttgcctggg gccctctcta cctcctctgc tttctggaga acccttgcac tcctcccaag 
180 

ccttcaagtt ggaaagtgaa cagtcagcat atgtctctag ctcagccctt actgcgtgga 
240 

ttcatgaaga ttggttcact gtcagcccct gaccagaacg . tgtgttttag gaaagcagga 
300 

accaagtctt accaatgtct gtagtcccag cctccaccct ggcatacagt aggtgctcat 
360 

tgaatgtggg agggaaagag gagacacatg gaagggaatg tcattc 
406 

<210> 422 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 422 

Met Met Glu Pro Thr His Pro Ser Ser Val His Leu Leu Gin Leu Leu 

1 5 10 15 

His Asn Pro Thr Gin Val Asn Leu Val Ser Leu Asn Thr Pro Cys Ala 

20 25 30 

Leu Met Leu Pro Trp Phe Ala Trp Gly Pro Leu Tyr Leu Leu Cys Phe 

35 40 45 

Leu Glu Asn Pro Cys Thr Pro Pro Lys Pro Ser Ser Trp Lys Val Asn 

50 ^ 55 60 

Ser Gin His Met Ser Leu Ala Gin Pro Leu Leu Arg Gly Phe Met Lys 
65 70 75 80 

lie Gly Ser Leu Ser Ala Pro Asp Gin Asn Val Cys Phe Arg Lys Ala 

85 90 95 

Gly. Thr Lys Ser Tyr Gin Cys Leu 
100 

<210> 423 
<211> 628 
<212> ONA 

<213> Homo sapiens 
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<400> 423 

ngccacccta cgcctcgcct gcaatggcaa cttcagatcc ccggtggcac cgtagtctta 
60 

gagccaccgg ttctgagcgg ggaggacgac ggggttgggg cggaggaagg agagggagaa 

ggagatgggg atttgctgac gcagacccaa gcccaaacgc cgactccagc acccgcttgg 

ccggcgcccc cagccacacc gcgcttcctg gccctcgcaa atggctccct gttggtgccc 
240 

3o"^^^^^^ ^^^^S^^Sgc gggcgtctac acttgccgtg cacacaatga gctgggcgcc 

aactctacgt caatacgcgt ggcggtggca gcaaccgggc ccccaaaaca cgcgcctggc 
360 

gccgggggag aacccgacgg acaggccccg acctctgagc gcaagtccac agccaagggc 
420 

cggggcaaca gcgtcctgcc ttccaaaccc gagggcaaaa tcaaaggcca aggcctggcc 
4 80 

aaggtcagca ttctcgggga gaccgagacg gagccggagg aggacacaag tgagggagag 
540 

gaggccgaag accagatcct cgcggacccg gcggaggagc agcgctgtgg caacggggac 
600 

ccctctcggt acgtttctaa ccacgcgt 
628 

<210> 424 
<211> 209 
<212> PRT 

<2X3> Homo sapiens 
<400> 424 

Xaa His Pro Thr Pro Arg Leu Gin Trp Gin Leu Gin He Pro Gly Gly 

15 10 15 

Thr Val Val Leu Glu Pro Pro Val Leu Ser Gly Glu Asp Asp Gly Val 

20 25 30 

Gly Ala Glu Glu Gly Glu Gly Glu Gly Asp Gly Asp Leu Leu Thr Gin 

35 40 45 

Thr Gin Ala Gin Thr Pro Thr Pro Ala Pro Ala Trp Pro Ala Pro Pro 

50 55 60 

Ala Thr Pro Arg Phe Leu Ala Leu Ala Asn Gly Ser Leu Leu Val Pro 
^5 70 75 80 

Leu Leu Ser Ala Lys Glu Ala Gly Val Tyr Thr Cys Arg Ala His Asn 

85 90 95 

Glu Leu Gly Ala Asn Ser Thr Ser He Arg Val Ala Val Ala Ala Thr 

105 110 
Gly Pro Pro Lys His Ala Pro Gly Ala Gly Gly Glu Pro Asp Gly Gin 

115 120 125 

Ala Pro Thr Ser Glu Arg Lys Ser Thr Ala Lys Gly Arg Gly Asn Ser 

130 135 140 

Val Leu Pro Ser Lys Pro Glu Gly Lys He Lys Gly Gin Gly Leu Ala 

ISO 155 160 

Lys Val Ser lie Leu Gly Glu Thr Glu Thr Glu Pro Glu Glu Asp Thr 

165 170 175 

Ser Glu Gly Glu Glu Ala Glu Asp Gin He Leu Ala Asp Pro Ala Glu 
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180 185 190 

Glu Gin Arg Cys Gly Asn Gly Asp Pro Ser Arg Tyr Val Ser Asn His 
195 200 205 

Ala 



<210> 425 
<211> 471 
<212> DNA 

<213> Homo sapiens 
<400> 425 

ccggccgtcg aagactttga ggacgatgta gctcgcagcg cagcgttacg agccctggag 
60 

tacgtggatt tgaccccagg cactnaagtg cgcgtcatcg ccattgacac cgtgttccta 
120 

ggatcgtgca cgaatggccg tgaggactta cggctggctg ctgaggttcc caaaggacga 

180 

catatcgcag cgggcacccg gatgctcgtc gcccctggat ctgctcgtgt ccgtctgcag 
240 

gctatggagg aaggcctcga cgagatcggt tcccggtttg ctgacatctt tcgcaataac 
300 

tctgcgaaca atggctcgtt actggctcag gttgaccccg aggtcgtcga agagtcgtgg 
360 

gactttgccg agcagcatcc tggtgagcag ctcaccgtct ccctcgagaa tcggacgatc 

420 

aaccttccgg gtcgcacgac ctacccgttc cacattgatg acgtcacgcg t 
471 

<210> 426 
<211>. 157 
<212> PRT 

<213> Homo sapiens 



<400> 426 



Pro 


Ala 


Val 


Glu 


Asp 


Phe 


Glu 


Asp 


Asp 


Val 


Ala Arg 


Ser 


Ala 


Ala 


Leu 


1 








5 










10 








15 




Arg 


Ala 


Leu 


Glu 


Tyr 


Val 


Asp 


Leu 


Thr 


Pro 


Gly Thr 


Xaa 


Val 


Arg 


Val 








20 










25 








30 






lie 


Ala 


He 


Asp 


Thr 


Val 


Phe 


Leu 


Gly 


Ser 


Cys Thr 


Asn 


Gly 


Arg 


Glu 






35 










40 








45 








Asp 


Leu 


Arg 


Leu 


Ala 


Ala 


Glu 


val 


Pro 


Lys 


Gly Arg 


His 


He 


Ala 


Ala 




50 










55 








60 










Gly 


Thr 


Arg 


Met 


Leu 


Val 


Ala 


Pro 


Gly 


Ser 


Ala Arg 


Val 


Arg 


Leu 


Gin 


65 










70 










7 b 








80 


Ala 


Met 


Glu 


Glu 


Gly 


Leu 


Asp 


Glu 


He 


Gly 


Ser Arg 


Phe 


Ala 


Asp 


He 










85 










90 








95 




Phe 


Arg 


Asn 


Asn 


Ser 


Ala 


Asn 


Asn 


Gly 


Leu 


Leu Leu 


Ala 


Gin 


Val 


Asp 








100 










105 








110 






Pro 


Glu 


Val 


Val 


Glu 


Glu 


Leu 


Trp 


Asp 


Phe 


Ala Glu 


Gin 


His 


Pro 


Gly 






115 










120 








125 








Glu 


Gin 


Leu 


Thr 


Val 


Ser 


Leu 


Glu 


Asn 


Arg 


Thr He 


Asn 


Leu 


Pro 


Gly 




130 










135 








140 










Arg 


Thr 


Thr 


Tyr 


Pro 


Phe 


His 


lie 


Asp 


Asp 


Val Thr 


Arg 
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145 ISO 155 

<210> 427 
<211> 546 
<212> DNA 

<213> Homo sapiens 
<400> 427 

ctagcggtag tagaaggtat gcagtttgat cgcggctact tgtctccgta tttcatcaac 
60 

aatcaagaaa caatgaatgc agagctagaa aacccattta ttcttcttgt tgataagaaa 
120 

atttctaata tccgtgactt gctaccaatt ttggaaggtg ttgctaaagc atcgcgccca 
180 

ttgttgatca ttgcggaaga cgttgaaggc gaagcgttgg caaccttggt tgttaacact 
240 

atgcgcggca tcgtaaaagt agcggcagcg aaagcgccag gttttggtga tcgccgtaaa 
300 

gcaatgcttc aagacattgc tgtgctaacg ggttcaactg ttatttcaga agaaattggc 
360 

attaagcctg aagaagcgac aattgaacag ttgggtacag cgaagcgcgt tacattgaca 
420 

aaagaaagta caacgattgt tgatggtgcg ggtgttgcag ctaatattac tggtcgtgtt 
480 

gagcaaattc gtgcagaaat tgctaactct tcttctggct acgataaaga gaaattgcaa 
540 

gaacgc 
546 

<210> 428 
<211> 182 
<212> PRT 

<213> Homo sapiens 
<400> 428 

Leu Ala Val Val Glu Gly Met Gin Phe Asp Arg Gly Tyr Leu Ser Pro 

^5 10 15 

Tyr Phe lie Asn Asn Gin Glu Thr Met Asn Ala Glu Leu Glu Asn Pro 

20 25 30 

Phe He Leu Leu Val Asp Lys Lys He Ser Asn He Arg Asp Leu Leu 

35 40 45 

Pro He Leu Glu Gly Val Ala Lys Ala Ser Arg Pro Leu Leu He He 

50 55 • 60 

Ala Glu Asp Val Glu Gly Glu Ala Leu Ala Thr Leu Val Val Asn Thr 
^5 70 75 80 

Met Arg Gly He Val Lys Val Ala Ala Ala Lys Ala Pro Gly Phe Gly 

85 90 95 

Asp Arg Arg Lys Ala Met Leu Gin Asp He Ala Val Leu Thr Gly Ser 

100 105 
Thr Val He Ser Glu Glu He Gly He Lys Leu Glu Glu Ala Thr He 

H5 120 125 

Glu Gin Leu Gly Thr Ala Lys Arg Val Thr Leu Thr Lys Glu Ser Thr 

130 135 140 

Thr He Val Asp Gly Ala Gly Val Ala Ala Asn He Thr Gly Arg Val 
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145 150 155 160 

Glu Gin He Arg Ala Glu He Ala Asn Ser Ser Ser Gly Tyr Asp Lys 

165 170 175 

Glu Lys Leu Gin Glu Arg 
180 

<210> 429 
<211> 425 
<212> DNA 
<213> Homo sapiens 

<400> 429 

gctagcagcc cttacaggag acgggctaat aataatgcag cagtggctcc gacaacttgc 
60 

ccgttgcagc cggtcacgga tccatttgct tttagtagac aggcgctcca aagtacacca 
120 

ctgggcagtt cgtccaaaag cagtccacct gtcttgcaag gcccagcccc cgcagggttt 
180 

tctcaacacc ccggtttgct tgtgccttac acacaatgca aaaaatagct ctcagggacc 
240 

ctgtgagccc ctgcctggac ctctgacaca gcccagagca catgccagtc cgttttctgg 
300 

tgcattgaca ccttcagcac ctcctgggcc tgagatgaac aggagtgcag aggtcggtcc 
360 

cagttcagag cctgaagttc agactctgcc atatcttcct cactacattc caggagtgga 

420 

tcctg 

425 

<210> 430 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 430 



Met 


Gin 


Gin 


Trp 


Leu 


Arg 


Gin 


Leu 


Ala 


Arg 


Cys Ser Arg 


Ser 


Arg 


He 


1 








5 










10 






15 




His 


Leu 


Leu 


Leu 
20 


Val 


Asp 


Arg 


Arg 


Ser 
25 


Lys 


Val His His 


Trp 
30 


Ala 


Val 


Arg 


Pro 


Lys 

35 


Ala 


val 


His 


Leu 


Ser 
40 


Cys 


Lys 


Ala Gin Pro 
45 


Pro 


Gin 


Gly 


Phe 


Leu 
50 


Asn 


Thr 


Pro 


Val 


Cys 
55 


Leu 


Cys 


Leu 


Thr His Asn 
60 


Ala 


Lys 


Asn 


Ser 


Ser 


Gin 


Gly 


Pro 


Cys 


Glu 


Pro 


Leu 


Pro 


Gly Pro Leu 


Thr 


Gin 


Pro 


65 










70 










75 






80 


Arg 


Ala 


His 


Ala 


Ser 


Pro 


Phe 


Ser 


Gly 


Ala 


Leu Thr Pro 


Ser 


Ala 


Pro 








85 










90 






95 




Pro 


Gly 


Pro 


Glu 
100 


Met 


Asn 


Arg 


Ser 


Ala 
105 


Glu 


Val Gly Pro 


Ser 
110 


Ser 


Glu 


Pro 


Glu 


Val 
115 


Gin 


Thr 


Leu 


Pro 


Tyr 
120 


Leu 


Pro 


His Tyr He 
125 


Pro 


Gly 


Val 



Asp Pro 
130 
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<210> 431 
<211> 192 
<212> DNA 

<213> Homo sapiens 
<400> 431 

ccagccatcc accagcgtac acacacggga gagaggccct acactggcct cgggtgcaac 
60 

cgccgcttcc gccagcgcac ggccctcgtc atccaccagc gcatccacac gggcgagaag 
120 

cctnacccgt gcccggactg cgagcggcgc ttctcctcct cctctcgcct ggtcagtcac 
180 

cggcgtgtgc ac 
192 

<210> 432 
c211> 64 
<212> PRT 

<213> Homo sapiens 
<400> 432 

Leu Ala lie His Gin Arg Thr His Thr Gly Glu Arg Pro Tyr Thr Gly 

15 10 15 

Leu Gly Cys Asn Arg Arg Phe Arg Gin Arg Thr Ala Leu Val lie His 

20 25 30 

Gin Arg lie His Thr Gly Glu Lys Pro Xaa Pro Cys Pro Asp Cys Glu 

35 40 45 

Arg Arg Phe Ser Ser Ser Ser Arg Leu Val Ser His Arg Arg Val His 
50 55 60 

<210> 433 
<211> 635 
<212> DNA 

<213> Homo sapiens 
<400> 433 

nngccggcgg ctgcgttggg atacgacgtc gctgcgattg ggcgtgagta tctttggtac 
60 

ctcatggagg agcgtggcgc gtatgcggag gccgccgcgc tcatgccgct gctgctccgg 
120 

accgaccgag gcgcgtggga cacgtttgtg tgctgctacc tcgagcggca ccaaagggat 
180 

gcgatactcc cgcacattcc gacgcaggac ccccagctga gtgagatggt gtacgatctc 
240 

gtgctggtgc atctgctgca gcacgatccc ^cgcagctgt tggcgacgct ccgcgcatgg 
300 

ccgagtcaca tctactcgaa gcaggcggtg gctgcggcga tcggcgatca cgcacgaacc 
360 

agccgcacgc tgctcgagtg cctcgcacag ctgtacatgg ccgcacatca gcccggca?g 
420 

gctctgacat actacatgcg cctgcgtgat ccatgcgtgt ttgatctcat tcgcgagtac 
460 

gatctgctga tcgatgtgca gcaccacatc ggcacgctcg tcgagctcga tcaggaatgc 
540 
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gccggctcca ctgagccgcg ctccagcgcg cttatgccgc tgctcgtgcc atatacccac 
600 

tcgattccca tccagcgcgc catggcgcag ctcga 
635 



<210> 434 

<211> 211 

<212> PRT 

<213> Homo sapiens 

<400> 434 



Xaa 


Pro 


Ala Ala 


Ala Leu Gly Tyr 


Asp 


Val Ala Ala 


He 


Gly Arg Glu 


1 






5 






10 




15 


Tyr 


Leu 




Leu Met 


Glu Glu 


Arg 


Gly Ala Tyr 


Ala 


Glu Ala Ala 




20 






25 






30 


Ala 


Leu 


Met Pro 


Leu Leu 


Leu Arg 


Thr 


Asp Arg Gly Ala Trp Asp Thr 






35 




40 






45 




Phe 


Val 


Cys Cys 


Tyr Leu Glu Arg 


His 


Gin Arg Asp 


Ala 


He Leu Pro 




50 




55 




60 






His 


He 


Pro Thr 


Gin Asp 


Pro Gin 


Leu 


Ser Glu Met 


Val 


Tyr Asp Leu 


65 






70 






75 




80 


yal 


Leu 


Val His 


Leu Leu 


Gin His 


Asp 


Pro Thr Gin 


Leu 


Leu Ala Thr 






85 






90 




95 


Leu Arg 


Ala Trp 


Pro Ser 


His He 


Tyr 


Ser Lys Gin 


Ala 


Val Ala Ala 






100 






105 






110 


Ala 


He 


Gly Asp 


His Ala 


Arg Thr 


Ser 


Arg Thr Leu 


Leu 


Glu Cys Leu 






115 




120 






125 




Ala 


Gin 


Leu Tyr 


Met Ala 


Ala His 


Gin 


Pro Gly Lys 


Ala 


Leu Thr Tyr 




130 






135 




140 






Tyr Met 


Arg Leu 


Arg Asp 


Pro Cys 


Val 


Phe Asp Leu He Arg Glu Tyr 


145 






150 






155 




160 


Asp 


Leu 


Leu He 


Asp Val Gin His 


His 


He Gly Thr 


Leu 


Val Glu Leu 






165 






170 




175 


Asp 


Gin 


Glu Cys 


Ala Gly 


Ser Thr 


Glu 


Pro Arg Ser 


Ser 


Ala Leu Met 




180 






185 






190 


Pro 


Leu 


Leu Val 


Pro Tyr 


Thr His 


Ser 


He Pro lie 


Gin 


Arg Ala Met 






195 




. 200 






205 




Ala 


Gin 


Leu 















210 



<210> 435 
<211> 493 
<212> DNA 

<213> Homo sapiens 



cgcgtatttt ccgcgcccgg gaagctatcg ataataaagt tcaaccgctg 
agcaatggcg ggcacaggaa gggtacttag gcatgcagaa agaaaagctt 
tggatggtga atcgttcgac agcgagctgt tgagttctct gtcgcaagat 
aacaaagctg gcagggctat cacctgatac gtgacacact gcgaggtgat 



<400> 435 

nncgtacgtt 

60 

atccagcgtt 
120 

tccgctctga 
180 

cgaacgcttc 
240 



647 



wo 00/58473 PCT/USOO/08621 



gtcgggcaag tgatgcatct cgacatcgcc gatcgcgtag ccgctgcact tgagaaagaa 
300 



cccgcccggc tggtgccttc cgccgttcag gaatctcagc cgcagcctca cacctggcaq 
360 



aaaatgccgt tctgggacaa agtgcgtccc tgggcgagcc agattacgca aatcggtatq 
420 ^ 



^^^arcccgcg tgtcgctggc ggtgatcgtc ggcgtgcagc agtacaacca gccttctgcg 

ccatcgaacg cgt 
493 

<210> 436 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 436 

Met Gin Lys Glu Lys Leu Ser Ala Leu Met Asp Gly Glu Ser Phe Asp 

5 10 15 

Ser Glu Leu Leu Ser Ser Leu Ser Gin Asp Arg Thr Leu Gin Gin Ser 

20 25 30 

Trp Gin Gly Tyr His Leu lie Arg Asp Thr Leu Arg Gly Asp Val Gly 

35 40 45 

Gin Val Met His Leu Asp He Ala Asp Arg Val Ala Ala Ala Leu Glu 

50 55 60 

Lys Glu Pro Ala Arg Leu Val Pro Ser Ala Val Gin Glu Ser Gin Pro 
^5 70 75 80 

Gin Pro His Thr Trp Gin Lys Met Pro Phe Trp Asp Lys Val Arg Pro 

85 90 95 

Trp Ala Ser Gin lie Thr Gin lie Gly Met Ala Ala Cys Val Ser Leu 

105 110 
Ala Val He Val Gly Val Gin Gin Tyr Asn Gin Pro Ser Ala Pro Ser 
115 120 125 

Asn Ala 
130 

<210> 437 
<211> 447 
<212> DNA 

<213> Homo sapiens 
<400> 437 

ntggtaaccg gtgtccctga tatggaccct gctgtgttag agcgtaaatt atttatttta 
60 

cgtaattatg taacacgcat ctgtttggag tccgttaatg g^attaagga caacttttac 
attaatacat tctcatacaa aacaatcgtt tataaaggtc agttaaccac tgaacaagtg 

180 3 3 

ccacaatatt tcttagattt acaaaatcca agtatggtaa cggcattagc gcttgttcat 

tcacgtttct caacaaatac atttcctcgt tggcgtttag cacaaccatt ccgttacatc 
300 

gctcataatg gcgaaatcaa tacggttcgc ggtaatatca attggatgaa agcacgtgaa 

^ o 0 
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gcgttacttg aagctgaatt cttcactcgc tcagaattag atatgttaat gccaatctgt 
420 

acggatggta. tgtctgactc ggcaagg 
447 

<210> 438 
<211> 149 
<212> PRT 
<213> Homo sapiens 

<400> 438 



Xaa 


Val 


Thr 


Gly 


Val 


Pro 


Asp 


Met 


Asp 


Pro 


Ala val 


Leu 


Glu 


Arg 


Lys 


1 






5 










10 








15 




Leu 


Phe 


He 


Leu 

20 


Arg 


Asn 


Tyr 


Val 


Thr 

25 


Arg 


He Cys 


Leu 


Glu 

30 


Ser 


Val 


Asn 


Gly 


He 
35 


Lys 


Asp 


Asn 


Phe 


Tyr 
40 


He 


Asn 


Thr Phe 


Ser 
45 


Tyr 


Lys 


Thr 


He 


Val 
50 


Tyr 


Lys 


Gly 


Gin 


Leu 
55 


Thr 


Thr 


Glu 


Gin val 
60 


Pro 


Gin 


Tyr 


Phe 


Leu 


Asp 


Leu 


Gin 


Asn 


Pro 


Ser 


Met 


Val 


Thr 


Ala Leu 


Ala 


Leu 


Val 


His 


65 








70 










75 








80 


Ser 


Arg 


Phe 


Ser 


Thr 
85 


Asn 


Thr 


Phe 


Pro 


Arg 
90 


Trp Arg 


Leu 


Ala 


Gin 
95 


Pro 


Phe 


Arg 


Tyr 


He 
100 


Ala 


His 


Asn 


Gly 


Glu 
105 


He 


Asn Thr 


Val 


Arg 

110 


Gly 


Asn 


He 


Asn 


Trp 
115 


Met 


Lys 


Ala. 


Arg 


Glu 
120 


Ala 


Leu 


Leu Glu 


Ala 
125 


Glu 


Phe 


Phe 


Thr 


Arg 
130 


Ser 


Glu 


Leu 


Asp 


Met 
135 


Leu 


Met 


Pro 


He Cys 
140 


Thr 


Asp 


Gly 


Met 


Ser 


Asp 


Ser 


Ala 


Arg 























145 

<210> 439 

<211> 395 • 

<212> DNA 

<213> Homo sapiens 

«:400> 439 

nacgcgtgaa gggagagtgg ggccgagccc caggaggctg tcctgcagca gctgcaccag 
60 

cttcccaggg gccggctgga cctggccacg caaagcctga cggtggagac ctgcagggcc 
120 

ctgggcaagc tgctgccgag ggagacgctg tgcacggagc tggtcctgag tgactgcatg 
180 

ctcagcgagg aaggggccac actgctgctc cgaggcctgt gtgccaacac cgtgctgcgc 
240 

tttctggact taaagggcaa caaccttcgg gctgcagggg ccgaggctct gggaaaactc 
300 

ctccaacaga acaagtccat tcagagcctc acgctggagt ggaacagcct gggcacgcgg 
360 

gacgatgcct tcgccaccct ctgcgggggc ctggc 
395 

<210> 440 
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<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 440 

Arg Glu Ser Gly Ala Glu Pro Gin Glu Ala Val Leu Gin Gin Leu His 

1 5 10 15 

Gin Leu Pro Arg Gly Arg Leu Asp Leu Ala Thr Gin Ser Leu Thr Val 

20 25 30 

Glu Thr Cys Arg Ala Leu Gly Lys Leu Leu Pro Arg Glu Thr Leu Cys 

35 40 45 

Thr Glu Leu Val Leu Ser Asp Cys Met Leu Ser Glu Glu Gly Ala Thr 

50 55 60 

Leu Leu Leu Arg Gly Leu Cys Ala Asn Thr Val Leu Arg Phe Leu Asp 
65 70 75 80 

Leu Lys Gly Asn Asn Leu Arg Ala Ala Gly Ala Glu Ala Leu Gly Lys 

85 90 95 

Leu Leu Gin Gin Asn Lys Ser lie Gin Ser Leu Thr Leu Glu Trp Asn 

100 105 110 

Ser Leu Gly Thr Trp Asp Asp Ala Phe Ala Thr Phe Cys Gly Gly Leu 
115 120 125 

<210> 441 
<211> 364 
<212> DNA 

<213> Homo sapiens 
<400> 441 

gcccagtact acgtgaacat gttcgatgcc gagcagggct tcttcgacag gcgcagcccg 
60 

ggcggcgagt tccaagccgg cttggatccg gaatcctggg gcggtctgtt cactgagacc 
120 

gacggttgga acttcgcctt ccacgctcca caggacggcc gggggctggc cgcgctctac 
180 

ggcggtccga aaggcttgga gaacaagctc gatgcctttt tcgcgacgcc ggaaaacgcg 
240 

gacaagccgg cgtacggcgg aatccacgaa atggtcgagg ccagagcggt ccggatgggc 
300 

caattgggca tgtccaacga gccctcgcac catattccct acatctacaa ctatgccggc 

360 

gcgc 

364 



<210> 442 
<211> 121 
<212> PRT 

<213> Homo sapiens 



<400> 442 

Ala Gin Tyr Tyr Val Asn Met Phe 

1 5 
Arg Arg Ser Pro Gly Gly Glu Phe 
20 

Trp Gly Gly Leu Phe Thr Glu Thr 



Asp Ala Glu Gin Gly Phe Phe Asp 

10 15 
Gin Ala Gly Leu Asp Pro Glu Ser 
25 30 
Asp Gly Tx^ Asn Phe Ala Phe His 
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35 




40 




45 








Ala Pro 


Gin Asp 


Gly Arg Gly Leu Ala Ala Leu 


Tyr Gly Gly Pro Lys 


50 






55 


60 










Gly Leu 


Glu 


Ash 


Lys Leu Asp Ala Phe Phe Ala 


Thr 


Pro 


Glu 


Asn 


Ala 


65 






70 75 










80 


Asp Lys 


Pro 


Ala 


Tyr Gly Gly He His Glu Met 
85 90 


Val 


Glu 


Ala 


Arg 
95 


Ala 


Val Arg 


Met 


Gly 
100 


Gin Leu Gly Met Ser Asn Glu 
105 


Pro 


Ser 


His 
110 


His 


He 


Pro Tyr 


He 
115 


Tyr 


Asn Tyr Ala Gly Ala 
120 













<210> 443 

<211> 430 

<212> DNA 

<213> Homo sapiens 



<400> 443 

accggttacg gctcagtgca acaagagatg 
60 

ctcatggtgc tggcaatccc cttcgccaag 
120 

ggcggtccgg cggcgtcttc cggccctggc 
180 

ctgtggcgcc tcctcgaggg gctgccaggt 
240 

gtcggcatga tcgcctgctt cggtgcggtt 

300 

gttggcgaga tgaccggaaa cctgtcgctg 
360 

gctggccgag ttgtcgggga cacttcgatc 
420 

ggcgacgcgt 
430 



ttcgccaaca accccgtgcg gatgccgctg 
atcctctcga cgaccctgtc catcggatcg 
atggtcatcg gcggagccac tggcgcggca 
atcccatcct caccgatgag tttcgtcatt 
gcccatgccc cactcggcgt gctgctcatg 
ctcgctcctg gcatgatcgc cgtcgccgtc 
tacacctctc agctcaagga ccgcctggag 



<2X0> 444 

<211> 143 

<212> PRT 

<213> Homo sapiens 



<400> 444 

Thr Gly Tyr Gly Ser Val Gin Gin Glu Met Phe Ala Asn Asn Leu Val 
1 5 10 15 ' 

Arg Met Pro Leu Leu Met Val Leu Ala He Pro Phe Ala Lys He Leu 

20 . 25 30 

Ser Thr Thr Leu Ser He Gly Ser Gly Gly Pro Ala Ala Ser Ser Gly 

35 40 45 

Pro Gly Met Val He Gly Gly Ala Thr Gly Ala Ala Leu Trp Arg Leu 

50 55 60 

Leu Glu Gly Leu Pro Gly He Pro Ser Ser Pro Met Ser Phe Val He 
65 70 75 80 

Val Gly Met He Ala Cys Phe Gly Ala Val Ala His Ala Pro Leu Gly 

85 90 95 

Val Leu Leu Met Val Gly Glu Met Thr Gly Asn Leu Ser Leu Leu Ala 
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100 105 110 

Pro Gly Met lie Ala Val Ala Val Ala Gly Arg Val Val Gly Asp Thr 

115 120 125 

Ser He Tyr Thr Ser Gin Leu Lys Asp Arg Leu Glu Gly Asp Ala 
130 135 140 

<210> 445 
<211> 360 
<212> DNA 

<2I3> Homo sapiens 
<400> 445 

ccatggggct gcctagcctc tggggaggcc cctcagctgg tgacaccagc agggcagatt 
6 0 

12"^^^^^^ ttgctcaccc tgtccagggt tccctctgtt tgtgagggag ctgctgccac 

cttgggtcca ggaagcatga agctccgcag gtcagcctcc tggtgggagg acttttcctt 
180 

agttttcttt gctcttctgc tctgagtcca gccctggctg gacctttgat cccttctctc 
240 

300^^"^^^ ^^^^ttctga ctttcttctt ttgccttttc aagatctgtg atgccatctc 

caagtgggaa caagccatga aggagctgca ccccggaaag tctgagggtg ggacacgcgt 
360 

<210> 446 
<211> 101 
<212> PRT 

<213> Homo sapiens 

<40O> 446 

Met Ala Cys Ser His Leu Glu Met Ala Ser Gin He Leu Lys Arg Gin 

15 10 15 

Lys Lys Lys Val Arg Lys Phe Pro Asp Lys Glu Arg Arg Asp Gin Arg 

20 25 30 

Ser Ser Gin Gly Trp Thr Gin Ser Arg Arg Ala Lys Lys Thr Lys Glu 

35 40 45 

Lys Ser Ser His Gin Glu Ala Asp Leu Arg Ser Phe Met Leu Pro Glv 

50 55 60 

Pro Lys Val Ala Ala Ala Pro Ser Gin Thr Glu Gly Thr Leu Asp Ara 
" 70 75 80 

Val Ser Asn Lys Ala Arg Asn Leu Pro Cys Trp Cys His Gin Leu Arg 

85 90 95 

Gly Leu Pro Arg Gly 
100 

<210> 447 
<211> 487 
<212> DNA 

<213> Homo sapiens 
<400> 447 

acgcgtgaag ggggaaattg ctcgtgccac ctgaggatta atcattaccc tggaaccctt 
60 
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cccaaggcca tcaaggaaca cgcacccctt 
.120 

gagtgaggct gaggtcatgg agaagggaat 
180 

cactgcctcc ccactcagcc acagccctca 
240 

gggacacctt tggccaatgt tctgtttcat 
300 

catagcgttt tcccccaaac accctcagga 
360 

caggagcctc ctgagagcct catatgggga 

420 

ttctctccta cttccacctg gccagcttcc 
480 

cacgcgt 
487 



accagacctt ccagctgctg ggggctctcc 
ggggggcccc catggccagc tggacctgat 
gggccctgtg ccagtccaga agcccattca 
ctgcgaggca accttcccca gtgccccaac 
aggagggacc actacctgtg cagggggggc 
ggaagtggta ccatctcacc cccattgcct 
ctcagtgccc ctcctgcctc agtgcccctt 



<210> 448 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 448 

Met Glu Lys Gly Met Gly Gly Pro His Gly Gin Leu Asp Leu lie Thr 

1 . 5 . 10 15 

Ala Ser Pro Leu Ser His Ser Pro Gin Gly Pro Val Pro Val Gin Lys 

20 25 30 

Pro He Gin Gly His Leu Trp Pro Met Phe Cys Phe He Cys Glu Ala 

35 40 45 

Thr Phe Pro Ser Ala Pro Thr He Ala Phe Ser Pro Lys His Pro Gin 

50 55 60 

Glu Gly Gly Thr Thr Thr Cys Ala Gly Gly Ala Arg Ser Leu Leu Arg 
65 70 75 80 

Ala Ser Tyr Gly Glu Glu Val Val Pro Ser His Pro His . Cys Leu Ser 

85 90 95 

Leu Leu Leu Pro Pro Gly Gin Leu Pro Ser Val Pro Leu Leu Pro Gin 

100 105 110 

Cys Pro Phe Thr Arg 
115 

<210> 449 
<211> 353 
<212> DNA 

<213> Homo sapiens 
<400> 449 

gagctcagcc agttggagtt tgagaagcgg cagctgcaca gggacttgga gcaggccaag 
60 

gagaaggggg agcgggcaga gaagctggag agggagctac agcgactcca ggaggagaac 
120 

gggaggctgg ccaggaaggt gacctccctg gagacagcca ccgagaaagt cgaggccctg 
180 

gagcatgaga gccagggcct gcagctggag aaccggactc tgaggaagtc tctggacacc 

240 • . * 
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ttgcagaacg tgtccctgca gcttgagggc ctggagcgtg acaacaagca gctggacgca 
300 

gagaacctgg agctgcgcag gctggtggag accatgcgga gacgacaacg cgt 
353 

<210> 450 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 450 

Glu Leu Ser Gin Leu Glu Phe Glu Lys Arg Gin Leu His Arg Asp Leu 

15 10 15 

Glu Gin Ala Lys Glu Lys Gly Glu Arg Ala Glu Lys Leu Glu Arg Glu 

20 25 30 

Leu Gin Arg Leu Gin Glu Glu Asn Gly Arg Leu Ala Arg Lys Val Thr 

35 40 45 

Ser Leu Glu Thr Ala Thr Glu Lys Val Glu Ala Leu Glu His Glu Ser 

50 55 60 

Gin Gly Leu Gin Leu Glu Asn Arg Thr Leu Arg Lys Ser Leu Asp Thr 
" 70 75 80 

Leu Gin Asn Val Ser Leu Gin Leu Glu Gly Leu Glu Arg Asp Asn Lys 

85 90 95 

Gin Leu Asp Ala Glu Asn Leu Glu Leu Arg Arg Leu Val Glu Thr Met 

100 105 110 

Arg Arg Arg Gin Arg 
115 

<210> 451 
<211> 444 
<212> DNA 

<213> Homo sapiens 
<400> 451 

gtgatgcggc tgactaagcc tactttattc accaatatcc cagtaacatg tgaagagaaa 

6 0 

gacttacctg gagatctctt taaccagctg atgagagatg atccttcaac cgttaatggt 

gcagaagctt taatgctggg agaaatgctg actttaccac agaattttgg gaatatattt 
180 

ttgggagaga ccttttccag ttatatcagc gttcataatg atagcaatca agttgtaaaa 
240 

gacatattag taaaagctga tcttcagaca agttctcagc gtttaaatct ttcagcctcc 
300 

aatgctgcag tggctgaact taaaccggat tgttgtattg atgatgtcat acatcatgaa 
360 

gtcaaagaaa ttggaacaca catcttggta tgtgctgtga gttatacaac tcaggctgga 
420 

gaaaaaatgt atttcagaaa attt 
444 

<210> 452 
<211> 148 
<212> PRT 
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<213> Homo sapiens 
<400> 452 

Val Met Arg Leu Thr Lys Pro Thr Leu Phe Thr Asn lie Pro Val Thr 

1 5 10 15 

Cys Glu Glu Lys Asp Leu Pro Gly Asp Leu Phe Asn Gin Leu Met Arg 

20 25 . 30 

Asp Asp Pro Ser Thr Val Asn Gly Ala Glu Val Leu Met Leu Gly Glu 

.35 40 45 

Met Leu Thr Leu Pro Gin Asn Phe Gly Asn lie Phe Leu Gly Glu Thr 

50 55 60 

Phe Ser Sier Tyr lie Ser Val His Asn Asp Ser Asn Gin Val Val Lys 
65 70 75 80 

Asp lie Leu Val Lys Ala Asp Leu Gin Thr Ser Ser Gin Arg Leu Asn 

85 90 95 

Leu Ser Ala Ser Asn. Ala Ala Val Ala Glu Leu Lys Pro Asp Cys Cys 

100 105 110 

lie Asp Asp Val lie His His Glu Val Lys Glu He Gly Thr His He 

115 120 125 

Leu Val Cys Ala Val Ser Tyr Thr Thr Gin Ala Gly Glu Lys Met Tyr 

130 135 140 

Phe Arg Lys Phe 
145 

<210> 453 
<211> 373 
<212> DNA 
<213> Homo sapiens 

<400> 453 

gctagctctg accccacctt tgccaagtgg cactagggtg gccaatgggg actagggttg 
60 

tataattgga aaatacagtc tcccctgttg tccaagaaag. gccccagatg acctggggct 
120 

tgaaaggcac tcccgctggg tgcttcctgg gagcaggtgg ggggcagcgg ggcggcgggg 
180 

cctgtctgtg ctgagcatcc ccagctccag ggcaggtgct gggctctgag ccccactggt 
240 

gcgttttggg atgggctggc ctgcgcggct gtcgtttcag agcacacaga agagaccctg 
300 

ccacaggagg agtgggagga gaagctgttg . atgttcctgc gagacaccct ggccatcatt 
360 

tctgacaacg cgt 
373 

<210> 454 
<211> 108 
<212> PRT 
<213> Homo sapiens 

<400> 454 

Met Met Ala Arg Val Ser Arg Arg Asn He Asn Ser Phe Ser Ser His 

15 10 15 

Ser Ser Cys Gly Arg Val Ser Ser Val Cys Ser Glu Thr Thr Ala Ala 
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20 25 30 

Gin Ala Ser Pro Ser Gin Asn Ala Pro Val Gly Leu Arg Ala Gin His 

35 40 45 

Leu Pro Trp Ser Trp Gly Cys Ser Ala Gin Thr Gly Pro Ala Ala Pro 

50 55 60 

Leu Pro Pro Thr Cys Ser Gin Glu Ala Pro Ser Gly Ser Ala Phe Gin 
65 70 75 80 

Ala Pro Gly His Leu Gly Pro Phe Leu Asp Asn Arg Gly Asp Cys He 

85 90 95 

Phe Gin Leu Tyr Asn Pro Ser Pro His Trp Pro Pro 
100 105 

<210> 455 
<211> 602 
<212> DNA 
<213> Homo sapiens 

<400> 455 

cctaggcaaa gcatgcccac cctacctccc cttaccctta cccttcattt tcccctaagc 
60 

acccatcacc accgatgtta ctgtatgtgt ttgcttacgc tgacagccca ccacccacac 
120 

tggaatgtcc gcacgacaaa ggcaggactc ttggctgcct tagccacagc tggatcccca 
180 

gagctttgta gggtgttggg cacagagtgg agtgggtact taataagtat ctgtggaatg 
240 

aacatgtaca gagtgaagcc ctgtgcccag aacaggctca aaataagctc aattcctttc 
300 

cttgccactt actaagtcct ttttctctcg ccccctctca ctgacctggt tttgatgcca 
360 

gacagcacag atgggctagg gaggcaggtg gggaagcaga gatctgcgtc tcttggagct 
420 

ggagctggtg ggtggggctc cttcctggtg ctgcggaggc tcattgggga ggtggcagcg 
4B0 

accccctcag gagcctctgt cgcctgcact cagatctgtg cctttccaca gcgcccggag 
540 

gaagacttgc tcaggagata aattcaaaga caacaggaag ctggacgtgg tggctcacgc 
600 

gt 

602 

<210> 456 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 456 

Met Pro Thr Leu Pro Pro Leu Thr Leu Thr Leu His Phe Pro Leu Ser 

15 10 15 

Thr His His His Arg Cys Tyr Cys Met Cys Leu Leu Thr Leu Thr Ala 

20 25 30 

His His Pro His Trp Asn Val Arg Thr Thr Lys Ala Gly Leu Leu Ala 

35 40 45 

Ala Leu Ala Thr Ala Gly Ser Pro Glu Leu Cys Arg Val Leu Gly Thr 
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SO 55 60 

Glu Trp Ser Gly Tyr Leu lie Ser lie Cys Gly Met Asn Met Tyr Arg 
65 70 75 80 

Val Lys Pro Cys Ala Gin Asn Arg Leu Lys He Ser Ser He Pro Phe 
85 90 95 

Leu Ala Thr Tyr 
100 

<210> 457 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 457 

acgcgtcatg tggatattcc tgggaggttc ccaggaacgt ttctggacgg gcccccgacc 
60 

agaggtcagg gaacttttct tattattctg cacgtgccca gggatagtca aaccaggtct 

120 

tccccttctg ctggccgcaa cacgccagcc gccgccacga ccgcacgctg aattcatgac 
180 

ccgacacgcg acgtggcagc gagcacaccc accgctagga gaaagagcgc tcatcgaaga 
240 

tcgttttctg tccactggcc agcgccacta tgatcaggtg gggtatccgc ccggcggcgg 
300 

gagcaccggg acgccggggc gccg 
324 

<210> 458 
<211> 105 
<212> PRT 

<213> Homo sapiens 

<400> 458 



Met 


Trp 


He 


Phe 


Leu Gly Gly 


Ser Gin 


Glu 


Arg 


Phe Trp Thr Gly 


Pro 


1 






5 




10 








15 




Arg 


Pro 


Glu 


Val 


Arg Glu Leu 


Phe Leu 


Leu 


Phe 


Cys Thr 


Cys 


Pro 


Gly 






20 




25 








30 






He 


Val 


Lys 


Pro 


Gly Leu Pro 


Leu Leu 


Leu 


Ala 


Ala Thr 


Arg 


Gin 


Pro 






35 






40 






45 








Pro 


Pro 


Arg 


Pro 


His Ala Glu 


Phe Met 


Thr 


Arg 


His Ala 


Thr 


Trp 


Gin 




50 






55 








60 








Arg 


Ala 


His 


Pro 


Pro Leu Gly 


Glu Arg 


Ala 


Leu 


He Glu 


Asp 


Arg 


Phe 


65 








70 






75 








80 


Leu 


Ser 


Thr 


Gly 


Gin Arg His 


Tyr Asp 


Gin 


Val 


Gly Tyr 


Pro 


Pro 


Gly 










85 




90 








95 




Gly Gly 


Ser 


Thr 


Gly Thr Pro 


Gly Arg 




















100 




105 















<210> 459 

<211> 415 

<212> DNA 

<213> Homo sapiens 

<400> 459 
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acgcgttcat tcggcatctg cttccatgga tttcctgcgg ggaggcgcgg ccgagagtgc 
60 

gsgtgtcgaa cacgacactt cagtgatcgt ttcaaccacc ggccgagatg ggtcctgacg 

ctgggcttca agccgcttgc gctcgcgctc ctgatctcgg gcagcgcgat tccggtggtt 
180 

tatgctgccg gcagacgact gcgcacgccc ctcacgaggt atctgcacat gcttaaaggg 
240 

agaggcctca cccgacagct gggcatcgga tttacgaagc ccacgacgaa tcttcctcgc 
300 

ctcctcaaag ccgatcatcg gcatgccagg tttgtggttg aatgcttcga tcaacacact 
360 

aggatcgttg gggtccacca catacaccga gcggcaatcg agcggatacg acctc 



<210> 460 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 460 

Met Pro Met He 
1 

Arg Lys Ser Asp 

20 

Val Gin He Pro 
35 

Asn His Arg Asn 
50 

Leu Glu Ala Gin 
65 

Thr Glu Val Ser 

Arg Lys Ser Met 
100 



Gly Phe Glu Glu Ala Arg Lys He Arg 

5 10 
Ala Gin Leu Ser Gly Glu Ala Ser Pro 
25 

Arg Glu Gly Arg Ala Gin Ser Ser Ala 

40 45 
Arg Ala Ala Arg Asp Gin Glu Arg Glu 

55 60 
Arg Gin Asp Pro Ser Arg Pro Val Val 

70 75 
Cys Ser Thr Pro Ala Leu Ser Ala Ala 
85 90 
Glu Ala Asp Ala Glu 
105 



Arg Gly Leu 
15 

Phe Lys His 
30 

Gly* Ser He 

Arg Lys Arg 

Glu Thr He 
80 

Pro Pro Arg 
95 



<210> 461 
<211> 357 
<212> DNA 

<213> Homo sapiens 



<400> 461 

acgcgttcga ggtcggctaa 
60 

cgggtcacat gcatgatgac 
120 

gctcctagaa ccagctcaga 
180 

gtcgcgatac cggacgaccc 
240 

gtcgcctacg aaacctacgg 
300 

catgcgctta ctggtgatgc 
357 



atttatcatg cgcacgacaa 
aaaaactggc agaatagagt 
gagtcccggt gtcggtaccg 
tcttcatctg gttgcagatg 
gaagctcaat acgtccagcg 
ccatgcagcc ggatttcacc 



agagagtagt ggctcacaac 
tgatgtcatc ccgtctacca 
tcgagactca gtacacaact 
ggcgtctcaa tcacgtcact 
acaatgcggt ctatacctgt 
ccggtgtagt ccgtccg 
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<2X0> 462 

<211> 119 

<212> PRT 

<213> Homo sapiens 



<400> 462 

Thr Arg Ser Arg Ser Ala Lys Phe He Met Arg Thr Thr Lys Arg Val 

15 10 15 

Val Ala His Asn Arg Val Thr Cys Met Met Thr Lys Thr Gly Arg He 

20 25 30 

Glu Leu Met Ser Ser Arg Leu Pro Ala Pro Arg Thr Ser Ser Glu Ser 

35 40 45 

Pro Gly Val Gly Thr Val Glu Thr Gin Tyr Thr Thr Val Ala He. Pro 

50 55 60 

Asp Asp Pro Leu His Leu Val Ala Asp Gly Arg Leu Asn His Val Thr 
65 70 75 80 

Val Ala Tyr Glu Thr Tyr Gly Lys Leu Asn Thr Ser Ser Asp Asn Ala 

85 90 95 

Val Tyr Thr Cys His Ala Leu Thr Gly Asp Ala His Ala Ala Gly Phe 

100 105 110 

His Pro Gly Val Val Arg Pro 
115 . 

<210> 463 
<211> 434 
<212> DNA 
<213> Homo sapiens 

<400> 463 

gtgcacgggg tatgcgaggg atgcggcatt gccaccaatg ccgctgacct gcgcagatac 
60 

gaggcagctg gtgacgatga agtggtgcga tgcgaggaat gcgatcgtat cctggtgcgt 
120 

accggagagt ccatctgagc ccttcttgtg gcggtgatgc cgggatatcc gtagaattag 

180 

cggtcggacg agccatccgg gtgatcgcgg cagcggtgag ttgtcgagga aagtccgggc 
240 

tccatagagc agggtggtgg gtaacgccca cccggggtga cccgcgggaa agtgccacag 
300 

agaacagact gccggtttcg agccggtgag ggtgaaacgg tggagtaagt gcccaccgcg 

360 

tcatcggtga cggtgacggc atggcaaacc ccacctggag caaggccaag aagaccgtga 
420 

ggtcgcggac gcgt 
434 

<210> 464 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 464 

Met Pro Ser Pro Ser Pro Met Thr Arg Trp Ala Leu Thr Pro Pro Phe 
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^5 10 15 

His Pro His Arg Leu Glu Thr Gly Ser Leu Phe Ser Val Ala Leu Ser 

20 25 30 

Arg Gly Ser Pro Arg Val Gly Val Thr His His Pro Ala Leu Trp Ser 

35 40 45 

Pro Asp Phe Pro Arg Gin Leu Thr Ala Ala Ala He Thr Arg Met Ala 

50 55 60 

Arg Pro Thr Ala Asn Ser Thr Asp He Pro Ala Ser Pro Pro Gin Glu 
^5 70 75 80 

Gly Leu Arg Trp Thr Leu Arg Tyr Ala Pro Gly Tyr Asp Arg He Pro 

85 90 95 

Arg He Ala Pro Leu His Arg His Gin Leu Pro Arg He Cys Ala Gly 

iOO ' 105 110 

Gin Arg His Trp Trp Gin Cys Arg He Pro Arg He Pro Arg Ala 
13.5 120 125 

<210> 465 
<211> 438 
<212> DNA 

<213> Homo sapiens 
<400> 465 

gatcatttag aatttatgga agaagctgat gtgaaagcta tggtcaaatc tggcactgtg 
60 

gctgtattgc taccaggagc attttacacc ttgaaagaaa ctcaacttcc accgatgaat 
120 ^ 

ttgttacgtc agtacggagt agacattgct atttcgacgg atgctaatcc agggacgtcg 
160 

ccagcgttat cattacggtt aatgatgaat atggcatgta ccttgtttgg tatgacacct 
240 

gaaaccgccc ttgcaggggt aacaattcat gcggcaaaag cgttggggat tagcgattct 
300 

catggcacct tagaagttgg caaggtagct gattttgtct gctgggatgt ggaaagcccc 
360 

ggtgaacttt gttattggtt aggagagcag ttagtaaagc aacgtattca gcacggagta 
420 

tcccatgaat: aatctaga 
438 

<210> 466 
<211> 143 
<212> PRT 

<213> Homo sapiens 

<400> 466 

Asp His Leu Glu Phe Met Glu Glu Ala Asp Val Lys Ala Met Val Lys 

15 10 15 

Ser Gly Thr Val Ala Val Leu Leu Pro Gly Ala Phe Tyr Thr Leu Lys 

20 25 30 

Glu Thr Gin Leu Pro Pro Met Asn Leu Leu Arg Gin Tyr Gly Val Asp 

35 40 45 

He Ala He Ser Thr Asp Ala Asn Pro Gly Thr Ser Pro Ala Leu Ser 

50 55 60 

Leu Arg Leu Met Met Asn Met Ala Cys Thr Leu Phe Gly Met Thr Pro 
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65 70 75 80 

Glu Thr Ala Leu Ala Gly Val Thr lie His Ala Ala Lys Ala Leu Gly 

85 90 95 

He Ser Asp Ser His Gly Thr Leu Glu Val Gly Lys Val Ala Asp Phe 

100 105 110 

Val Cys Trp Asp Val Glu Ser Pro Gly Glu Leu Cys Tyr Trp Leu Gly 

115 120 125 

Glu Gin Leu Val Lys Gin Arg He Gin His Gly Val Ser His Glu 
130 135 .140 

<210> 467 
<211> 460 
<212> DNA 
<213> Homo sapiens 

<400> 467 

ntttccctgg ctattggcca tgtgggacac aacgttccgc ctaccccaga gcggttaagc 
60 

tgcatccctg caccttcttc tcccaccgct tcaaagccac agtgaggaac ttcggagctt 

120 

ctcgcagtga agatggcgtt ggaggaatgg atgccctggc tagaagaggc ggaatatctg 
180 

ttgattgtgt ggaccgacca caaaaacctg gagtatctcc acacaaccaa gtgcctcaac 
240 

tccaggcaag caagaagggc ccagctgttt acctggttcc acttttccct ctcctaccgg 
300 

ccggggtcca agaacatcag gctggatgcc ctttcttgcc actttatggg catgggccca 

360 

tccctccagg cttgcctgtc acccgggctc ccgtcaaacc ctggccttcg tgcgacaaca 

420 

ctcttggtgc cttctatggt tctgtatgtt gccgcaattg 
460 

<210> 468 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 468 

Gly Thr Ser Glu Leu Leu Ala Val Lys Met Ala Leu Glu Glu Trp Met 

15 10 15 

Pro Trp. Leu Glu Glu Ala Glu Tyr Leu Leu lie Val Trp Thr Asp His 

20 25 30 

Lys Asn Leu Glu Tyr Leu His Thr Thr Lys Cys Leu Asn Ser Arg Gin 

35 40 45 

Ala Arg Arg Ala Gin Leu Phe Thr Trp Phe His Phe Ser Leu Ser Tyr 

50 55 60 

Arg Pro Gly Ser Lys Asn He Arg Leu Asp Ala Leu Ser Cys His Phe 
65 70 75 80 

Met Gly Met Gly Pro Phe Leu Gin Ala Cys Leu Ser Pro Gly Leu Pro 

85 90 95 

Ser Asn Pro Gly Leu Arg Ala Thr Thr Leu Leu Val Pro Ser Met Val 

100 105 110 

Leu Tyr Val Ala Ala He 
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115 

<210> 469 
<211> 381 
<212> DNA 

<213> Homo sapiens 
<400> 469 

cttgtgcaca cgttattttt ccaatacaaa tagtttaaaa agtaaactcc aaatacctat 
60 

aagccccctc aaagcacctt ccaaatatga accttgttaa tgcccaaggt ccagaggggt 
120 

cccccagaaa ggcccaggag cctggggcat gggaaagctg tcggggtccc catgctgact 
180 

ccctggactc caagcgatat tccataaagc cagggcctcc tggctgcggg agggaggcct 
240 

tgacccaaaa tccattcggc cctggatact ggagaggcag aggcctctgc tgatgagaag 
300 

ccctgagttc ctggctagct gtggttaacc acaaaaaatg cggggggtga tgattttcga 
360 

agtccatcgg caaagaaaga c 
381 

<210> 470 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 470 



Met Asp Phe Glu 


Asn His 


His Pro Pro 


His Phe Leu 


Trp 


Leu 


Thr 


Thr 


1 


5 




10 






15 




Ala Ser Gin Glu 


Leu Arg 


Ala Ser His 


Gin Gin Arg 


Pro 


Leu 


Pro 


Leu 


20 




25 






30 






Gin Tyr Pro Gly 


Pro Asn 


Gly Phe Trp 


Val Lys Ala 


Ser 


Leu 


Pro 


Gin 


35 




40 




45 








Pro Gly Gly Pro 


Gly Phe 


Met Glu Tyr 


Arg Leu Glu 


Ser 


Arg 


Glu 


Ser 


50 




55 


60 








Ala Trp Gly Pro 


Arg Gin 


Leu Ser His 


Ala Pro Gly Ser 


Trp Ala 


Phe 


65 


70 




75 








80 


Leu Gly Asp Pro 


Ser Gly 


Pro Trp Ala 


Leu Thr Arg 


Phe 


lie 


Phe Gly 




85 




90 






95 




Arg Cys Phe Glu 


Gly Ala 


Tyr Arg Tyr 


Leu Glu Phe 


Thr 


Phe 






100 




105 






110 







<210> 471 

<211> 378 

<212> DNA 

<213> Homo sapiens 



<400> 471 

accggtgact acctgcagca ctggattgac atgggtaaaa agggcggcga ccgcatgcca 
60 

gaggtcttcc tggttaactg gttccgccgc ggcgacgatg gccgcttcct gtggccgngg 
120 
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cttggcgaaa acttcccggt cctanagtgg atcatcgacc gcattgaagg caacgtagag 
180 

gccgaggaca cggtggtcgg acgcaccgcc cgcgccgagg acatcgactt gcaaggcctt 
240 

gacttcgatg tcgacgacgt tcgcgccgca ctcgccgttg acccgaagga atgggaaggc 
300 

gatatgcaag acaacgccga gtacctgaac ttcctgggct cccgcgtgcc cgaggaagtg 
360 

tggaaccagt tccgcgcc 
378 

<210> 472 
<211> 126 
<212> PRT 

<213> Homo sapiens 



<400> 472 






















Thr Gly 


Asp 


Tyr 


Leu Gin His Trp 


He 


Asp 


Met 


Gly 


Lys 


Lys 


Gly 


Gly 


1 






5 




10 










15 




Asp Arg 


Met 


Pro 


Glu Val Phe Leu 


Val 


Asn 


Trp 


Phe 


Arg 


Arg 


Gly 


Asp 






20 




25 










30 






Asp Gly 


Arg 


Phe 


Leu Trp Pro Xaa 


Leu 


Gly 


Glu 


Asn 


Phe 


Pro 


Val 


Leu 




35 




40 










45 








Xaa Trp 


He 


He 


Asp Arg lie Glu 


Gly 


Asn 


Val 


Glu 


Ala 


Glu 


Asp 


Thr 


50 






55 








60 










Val Val 


Gly 


Arg 


Thr Ala Arg Ala 


Glu 


Asp 


He 


Asp 


Leu 


Gin 


Gly 


Leu 


65 






70 






75 










80 


Asp Phe 


Asp 


Val 


Asp Asp Val Arg 


Ala 


Ala 


Leu 


Ala 


Val 


Asp 


Pro 


Lys 








85 




90 










95 




Glu Trp 


Glu 


Gly 


Asp Met Gin Asp 


Asn 


Ala 


Glu 


Tyr 


Leu 


Asn 


Phe 


Leu 






100 




105 










110 






Gly Ser 


Arg 


Val 


Pro Glu Glu Val 


Trp 


Asn 


Gin 


Phe 


Arg 


Ala 








115 




120 










125 









<210> 473 
<211> 339 
<212> DNA 

<2X3> Homo sapiens 
<400> 473 

accggttggt gggggaaggg acccatccca tgccacctgt cctagaaaat gtttcccctt 
60 

gttgagcagc tgctggatct agggctgctg ggtctaagtc caaaaaggga aaaaggaaaa 
120 

aggcaccaag taaaagaagg gggaagctgc caaaaccccc cctgccaaaa ctctcccacc 
ISO 

ctgcttccat ttccctctcc agggaacagg tgtacctccc ctcctccctg tcctcctcag 
240 

atgccccagg ggctccctac ttcattcctg ccgaccctgc caggagtggc ctcaggggta 
300 

gaggctccta gttggagaat ttgcttgcag gaaggtgaa 
339 

<210> 474 
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<211> 97 
<212> PRT 

<213> Homo sapiens 
<400> 474 

Met Phe Pro Leu Val Glu Gin Leu Leu Asp Leu Gly Leu Leu Gly Leu 

1 5 10 15 

Ser Pro Lys Arg Glu Lys Gly Lys Arg His Gin Val Lys Glu Gly Gly 

20 25 30 

Ser Cys Gin Asn Pro Pro Cys Gin Asn Ser Pro Thr Leu Leu Pro Phe 

35 40 45 

Pro Ser Pro Gly Asn Arg Cys Thr Ser Pro Pro Pro Cys Pro Pro Gin 

50 55 60 

Met Pro Gin Gly Leu Ser Thr Ser Phe Leu Pro Thr Leu Pro Gly Val 
^5 70 75 80 

Ala Ser Gly Val Glu Ala Pro Ser Trp Arg He Cys Leu Gin Glu Gly 
85 90 95 

Glu 



<210> 475 
<211> 345 
<212> DNA 

<213> Homo sapiens 
<400> 475 

acgcgtgaag ggtcccctcc aaactctgag cctccttcca agccttgctg ggagctcccc 
60 

^20^^^^^^^ ^gagaggcct ctcctccagg cgggcttccc gcgccgatgt gaaggagagg 

ctgccccaga ggggtctgga tcgtaatcca gaaagggaca gtcccacagc cataatcccg 
180 

aatgctggga ctcttcagta aaggaagaga tggctttttc gttcatctgc ctttctgaaa 
240 

ggtaaaatat ctccagatcc gggctctctg ggcgactgcg tatgtggggg tccctgaagc 
300 

ctttgatgga tcttgttaga agtgggttgt tcatcttggg gtttt 
345 



<210> 476 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 476 

Met Asn Asn Pro Leu Leu Thr Arg 

1 5 
His lie Arg Ser Arg Pro Glu Ser 
20 

Ser Glu Arg Gin Met Asn Glu Lys 

35 40 
Ser Gin His Ser Gly Leu Trp Leu 

50 55 
Asp Pro Asp Pro Ser Gly Ala Ala 



Ser He Lys Gly Phe Arg Asp Pro 

10 15 
Pro Asp Leu Glu lie Phe Tyr Leu 
25 30 
Ala He Ser Ser Phe Thr Glu Glu 
45 

Trp Asp Cys Pro Phe Leu Asp Tyr 
60 

Ser Pro Ser His Arg Arg Gly Lys 
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65 70 75 80 

Pro Ala Trp Arg Arg Gly Leu Ser Gly Arg Arg Trp Gly Ala Pro Ser 

85 90 95 

Lys Ala Trp Lys Glu Ala Gin Ser Leu Glu Gly Thr Leu His Ala 
100 105 110 

<210> 477 
<211> 422 
<212> DNA 

<213> Homo sapiens 
<400> 477 

acgcgtggcc gagccagcgt gctcaaggaa atggtcaacg gcactcttat taacggctgg 
60 

gactctcccg aggtggaacg ggcactggac ctgtgcatgg cgtgcaaagg gtgcgcccga 
120 

gattgcccca ccggaatcga catggccagc taccgcagca cggttcttga cgaaaaatac 
180 

cgtcaccgtc tccgccctcg ctcccacctg acgatggggc tgctgcccat gtgggaacgt 
240 

ctgctcaatc ggaccccagg agcgccgtcg ctggccaacg cagtgctttc gatgccggtc 
300 

ttcgcacgtc ttgctagatg gacagccggg gtggatcagc gtcgtcccct cccccgattc 
360 

cagccctcgg ccagattggc cagtccgcag gccgccccgg ttaaggagat tgtggcggat 

420 

cc 

422 

<210> 478 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 478 



Thr 


Arg 


Gly 


Arg 


Ala 


Ser 


Val 


Leu 


Lys 


Glu 


Met 


Val 


Asn 


Gly 


Thr 


Leu 


1 








5 










10 










15 




He 


Asn 


Gly 


Trp 
20 


Asp 


Ser 


Pro 


Glu 


Val 
25 


Glu 


Arg 


Ala 


Leu 


Asp 
30 


Leu 


Cys 


Met 


Ala 


Cys 
35 


Lys 


Gly 


Cys 


Ala 


Arg 
40 


Asp 


Cys 


Pro 


Thr 


Gly 
45 


He 


Asp 


Met 


Ala 


Ser 

50 


Tyr 


Arg 


Ser 


Thr 


Val 

55 


Leu 


Asp 


Glu 


Lys 


Tyr 
60 


Arg 


His 


Arg 


Leu 


Arg 


Pro 


Arg 


Ser 


His 


Leu 


Thr 


Met 


Gly 


Leu 


Leu 


Pro 


Met 


Trp 


Glu 


Arg 












70 










75 










60 


Leu 


Leu 


Asn 


Arg. 


Thr 
85 


Pro 


Gly 


Ala 


Pro 


Ser 
90 


Leu 


Ala 


Asn 


Ala 


Val 
95 


Leu 


Ser 


Met 


Pro 


Val 
100 


Phe 


Ala 


Arg 


Leu. 


Ala 
105 


Arg 


Trp 


Thr 


Ala 


Gly 
110 


Val 


Asp 


Gin 


Arg 


Arg 

115 


Pro 


Leu 


Pro 


Arg 


Phe 

120 


Gin 


Pro 


Ser 


Ala 


Arg 

125 


Leu 


Ala 


Ser 


Pro 


Gin 
130 


Ala 


Ala 


Pro 


Val 


Lys 
135 


Glu 


He 


Val 


Ala 


Asp 
140 
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• <210> 479 
<211> 348 
<212> DMA 
<213> Homo sapiens 

<400> 479 

cgcgtggcca ttggccgggc gctggtgcgg cacccgcgac tggtgattgc cgatgagccg 
60 

atctcggcgt tggacatgac catccagaag cagattcttg agccgttcga gcgcctgcag 
120 

gcgcagtacg gctttgcctg cctgttcatc tcccacgacc tggcagcggt ggaacgcatc 
180 

gcccaccggg tggcggtgat gagcgagggc agggtggtgg aaatgggtgc ccgcgacgag 
240 

atcttcgacc gcccgcagca cccctacacc cgcaagctgc tggccgccgc cagccccttg 
300 

gagaaacttg aaaacggtgg ctaccgcatc cgccagggcc ccgtaccg 
348 

<210> 480 
<211> 116 
<212> PRT 
<213> Homo sapiens 

<400> 480 

Arg Val Ala He Gly Arg Ala Leu Val Arg His Pro Arg Leu Val He 

15 10 15 

Ala Asp Glu Pro He Ser Ala Leu Asp Met Thr He Gin Lys Gin He 

20 25 30 

Leu Glu Leu Phe Glu Arg Leu Gin Ala Gin Tyr Gly Phe Ala Cys Leu 

35 40 45 

Phe He Ser His Asp Leu Ala Ala Val Glu Arg He Ala His Arg Val 

50 55 60 

Ala Val Met Ser Glu Gly Arg Val Val Glu Met Gly Ala Arg Asp Glu 
^5 70 75 80 

He Phe Asp Arg Pro Gin His Pro Tyr Thr Arg Lys Leu Leu Ala Ala 

85 90 95 

Ala Ser Pro Leu Glu Lys Leu Glu Asn Gly Gly Tyr Arg He Arg Gin 

100 105 110 

Gly Pro Val Pro 
115 

<210> 481 
<211> 441 
<212> DNA 
<213> Homo sapiens 

<400> 481 

aagcttctga ctgtggcatt ctccctgctt aatatgtcct caatatcccc tacttactgg 

gcaaaatcct gcttatgctt tgggactagc tcaaagacca ctcccttgga tggtgccttc 
120 

cctgccctgc cggcttgcgc tggcttcctc agtgttagga ttaccatcac attgcatcat 
180 
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gagagcagaa gaccatctcc atgtgactgc tgcccctgct cccagcaggg cccacaanca 
240 

cccagtccag gacctggctc acgccgggtg gcggatgccc aggaatgggg ctctggatct 
300 

gcctcttctc ctgcaggacc aggaaaccgc tgccctgtcc ctgccccagg aaaccctcag 
360 

taaatcccca gtcatttgag tttcccctca gcgccagaga ccaacaacac atctccacca 
420 

acctgaaaaa ccttcacgcg t 
441 

<210> 482 
<211> 120 
<212> PRT 
<213> Homo sapiens 

<400> 482 



Lys 


Leu 


Leu 


Thr 


Val Ala Phe 


Ser 


Leu 


Leu 


Asn Met 


Ser 


Ser 


He 


Ser 


1 








5 






10 








15 




Pro 


Thr 


Tyr 


Trp 


Ala Lys Ser 


Cys 


Leu 


Cys 


Phe Gly 


Thr 


Ser 


Ser 


Lys 








20 






25 








30 






Thr 


Thr 


Pro 


Leu 


Asp Gly Ala 


Phe 


Pro 


Ala 


Leu Pro 


Ala 


Cys 


Ala 


Gly 






35 






40 








45 








Phe 


Leu 


Ser 


Val 


Arg He Thr 


He 


Thr 


Leu 


His His 


Glu 


Ser 


Arg 


Arg 




50 






55 








60 










Pro 


Ser 


Pro 


Cys 


Asp Cys Cys 


Pro 


Cys 


Ser 


Gin Gin 


Gly 


Pro 


Gin 


Xaa 


65 








70 








75 








80 


Pro 


Ser 


Pro 


Gly 


Pro Gly Ser 


Arg 


Trp 


Val 


Ala Asp 


Ala 


Gin 


Glu 


Trp 










85 






90 








95 




Gly 


Ser 


Gly 


Ser 


Ala Ser Ser 


Pro 


Ala 


Gly 


Pro Gly 


Asn 


Arg 


Cys 


Pro 








100 






105 








110 






val 


Pro 


Ala 


Pro 


Gly Asn Pro 


Gin 

















115 120 



<210> 483 
<211> 330 
<212> DNA 
<213> Homo sapiens 

<400> 483 

acgcgttcat tccctgatgg ccacgcacga gctaacggag ggatggggcg aagggaaggc 
60 

caaggttgcc tcgaagacca aggagtgtgc agggcaggac ctcgttttaa aggaatatcc 
120 

tctcaccaga gacacgcggc ggccaggcag ggccggagcg gggcctgtgc ccaggctccg 
180 

agcgtctgcc cagcccagca tccctgtccc cagccaggaa tatgtcttcg tggcatagag 
240 

ggagctcttg gagccacacc tgcgtgtgca catgtgtcac cccactgccg ggaggggctc 
300 

tcccgggacc ctgcagcgtg ggctgggccc 
330 

<210> 484 
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<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 484 

Met Gly Arg Arg Glu Gly Gin Gly Cys Leu Glu Asp Gin Gly Val Cys 

^ 5 10 15 

Arg Ala Gly Pro Arg Phe Lys Gly He Ser Ser His Gin Arg His Ala 

20 25 30 

Ala Ala Arg Gin Gly Arg Ser Gly Ala Cys Ala Gin Ala Pro Ser Val 

35 40 45 

Cys Pro Ala Gin His Pro Cys Pro Gin Pro Gly He Cys Leu Arg Gly 

50 55 60 

He Glu Gly Ala Leu Gly Ala Thr Pro Ala Cys Ala His Val Ser Pro 
^5 70 75 8Q 

His Cys Trp Glu Gly Leu Ser Arg Asp Pro Ala Ala Trp Ala Gly Pro 
85 90 95 

<210> 485 
<211> 377 
<212> DNA 

<213> Homo sapiens 
<400> 485 

acgcgtgctc gcgcggacga agtcggcgct gatcgcccag tcatgcgccc tgcccgtgcc 
60 

gcccagttcg gcgatcgccg cattcggccg gccggaatcg agaaggaatg cgtggacgta 
120 

cgggggatac caaaggaatc ttgtcgaggg cttcgcggcc ctcgacgtgg atcacctgta 
180 

cccgacggac gtggggaagc cgtcccgcaa gctcacggga ctccgcgaca tcgatgtgcg 
240 

atacgatctg caccgtcgtc ggctgcgtgc gcgacacatg ctccgcgatc gcctcagcgg 

300 

tggtttccga cgtcagcagg aacgtggcga cgggtggcat ggcggtcgcc gttatgtcgg 
360 

cattcccatt cctcggg 
377 

<210> 486 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 486 

Met Arg Pro Ala Arg Ala Ala Gin Phe Gly Asp Arg Arg He Arg Pro 

15 10 15 

Ala Gly He Glu Lys Glu Cys Val Asp Val Arg Gly He Pro Lys Glu 

20 25 30 ^ 

Ser Cys Arg Gly Leu Arg Gly Pro Arg Arg Gly Ser Pro Val Pro Asp 

35 40 45 

Gly Arg Gly Glu Ala Val Pro Gin Ala His Gly Thr Pro Arg His Arg 

50 55 60 

Cys Ala He Arg Phe Ala Pro Ser Ser Ala Ala Cys Ala Thr His Ala 
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65 70 75 80 

Pro Arg Ser Pro Gin Arg Trp Phe Pro Thr Ser Ala Gly Thr Trp Arg 

85 90 95 

Arg Val Ala Trp Arg Ser Pro Leu Cys Arg His Ser His Ser Ser 
100 105 110 

<210> 487 
<211> 459 
<212> DNA 

<213> Homo sapiens 
<400> 487 

nnacgcgtaa gatcgattgt ggatcagcac cgatgctggt ccccccgacg ttgttgttgg 
60 

cgggtgttgt tgtaaggagt gtgtgtgatg cgtgttggtg ttcctactga ggttaagaat 
120 

agtgagtttc gtgtggctgt gacgccggcg ggtgttcatg cgttggttgg tcgtggtcat 
180 

gaggtgttgg ttcaggctgg tgctggtgtg ggttcgggta ttccggatcc ggattttgtg 
240 

ggtgctggtg cgcgggttgt gggtgatgtg gagtcggtgt ggggtgatgc tgatttggtg 
300 

ttgaaggtga aggagcctgt tgcggaggag tatgggcggt tgcatgaggg tttggttctt 
360 

tttacgtatc ttcatttggc tgctgatgag gcgttgactc gtgagctttt ggggtgtggg 
420 

gtgacgtcga ttgcgtatga gacggtggag ttggccgat 
459 

<210> 468 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 488 



Met 


Arg 


Val 


Gly 


Val 


Pro 


Thr 


Glu 


Val 


Lys 


Asn Ser 


Glu 


Phe 


Arg Val 


1 








5 










10 








IS 


Ala 


val 


Thr 


Pro 


Ala 


Gly 


Val 


His 


Ala 


Leu 


Val Gly 


Arg 


Gly 


His Glu 








20 










25 








30 




Val 


Leu 


Val 


Gin 


Ala 


Gly 


Ala 


Gly 


Val 


Gly 


Ser Gly 


He 


Pro 


Asp Ser 






35 










40 








45 






Asp 


Phe 


Val 


Gly 


Ala 


Gly 


Ala 


Arg 


Val 


Val 


Gly Asp 


Val 


Glu 


Ser Val 




50 










55 








60 








Trp Gly 


Asp 


Ala 


Asp 


Leu 


Val 


Leu 


Lys 


Val 


Lys Glu 


Pro 


Val 


Ala Glu 


65 










70 










75 






80 


Glu 


Tyr 


Gly 


Arg 


Leu 


His 


Glu 


Gly 


Leu 


Val 


Leu Phe 


Thr 


Tyr 


Leu His 










85 










90 








95 


Leu 


Ala 


Ala 


Asp 


Glu 


Ala 


Leu 


Thr 


Arg 


Glu 


Leu Leu 


Gly 


Arg 


Gly Val 








100 










105 








110 




Thr 


Ser 


He 


Ala 


Tyr 


Glu 


Thr 


Val 


Glu 


Leu 


Ala Asp 









115 120 



<210> 489 
<211> 542 
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<212> DNA 

<213> Homo sapiens 
<400> 489 

nacgcgtttg gcgtactgag tgcggtggtg gatggcgacg acagtggcaa gccgctgctc 
60 

aaccagcacg gttgctacaa agtgcgcttt ccatttaccc gcgatcaaaa gcccagcact 

cggggttcgg catggctgcg cagggtgtcg ttgtctgccg gttccagcca tggcatgcac 
180 

tttccgctgc tcaaaggcag tgasgtgttg gtgtcatttc tggggggcga ccccgaccgg 
240 

ccgattatcg ttggctgcgt accaaactcg gaaaccccga gcatggtcgt tgagcgtaac 
300 

gccacccaga gcggcttctc cacggccgga gggcacttcc tggcgatgga agaccacccc 
360 

ggggctgccc atctgaagct gggtgcgcct ggcggcaaca gcgtcttcac actgggcaat 

ggcaaagtcg ccggcgcgca actgcgcacc aacgccccac atgcaattga catcgtcttc 
480 

gctcaaacac gaagtgcccg gcgtgtactc attgtcgatg ggcaccgggg acccggcggc 

540 

eg 

542 

<210> 490 
<211> 180 
<212> PRT 

<213> Homo sapiens 
<400> 490 

Xaa Ala Phe Gly Val Leu Ser Ala Val Val Asp Gly Asp Asp Ser Gly 

15 10 15 

Lys Pro Leu Leu Asn Gin His Gly Cys Tyr Lys Val Arg Phe Pro Phe 

20 25 30 

Thr Arg Asp Gin Lys Pro Ser Thr Arg Gly Ser Ala Trp Leu Arg Arg 

35 40 45 

Val Ser Leu Ser Ala Gly Ser Ser His Gly Met His Phe Pro Leu Leu 

50 55 60 

Lys Gly Ser Glu Val Leu Val Ser Phe Leu Gly Gly Asp Pro Asp Arg 
" 7b 75 80 

Pro lie lie Val Gly Cys Val Pro Asn Ser Glu Thr Pro Ser Met Val 

85 90 95 

Val Glu Arg Asn Ala Thr Gin Ser Gly Phe Ser Thr Ala Gly Gly His 

105 110 
Phe Leu Ala Met Glu Asp His Pro Gly Ala Ala His Leu Lys Leu Gly 

115 120 125 

Ala Pro Gly Gly Asn Ser Val Phe Thr Leu Gly Asn Gly Lys Val Ala 

130 135 140 

Gly Ala Gin Leu Arg Thr Asn Ala Pro His Ala He Asp He Val Phe 

150 155 160 

Ala Gin Thr Arg Ser Ala Arg Arg Val Leu He Val Asp Gly His Arg 
1^5 170 175 

Gly Pro Gly Gly 
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180 

<210> 491 
<211> 825 

<212> DNA 

<213> Homo sapiens 
<400> 491 

nacgcgtcga ggcgacggtc ggcgccgtca tggcgactgt tctcgagggc acatgggaac 

60 

gcatcggtgc cggattccgg actgccttaa ccacagcctt ggaacgcacc gatgaatggg 
120 

tgggcggccc tgacagcaag cccctcaacg aagtcgagac actgcgccgg tgcgccgatg 

180 

aactcatcgg cgggcccgtc ggcgcggttg ccgcgatgca cggagggtca atcgaattgg 
240 

tcgacgtgtc ggtcggtgac gaagagcgca gagtcgacgt caccatgaag ggagcatgcc 

300 

gaggttgccc ggcagccatc agaccctaca tcagcgcctg gaacatcaac tgagtctgcg 
360 

nattgcgcga gccggtcacc gtgcgggaaa tctgacacct actccgacag ctccacctcg 
420 

acgagcacct ccacgacgag gccaagccac tcgtagacgc attcctcctc ggcatccaat 
480 

tcctcccggg ccgcccgagc gacttcgtcg gcagtaacct ggtcgatgat ccctagcctg 
540 

gcggccatca tgccacgcag cgcattgaca gtacgaagcc aacgttgcgt catcacaggg 

600 

ttcatggaga tacagccggt tcggtgcaac gtctccacat cagcacttaa ggactgagcg 
660 

tcttcccagc gcgccgcgac atcctcggcg tcatggtcga catggaattg cgcgtcagct 
720 

gagtcgtcgt cacgataggc gctgggcagg atcaatcgac gcacctcgtc gtcctcctgg 
780 

agtccagaaa actggctctc ccaaaaagcg aacgggtccc cctcc 
825 

c210> 492 
<211> 58 
<212> PRT 

<213> Homo sapiens 
<400> 492 

Met Asn Gly Trp Ala Ala Leu Thr Ala Ser Pro Ser Thr Lys Ser Arg 

1 5 10 15 

His Cys Ala Gly Ala Pro Met Asn Ser Ser Ala Gly Pro Ser Ala Arg 

20 25 30 

Leu Pro Arg Cys Thr Glu Gly Gin Ser Asn Trp Ser Thr Cys Arg Ser 

35 40 45 

Val Thr Lys Ser Ala Glu Ser Thr Ser Pro 
50 55 

<210> 493 
<211> 863 
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<212> DNA 

<213> Homo sapiens 
<400> 493 

nacgcgttcc aacctcgtca aaacggctat cgcaggaaat gaccccaact ggggtcgcat 
60 

cctcgcggcg atcggatgtg ttcctgagaa tatagctccc ttcgatcccg accaggtgga 
120 

cgtgtccatc aatgacattc agatctgtaa ggccgggggt atcggggagg accgcaacct 
180 

cgtcgatatg aggccacgag aggttcacat cgatattgag ctgcatgcgg gtgatgccga 
240 

agctgcggta tggactaatg atctgaccca ccaatacgtc gaagagaata gcgcgtatac 
300 

atcatgaccc ttgctcttga catccccctc aacgactccc agttctcggc tcagcggaaa 
360 

tctgaggtcc tggtagaagc gctgccttgg atcaggcggt ttcagggccg cactgtcgtc 
420 

gtgaaatatg gcggcaacgc gatggttgat cccggtctgc agcaggcctt cgccgacgac 
480 

actgtgttta tggcctctgt ggggattcgc cctattgtcg tccacggtgg tggccctcag 

54 .. 

atcaatgcca tgcttgctga atccgctacc ccggftggagt tccgtaatgg tttgcgggtg 

600 

acatctccgg aggtcatgga ggt^tgtccgg atggcgctcg tcgggcaggt gggccgtcag 
660 

ctcgttaacc gaatcaacgc ctatgcgccg ctagcagctg gcatgtcagg cgaggacttt 

720 

ggcctttttt cggcccggaa gtcgcgggta attgttgatg gcgagcaaat agacatgggt 
780 

ttagtgggag acatcgttga cgtcaacatc gatctcgtta tctctatgct tgatcgcggt 
840 

cagattccgg tcattgcacc ggt 
863 

<210> 494 
<211> 186 
<212> PRT 

<213> Homo sapiens 



<400> 494 



Met Thr Leu 


Ala 


Leu 


Asp 


He 


Pro 


Leu Asn Asp Ser Gin Phe 


Ser 


Ala 


1 




5 








10 


15 




Gin Arg Lys 


Ser 
20 


Glu 


Val 


Leu 


Val 


Glu Ala Leu Pro Trp He 
25 30 


Arg 


Arg 


Phe Gin Gly 


Arg 


Thr 


Val 


Val 


Val 


Lys Tyr Gly Gly Asn Ala 


Met 


Val 


35 










40 


45 






Asp Pro Gly 


Leu 


Gin 


Gin Ala Phe Ala Asp Asp lie Val Phe 


Met 


Ala 


50 








55 




60 






Ser Val Gly 


He 


Arg 


Pro 


He 


Val 


Val His Gly Gly Gly Pro 


Gin 


He 


65 






70 






75 




80 


Asn Ala Met 


Leu 


Ala 


Glu 


Ser 


Ala 


Thr Pro Val Glu Phe Arg 


Asn 


Gly 






85 








90 


95 


Leu Arg Val 


Thr 


Ser 


Pro 


Glu 


Val 


Met Glu Val Val Arg Met 


Val 


Leu 
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100 105 110 

Val Gly Gin Val Gly Arg Gin Leu Val Asn Arg He Asn Ala Tyr Ala 

115 120 125 

Pro Leu Ala Ala Gly Met Ser Gly Glu Asp Phe Gly Leu Phe Ser Ala 

130 135 140 

Arg Lys Ser Arg Val He Val Asp Gly Glu Gin He Asp Met Gly Leu 
145 150 155 160 

Val Gly Asp He Val Asp Val Asn He Asp Leu Val He Ser Met Leu 

165 170 175 

Asp Arg Gly Gin He Pro Val He Ala Pro 
180 185 

<210> 495 
<211> 514 
<212> DNA 

<213> Homo sapiens 
<400> 495 

gcgcgcgaca ccggtgcccc gattagcgtg ccagtgggtg acgtcactaa gggtcacgtc 
60 

tggaatgtga caggtgacgt tcttaacgcc ngatccctcc acaatcgagg tgacnntgag 
120 

cgttggccga tccaccggga tcccccggcc ttcgatgacc ttgagcccga gaccgagatg 
180 

ctggagaccg gtattaaggt ccttgacttg ctgactcctt acgtcaaggg cggcaagatt 
240 

ggcctctttg gcggcgctgg tgtgggtaag acggtgctca ttcaggagat gatttaccgt 

300 

atcgcccaca acttcggcgg tacttcggtt ttcgccggtg tcggtgagcg tacccgcgag 
360 

ggtaacgacc tcatcaiacga gatggacgag gccggtgtgc tcaaagacac cgccctggta 
420 

ttcggccaga tggacgagcc cccgggcacg cggtacgagc tgtcgcgctg gcagccctgc 
480 

ggcccatgcc tggtcaactg ctgtgggacc ttgg 
514 



<210> 496 

<211> 171 

<212> PRT 

<213> Homo sapiens 



<400> 496 


















Ala Arg Asp 


Thr 


Gly 


Ala 


Pro 


He 


Ser Val 


Pro Val Gly Asp Val 


Thr 


1 




5 








10 


15 




Lys Gly His 


Val 


Trp 


Asn 


Val 


Thr 


Gly Asp 


Val Leu Asn Ala Xaa 


Ser 




20 










25 


30 




Leu His Asn 


Arg 


Gly 


Asp 


Xaa 


Glu 


Arg Trp 


Pro He His Arg Asp 


Pro 


35 










40 




45 




Pro Ala Phe 


Asp 


Asp 


Leu 


Glu 


Pro 


Glu Thr 


Glu Met Leu Glu Thr Gly 


50 








55 






60 




He Lys Val 


Leu 


Asp 


Leu 


Leu 


Thr 


Pro Tyr 


Val Lys Gly Gly Lys 


He 


65 






70 








75 


80 


Gly Leu Phe 


Gly 


Gly 


Ala Gly Val 


Gly Lys 


Thr Val Leu He Gin 


Glu 
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85 90 95 

Met He Tyr Arg He Ala His Asn Phe Gly Gly Thr Ser Val Phe Ala 

100 105 110 

Gly Val Gly Glu Arg Thr Arg Glu Gly Asn Asp Leu He Asn Glu Met 

115 120 125 

Asp Glu Ala Gly Val Leu Lys Asp Thr Ala Leu Val Phe Gly Gin Met 

130 135 140 

Asp Glu Pro Pro Gly Thr Arg Tyr Glu Leu Ser Arg Trp Gin Pro Cys 
145 150 155 160 

Gly Pro Cys Leu Val Asn Cys Cys Gly Thr Leu 
165 170 



<210> 497 

<211> 662 

<212> DNA 

<213> Homo sapiens 



<400> 497 

acgcgtcctg ggatctcaac cccagcagtc tggcttgttt ctcattccca caatttcctg 
60 

ggttccacca agcagcgaaa actgccagga tgaatgagga aaaaacccag ccccacaaac 
120 

gagacacacg ctggcgggga gagacgcagc agagctcctt cctgtctgtg gactcggagc 
180 

aaagacgtgg ggccccatct tttgtgtttt cctcaagcgg ggaaagaatg gactgtttgc 

240 

atgcttcgtg ccacacgccc gcggtgatcc cagccagggc cccgagcgca gaggcggagc 
300 

tgtgctcagc acaggcctgg gacctccccc ggcaggcacc tgtggggggt gcagcccccg 
360 

ggaaggaggc aactgcctca cttaacatcc tccgctgcaa ggtggtggcg ccgagaggcg 
420 

tgtctgtgaa gacaggtacc aggatggcag gacccgcacg cctcttccca cacctgtcag 
480 

cttcggaagc atctctcgag gactctggtc ccaggatgtc tcccaggaca agccagtctg 
540 

cctcttcctc ctacttctgc tgtagcctgg gaccagacct ggccaaggtc agccagcggg 
600 

gagggccgag gtctgagctc tcgtcctgcc gtggcccccg cgatggcttg gggtgcaagc 

660 

tt 

662 

<210> 498 
<211> 191 
<212> PRT 

<213> Homo sapiens 
<400> 498 

Met Asn Glu Glu Lys Thr Gin Pro His Lys Arg Asp Thr Arg Trp Arg 

15 10 15 

Gly Glu Thr Gin Gin Ser Ser Phe Leu Ser Val Asp Ser Glu Gin Arg 

20 25 30 

Arg Gly Ala Pro Ser Phe Val Phe Ser Ser Ser Gly Glu Arg Met Asp 
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35 

Cys Leu His Ala Ser 
50 

Pro Ser Ala Glu Ala 
65 

Arg Gin Ala Pro Val 
85 

Ser Leu Asn lie Leu 
100 

Val Lys Thr Gly Thr 
115 

Leu Ser Ala Ser Glu 
130 

Pro Arg Thr Ser Gin 
145 

Gly Pro Asp Leu Ala 
165 

Leu Ser Ser Cys Arg 
180 



40 

Cys His Thr Pro Ala Val 
55 

Glu Leu Cys Ser Ala Gin 
70 75 
Gly Gly Ala Ala Pro Gly 
90 

Arg Cys Lys Val Val Ala 
105 

Arg Met Ala Gly Pro Ala 

120 

Ala Ser Leu Glu Asp Ser 
135 

Ser Ala Ser Ser Ser Tyr 
150 155 
Lys Val Ser Gin Arg Gly 
170 

Gly Pro Arg Asp Gly Leu 
185 



45 




lie Pro Ala Arg 


Ala 


60 




Ala Trp Asp Leu 


Pro 




80 


Lys Glu Ala Thr 


Ala 


95 




Pro Arg Gly Val 


Ser 


110 




Arg Leu Phe Pro 


His 


125 




Gly Pro Arg Met 


Ser 


140 




Phe Cys Cys Ser 


Leu 




160 


Gly Pro Arg Ser 


Glu 


175 




Gly Cys Lys Leu 




190 





<210> 499 
<211> 444 
c212> DNA 
<213> Homo sapiens 



<400> 499 

acgcgtgaag 

60 

ctgccttctg 
120 

aagtgaaagc 
180 

tcctcaactg 
240 

gcaaaatggg 
300 

agggcagtta 
360 

gggtcctgga 
420 

aagggcctct 
444 



ggtgggcagt 
cctgaccctc 
ttctgagctc 
gggggttgga 
gtaataggag 
ccgtcatgga 
tcctgcctgc 
gaaaacacag 



gttgagccga 
tggcttccta 
actacgagag 
ggaggttact 
cccctcttca 
gaacagaaag 
tcggcctttt 

ggtg 



gtgagccctc 
agcagtctat 
cactggagct 
tcacttctca 
tcaatgcttg 
gccccgagct 
cattctcttc 



ctccctgcaa 
acgtgagaag 
ggaacctctc 
aaacctcaat 
gagggaatgc 
atcctggatg 
ttcacctaca 



tgctggagcc 
ccctttcttc 
tgggttcaaa 
ttccttatct 
ctggcacagt 
tggtgagaat 
ggctcccaca 



<210> 500 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 500 

Met Thr Val Thr Ala Leu Leu Cys Gin Ala Phe Pro Pro Ser lie Asp 

1 5 10 15 

Glu Glu Gly Leu Leu Leu Pro His Phe Ala Asp Lys Glu lie Glu Val 

20 25 30 

Leu Arg Ser Glu Val Thr Ser Ser Asn Pro Pro Val Glu Asp Leu Asn 
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35 40 45 

Pro Glu Arg Phe Gin Leu Gin Cys Ser Arg Ser Glii Leu Arg Ser Phe 

50 55 60 

His Leu Lys Lys Gly Leu Leu Thr Tyr Arg Leu Leu Arg Lys Pro Glu 
65 70 75 80 

Gly Gin Ala Glu Gly Arg Ala Pro Ala Leu Gin Gly Gly Gly Leu Thr 

85 90 95 

Gin Leu Asn Thr Ala His Pro Ser Arg 
100 105 

<210> 501 
<211> 800 
<212> DNA 

<213> Homo sapiens 
<400> 501 

agatctgatc cgagaagtgg ctgctcaggg aaatgactac tccatggctt tcttaactca 
60 

ggtactcctt attcaatgag aggcctgagg tgagacccgc catgcggcgc gtggatcgca 
120 

tggtgttagt gcacactagc aaggggctta ggtctccagc tgaggtcaga tgcacacttg 
180 

gaccttgtac tggggagtaa cacacatctc tgtgttcagc gaaccatcca ggagctgttt 
240 

gaagtttatt ctcccatgga tgatgctggc ttcccggtca aagctgagga gtttgtggtg 
300 

ctttctcagg aaccttctgt cacggaaacc attgcaccca aaattgcaag acctttcata 
360 

gaggccctca agagtattga gtatctggag gaggatgccc agaagtccgc acaggagggg 

420 

gtgctgggac cacacactga tgctctgtca tcagactctg agaacatgcc gtgtgatgaa 
480 

gaaccatccc aattagagga gctagctgac ttcatggagc agcttacacc aattgaaaaa 
540 

tatgctttaa attacctgga atcttgaggc agggcctgag agagcacgct gcgccgtact 
600 

tccagcagct gcggcagacc acggctccac gcctgctgca gttccctgag ctgaggctgg 
660 

tgcagttcga ctcaggtatg cggcagttgg gggcgtggcc cgtgcgggag ctgcactggc 

720 

cctggatgat gaggcgctct tgatgtgatt cgtttcccag ggaagttgga agctttagct 
780 

accttgcttc agaaactgaa 
800 

<210> 502 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 502 

Met Asp Asp Ala Gly Phe Pro Val Lys Ala Glu Glu Phe Val Val Leu 

is 10 15 

Ser Gin Glu Pro Ser Val Thr Glu Thr He Ala Pro Lys He Ala Arg 
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20 25 30 

Pro Phe He Glu Ala Leu Lys Ser He Glu Tyr Leu Glu Glu Asp Ala 

35 40 45 

Gin Lys Ser Ala Gin Glu Gly Val Leu Gly Pro His Thr Asp Ala Leu 

50 55 60 

Ser Ser Asp Ser Glu Asn Met Pro Cys Asp Glu Glu Pro Ser Gin Leu 
65 70 75 80 

Glu Glu Leu Ala Asp Phe Met Glu Gin Leu Thr Pro He Glu Lys Tyr 

85 90 95 

Ala Leu Asn Tyr Leu Glu Ser 
100 

<210> 503 
<211> 538 
<212> DNA 

<213> Homo sapiens 
<400> 503 

nnacgcgttg tcgtctctcc gatcattgat tttgttgtat tctgcaatga tgtaaaggaa 
60 

gatgatgaca cggagaagtt taaagaagcc attgtgaaat ttcataggct gtttgggatg 
120 

ccagaggaag agaaactcgt caactattac tcttgcagct attggaaggg gaaggtcccc 
180 

cgtcagggtt ggatgtacct cagcattaac cacctttgct tttattcttt tcttatggga 
240 

agggaagcga aactggtcat ccggtgggta gacatcactc agcttgagaa gaatgccccc 
300 

ctgcttctgc ctgatgtgat caaagtgagc acacggtcca gtgagcattt cttctctgta 
360 

ttcctcaaca tcaacgagac cttcaagtta atggagcagc ttgccaacat agccatgagg 
420 

caactcttag acaatgaggg atttgaacaa gatcgatccc tgcccaaact caaaaggaaa 
480 

tctcctaaaa aagtgtctgc tctaaaacgt gatcttgatg cctgggccct tcacgcgt 
538 

<210> 504 
<211> 179 
<212> PRT 

<213> Homo sapiens 



<400> 504 


























Xaa Arg Val 


Val 


Val 


Ser Pro 


He 


He 


Asp 


Phe 


Val 


Val 


Phe 


Cys 


Asn 


1 




5 








10 










15 




Asp Val Lys 


Glu 


Asp 


Asp Asp 


Thr 


Glu 


Lys 


Phe 


Lys 


Glu 


Ala 


He 


Val 




20 








^5 










30 






Lys Phe His 


Arg Leu 


Phe Gly 


Met 


Pro 


Glu 


Glu 


Glu 


Lys 


Leu 


Val 


Asn 


35 








40 










45 








Tyr Tyr Ser 


Cys 


Ser 


Tyr Trp 


Lys 


Gly 


Lys 


Val 


Pro 


Arg 


Gin Gly Trp 


50 






55 










60 










Met Tyr Leu 


Ser 


He 


Asn His 


Leu 


Cys 


Phe 


Xyr 


Ser 


Phe 


Leu 


Met 


Gly 


65 






70 








75 










80 


Arg Glu Ala 


Lys 


Leu 


Val He 


Arg 


Trp 


Val 


Asp 


He 


Thr 


Gin 


Leu 


Glu 



677 



wo 00/58473 



PCT/USOO/08621 



85 

Lys Asn Ala Pro Leu 
100 

ser Ser Glu His Phe 
115 

Lys Leu Met Glu Gin 

. 130 

Asn Glu Gly Phe Glu 
145 

Ser Pro Lys Lys Val 
165 

Leu His Ala 



90 

Leu Leu Pro Asp Val lie 
105 

Phe Ser Val Phe Leu Asn 
120 

Leu Ala Asn lie Ala Met 
135 

Gin Asp Arg Ser Leu Pro 
150 155 
Ser Ala Leu Lys Arg Asp 
170 



95 

Lys Val Ser Thr Arg 
110 

lie Asn Glu Thr Phe 

125 

Arg Gin Leu Leu Asp 
140 

Lys Leu Lys Arg Lys 
160 

Leu Asp Ala Trp Ala 
175 



<210> 505 
<211> 381 
<212> DNA 

<213> Homo sapiens 
<400> 505 

gtgcacgaca ccgaacggta cgaacgtatc tcccaggcac gtcgcgagga acagcaggcc 
60 

atgctcggct acgacngctc aagaacctgt cgcatgacct tgctcaccgg gcagctggac 

gacccctcca cgactccttg cggacgctgc gacgtctgtg ctggcccgtg gtactcagtc 
180 

gaggtcgatc agtcagccgc tgtgagagcc gtccaatccc tcaaccgggt gggagttccg 
240 

gtggaaccac gcgccgcctg gcccgcaggg atggacgccc tccaggttgc gctcaagggt 
^S^atcagtg ccgaggagat cgctgcagag ggccgcgtca tcgccagact ctccgatctg 

ggttggggag gggcgctgcg c 

381 

<210> 506 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 506 

.Val His Asp Thr Glu Arg Tyr Glu Arg lie Ser Gin Ala Arg Arg Glu 

15 10 15 

Glu Gin Gin Ala Met Leu Gly Tyr Asp Xaa Ser Arg Thr Cys Arg Met 

20 25 30 

Thr Leu Leu Thr Gly Gin Leu Asp Asp Pro Ser Thr Thr Pro Cys Gly 

35 40 45 

Arg Cys Asp Val Cys Ala Gly Pro Trp Tyr Ser Val Glu Val Asp Gin 

50 55 60 

Ser Ala Ala Val Arg Ala Val Gin Ser Leu Asn Arg Val Gly Val Pro 
^5 70 75 80 

Val Glu Pro Arg Ala Ala Trp Pro Ala Gly Met Asp Ala Leu Gin Val 

85 90 95 

Ala Leu Lys Gly Arg lie Ser Ala Glu Glu lie Ala Ala Glu Gly Arg 
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100 105 110 

Val lie Ala Arg Leu Ser Asp Leu Gly Trp Gly Gly Ala Leu Arg 
115 120 125 

<210> 507 
<211> 499 
<212> DNA 

<213> Homo sapiens 
<400> 507 

gccggcgtgt tcaacctcat ggtgtgggcc ttcattaccg acgtcatcga tgcccaggag 

60 

gtcatgtccg gggagcgtga agacggtgtc atctatggcg tgaactcctt cgcccgcaaa 
120 

cttgcccagg ccattgccgg tggaatcggc ggagccatgc tgacgatgat cggctaccag 
180 

tcctcctccc aaggtggtgc cgttcagtcg gagtccgtcg tcaatcacct gtacacgctc 
240 

gccaccgcca tcccgacgat ctgctgcctc ggcgctgccc tgctcatgct gggctacccg 

300 

ctcacccgcg acaaggcggt cgccaacgcc gacgagttgg ctcgtcgcca cgcagtacag 
360 

gccgagcaaa actcctgacc cataacggag gcacatcatg gacacgctca tgcggatcac 
420 

cgaccacttg acaacctcgc cgggtatcca attgaaaatt gacaagcgat ggggtgcctc 
480 

cgtcacattt gtgacgcgt 
499 

<210> 508 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 508 




















Ala Gly 


Val Phe 


Asn 


Leu 


Met 


Val Trp 


Ala 


Phe He Thr 


Asp 


Val 


He 


1 




5 








10 






15 




Asp Ala 


Gin Glu 


Val 


Met 


Ser 


Gly Glu 


Arg 


Glu Asp Gly 


Val 


He 


Tyr 




20 








25 






30 






Gly Val 


Asn Ser 


Phe 


Ala 


Arg 


Lys Leu 


Ala 


Gin Ala He 


Ala 


Gly 


Gly 




35 








40 




45 








He Gly 


Gly Ala Met 


Leu 


Thr 


Met He 


Gly 


Tyr Gin Ser 


Ser 


Ser 


Gin 


50 








55 






60 








Gly Gly 


Ala Val 


Gin 


Ser 


Glu 


Ser Val 


Val 


Asn His Leu 


Tyr 


Thr 


Leu 


65 






70 








75 






80 


Ala Thr 


Ala He 


Pro 


Thr 


He 


Cys Cys 


Leu 


Gly Ala Ala 


Leu 


Leu 


Met 






85 








90 






95 




Leu Gly 


Tyr Pro 


Leu 


Thr 


Arg 


Asp Lys 


Val 


Val Ala Asn 


Ala 


Asp 


Glu 




100 








105 






110 






Leu Ala 


Arg Arg 


His 


Ala 


Val 


Gin Ala 


Glu 


Gin Asn Ser 










115 








120 




125 









<210> 509 
<211> 360 
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<2X2> DNA 

<2I3> Homo sapiens 
<400> 509 

ttggccatgg acttggctcg caagttcagt cccaaagatg tcacgctcta tctaatggac 
60 

ttcgggacca atggtgtggc accactaggc caattaccac aggtggccga caccttgctt 
120 

ttggatcata cggagaagat tgccaagttt gtacgcatca tggagcggga gctcaaccgg 
180 

cgtaagaagc tcttgtccga ctacggtgtt ggtacactag agctctaccg tcaggctagc 
240 

ggtcagcaag agccggccat cgtcatcctg ctggacagtt atgagtccat gaaggaagag 
300 

gcctatgaag cggagctctt cacgctcttg gtgcggatct cccgggaagg tctcagcatc 
360 

<210> 510 
<211> 120 

<212> PRT 

<213> Homo sapiens 
<400> 510 



Leu 


Ala 


Met 


Asp Leu 


Ala Arg Lys 


Phe Ser 


Pro Lys Asp Val 


Thr 


Leu 


1 






5 




10 


15 




Tyr 


Leu 


Met 


Asp Phe 


Gly Thr Asn 


Gly Val 


Ala Pro Leu Gly Gin Leu 








20 




25 


30 






Pro 


Gin 


Val 


Ala Asp 


Thr Leu Leu 


Leu Asp His Thr Glu Lys 


He 


Ala 






35 




40 




45 






Lys 


Phe 


Val 


Arg He 


Met Glu Arg 


Glu Leu 


Asn Arg Arg Lys 


Lys 


Leu 




50 






55 




60 




Leu 


Ser 


Asp 


Tyr Gly 


Val Gly Thr 


Leu Glu 


Leu Tyr Arg Gin Ala 


Ser 


65 








70 




75 




80 


Gly Gin 


Gin 


Glu Pro 


Ala He Val 


He Leu 


Leu Asp Ser Tyr 


Glu 


Ser 








85 




90 




95 




Met 


Lys 


Glu 


Glu Ala 


Tyr Glu Ala 


Glu Leu 


Phe Thr Leu Leu 


Val 


Arg 


He 






100 




105 


110 




Ser 


Arg 
115 


Glu Gly 


Leu Ser He 
120 











<210> 511 
<211> 361 
<212> DNA 

<213> Homo sapiens 
<400> 511 

ntcgcgaacc gcggctatgc ggtgctccag cccaatttcc gcggatcggg cggttatggc 
60 

actgcgttcg gcgatgccgg catcggccag atcgggcgca agatgcagga cgatctcgac 
120 

gacgggatgg actggctggt caaggagggc atcgtcgaca agggccgggt gtgcatcgtc 
ISO 

ggggcctcct atggcggcta tgccgcgatg tggggcgcga tccgcaatcc cgaacgctat 
240 
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cgctgcgcgg cgagcccggc gggggttgcc gattaaggcc atgctcaaat ataaccggcg 

300 

ctatctcgac aaggaggcgg gcaagcgctg gccgccccgn . tcaaccggcg aacccgaatt 
360 
c 

361 

<210> 512 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 512 

Xaa Ala Asn Arg Gly Tyr Ala Val Leu Gin Pro Asn 

15 10 
Gly Gly Tyr Gly Thr Ala Phe Gly Asp Ala Gly He 

20 25 
Arg Lys Met Gin Asp Asp Leu Asp Asp Gly Met Asp 

35 40 
Glu Gly He Val Asp Lys Gly Arg Val Cys He Val 

50 55 60 

Gly Gly Tyr Ala Ala Met Trp Gly Ala He Arg Asn 
65 70 75 

Arg Cys Ala Ala Ser Leu Ala Gly Val Ala Asp 
85 90 

<210> 513 
<211> 369 
<212> DNA 

<213> Homo sapiens 
<400> 513 

nnatgcagac tagaagatgg catgacggtt ttggctggcg gtttcgggct atgcggcatt 
60 

ccagaaaatc tgattcaaga gatcaaacga cgccagactt gtgatttgac catagtgtca 

120 

aataactgtg gtgtagatgg ttttggttta ggggttttgc tagaagataa gcaagtacgc 
180 

aaaatggtgt cttctcatgt gggtgaaaat gcactgtttg agaagcaatt attacaaggt 
240 

gagttggaag tcgagctcac tcctcaaggc actcttgccg aaaaactacg cgctggcggc 
300 

gcgggaattc ctgccttttt cacagcaacg ggtgtaggta cacctattgg tgagggtaaa 
360 

gacacgcgt 
369 

<210> 514 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 514 

Xaa Cys Arg Leu Glu Asp Gly Met Thr Val Leu Ala Gly Gly Phe Gly 



Phe Arg Gly Ser 

15 

Gly Gin He Gly 
30 

Trp Leu Val Lys 
45 

Gly Ala Ser Tyr 

Pro Glu Arg Tyr 
80 
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15 10 15 

Leu Cys Gly lie Pro Glu Asn Leu He Gin Glu He Lys Arg Arg Gin 

20 25 30 

Thr Cys Asp Leu Thr He Val Ser Asn Asn Cys Gly Val Asp Gly Phe 

35 40 45 

Gly Leu Gly Val Leu Leu Glu Asp Lys Gin Val Arg Lys Met Val Ser 

SO 55 60 

Ser Tyr Val Gly Glu Asn Ala Leu Phe Glu Lys Gin Leu Leu Gin Gly 
65 70 75 80 

Glu Leu Glu Val Glu Leu Thr Pro Gin Gly Thr Leu Ala Glu Lys Leu 

85 90 95 

Arg Ala Gly Gly Ala Gly He Pro Ala Phe Phe Thr Ala Thr Gly Val 

100 105 110 

Gly Thr Pro He Gly Glu Gly Lys Asp Thr Arg 
115 120 

<210> 515 
<211> 387 
<212> DNA 
<213> Homo sapiens 

<:400> 515 

gcgtgggacg agaaggccgc cggcaactgc gcgatcgact acgggttcca ccagatcctc 
60 

tccgacgtgc aggactcgtc gctgaccgcg atggacgagc tgatcaccga gggcgtgaca 
120 

tccttcaagc tcttcgtggc ctacaagggc gtcttcctct cggacgacgg gcagatcctg 
180 

cgggcgttcc agaagggcgc cgacaacggc gcgatgatga tgatgcacgc cgagaacggc 
240 

gcgatcatcg acgtgctcgt gcagcaggcg ctcgaggccg ggaagaccac cccgtactac 
300 

cacggcatca gccggccgtg gcaggccgag gaggaggcca cccaccgcgc gaccatgatc 
360 

gccgacctga ccggtgcgcc gttgtac 
387 

<210> 516 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 516 

Ala Trp Asp Glu Lys Ala Ala Gly Asn Cys Ala He Asp Tyr Gly Phe 

1 5 10 15 

His Gin He Leu Ser Asp Val Gin Asp Ser Ser Leu Thr Ala Met Asp 

20 25 30 

Glu Leu He Thr Glu Gly Val Thr Ser Phe Lys Leu Phe Val Ala Tyr 

35 40 45 

Lys Gly Val Phe Leu Ser Asp Asp Gly Gin He Leu Arg Ala Phe Gin 

50 55 60 

Lys Gly Ala Asp Asn Gly Ala Met Met Met Met His Ala Glu Asn Gly 
65 70 75 80 

Ala He He Asp Val Leu Val Gin Gin Ala Leu Glu Ala Gly Lys Thr 
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85 90 95 

Thr Pro Tyr Tyr His Gly lie Ser Arg Pro Trp Gin Ala Glu Glu Glu 

100 105 110 

Ala Thr His Arg Ala He Met He Ala Asp Leu Thr Gly Ala Pro Leu 
115 120 125 

Tyr 



<210> 517 
.<211> 377 
<212> DNA 
<213> Homo sapiens 

<400> 517 

acgcgtgaag ggctggtggg caggccttgc gccccctctg gggacagctc tcctccaccc 
60 

agaccccttc gggccaacag tggggagggg ctgccgtctg agccactgtt ccgacagggg 
120 

attcgcgagt tccgggggag ctggggactg agctgcgggc ctcctgggct ggggctcttc 
180 

tccgaggttg gaggcagctt tagaaacttg agacccctag ctggagaggg cagaaggggt . 
240 

ccctgagctt ccccaggaga aggggggcca atttggagct tgcttttcac ctgagatgag . 
300 

gaatgggggt ggccaggccg agagcccagt ggggcatccc cagcacccat gaacatgcta 
360 

aggaagggga ggggccc 
377 

<210> 518 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 518 



Met 


Phe 


Met 


Gly 


Ala 


Gly 


Asp 


Ala 


Pro 


Leu Gly Ser Arg 


Pro 


Gly 


His 


1 








5 










10 






15 




Pro 


His 


Ser 


Ser 


Ser 


Gin 


Val 


Lys 


Ser 


Lys Leu 


Gin He 


Gly 


Pro 


Pro 








20 










25 






30 






Ser 


Pro 


Gly 


Glu 


Ala 


Gin 


Gly 


Pro 


Leu 


Leu Pro 


Ser Pro 


Ala 


Arg 


Gly 






35 










40 






45 








Leu 


Lys 


Phe 


Leu 


Lys 


Leu 


Pro 


Pro 


Thr 


Ser Glu 


Lys Ser 


Pro 


Ser 


Pro 




50 










55 








60 








Gly 


Gly 


Pro 


Gin 


Leu 


Ser 


Pro 


Gin 


Leu 


Pro Arg 


Asn Ser 


Arg 


He 


Pro 


65 










70 








75 








80 


Cys 


Arg 


Asn 


Ser 


Gly 


Ser 


Asp 


Gly 


Ser 


Pro Ser 


Pro Leu 


Leu 


Ala 


Arg 










85 










90 






95 




Arg 


Gly 


Leu 


Gly 


Gly 


Gly 


Glu 


Leu 


Ser 


Pro Glu Gly Ala Gin 


Gly 


Leu 








100 










105 






110 






Pro 


Thr 


Ser 


Pro 


Ser 


Arg 



















115 



<210> 519 
<211> 311 
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<212> DNA 

<213> Homo sapiens 
<4po> 519 

gcgcgccagg gggaagggag agaaaacaca gaaaaatgag ggggaaatac cagatactga 
60 

agaatttaaa ttattataaa ggaacctttt ctgcaactct gaaaaatgtt agaatatcca 
120 

aagaaattga taattttcta ggaaaacatg acttaccaaa attaactcta gaaaagaatc 
180 

gatacacatc agtaacaaca gaagttgaga aagtagttaa catattgcca aacctggaat 
240 

tcatgattga attctttgag atctactgtg agtacatact ctgcctctgt tcagctgttc 
300 

cagaacttaa g 
311 

<210> 520 
<211> 92 
<212> PRT 

<213> Homo sapiens 
<400> 520 

Met Arg Gly Lys Tyr Gin lie Leu Lys Asn Leu Asn Tyr Tyr Lys Gly 

1 5 10 15 

Thr Phe Ser Ala Thr Leu Lys Asn Val Arg lie Ser Lys Glu lie Asp 

20 25 30 

Asn Phe Leu Gly Lys His Asp Leu Pro Lys Leu Thr Leu Glu Lys Asn 

35 40 45 

Arg Tyr Thr Ser Val Thr Thr Glu Val Glu Lys Val Val Asn He Leu 

50 55 60 

Pro Asn Leu Glu Phe Met He Glu Phe Phe Glu He Tyr Cys Glu Tyr 
65 70 75 80 

He Leu Cys Leu Cys Ser Ala Val Pro Glu Leu Lys 
85 . 90 

<210> 521 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 521 

nnngatgcca cgccggtcta cggaatctcc accggcttcg gcgcgcttgc ccgccgccac 
60 

attccagaag agatgcgcgc gcagctgcag ctgtccctgg tgcgctccca cgcggccggc 
120 

accggccctg aggtggaaga agaagtaatt cgcgcgctca tgctgctgcg cctatccacc 
180 

ctgtgtaccg gccgtaccgg cgtgcgcccc gtggtggtag aaacttatgc caaggcgctc 
240 

aacgccggca tcgtgccggg ggtgcgcgaa tacgggtcgc tgggctgctc cggcgacttg 
300 

gccccgctgg ctcactgcgc cctagcgctg ttgggtgagg gtgaggtacg cn 

352 
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<210> 522 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 522 

Xaa Asp Ala Thr Pro Val Tyr Gly lie Ser Thr Gly Phe Gly Ala Leu 

1 5 10 15 

Ala Arg Arg His lie Pro Glu Glu Met Arg Ala Gin Leu Gin Leu Ser 

20 25 30 

Leu Val Arg Ser His Ala Ala Gly Thr Gly Pro Glu Val Glu Glu Glu 

35 40 45 

Val lie Arg Ala Leu Met Leu Leu Arg Leu Ser Thr Leu Cys Thr Gly 

50 .55 60 • 

Arg Thr Gly Val Arg Pro Val Val Val Glu Thr Tyr Ala Lys Ala Leu 
65 70 75 80 

Asn Ala Gly He Val Pro Gly Val Arg Glu Tyr Gly Ser Leu Gly Cys 

85 90 95 

Ser Gly Asp Leu Ala Pro Leu Ala His Cys Ala Leu Ala Leu Leu Gly 

100 105 110 

Glu Gly Glu Val Arg 
115 

<210> 523 
<211> 693 
<212> DNA 
<213> Homo sapiens 



<400> 523 

agcgcttcca cagtcgcgca aactcctctt 
60 

tcagagccac caagctgcgg caccatctaa 

120 

aagctcctgg ttgagaaggc cctgaagctg 
180 

atatctgttg aaaatgcttt gttgggagcc 
240 

gttgaaatgg ctgctcaggt gcctgtcact 
300 

gaactccgct gattttctcc gtgtctgtgc 
360 

gtaagtcatg gtgaagttgc ggcggaattt 
420 

cgaggaaaaa aacacgggtg gaaatttctc 
480 

ttggaaatcg agcggaaatt ttgcatcttc 
540 

tgtgacgcac acgacaacat tggtgccttc 
600 

agcatcattt ccgggtcctc ctggcgtgtt 
660 

tgggaccatc cttcgtggag tgtgtttcca 
693 



ggtctagccg cccattcact ttcagttcca 
ggagaacatg tcccctggag gtcctgttag 
ggtggcatca atgtccagcc tctgctgagc 
atgttctgaa gggcttccct tcattctgag 
gtctggcatt ttcaggaaga ttcggagcaa 
aaccacaaca tagttcccag ggctcagatg 
attatttgag ctttggacag tgtttctgaa 
ccggaaccgc tgtgagccag ccagaatcac 
tgctttcaaa tttgatggtg tgacagcaac 
cattggctct tgcacagaga agttgaattg 
tcctagaatc atcgcttcct aaacattc^tt 
tgg 
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<210> 524 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 524 

Met lie Leu Gly Asn Thr Pro Gly Gly Pro Gly Asn Asp Ala Gin Phe 

^ 5 10 15 

Asn Phe Ser Val Gin Glu Pro Met Glu Gly Thr Asn Val Val Val Cys 

20 25 30 

Val Thr Val Ala Val Thr Pro Ser Asn Leu Lys Ala Glu Asp Ala Lys 

35 40 45 

Phe Pro Leu Asp Phe Gin Val lie Leu Ala Gly Ser Gin Arg Phe Arg 

.50 55 60 

Glu Lys Phe Pro Pro Val Phe Phe Ser Ser Phe Arg Asn Thr val Gin 
^5 70 75 80 

Ser Ser Asn Asn Lys Phe Arg Arg Asn Phe Thr Met Thr Tyr His Leu 

85 90 95 

Ser Pro Gly Asn Tyr Val Val Val Ala Gin Thr Arg Arg Lys Ser Ala 

100 105 110 

Glu Phe Leu Leu. Arg lie Phe Leu Lys Met Pro Asp Ser Asp Arg. His 

115 120 125 

Leu Ser Ser His Phe Asn Leu Arg Met Lys Gly Ser Pro Ser Glu His 

130 135 140 

Gly Ser Gin Gin Ser He Phe Asn Arg Tyr Ala Gin Gin Arg Leu Asp 
145 150 155 160 

He Asp Ala Thr Gin Leu Gin Gly Leu Leu Asn Gin Glu Leu Leu Thr 

165 170 175 

Gly Pro Pro Gly Asp Met Phe Ser Leu Asp Gly Ala Ala Ala Trp Trp 
180 185 190 

Leu 



<210> 525 
<211> 1101 
<212> DMA 

<213> Homo sapiens 
<400> 525 

nggcaagttg caaagagagc ctcagaggtc cgaagagcgc tgcgctccta ctcgcgttcg 
60 

cttcttcctc ttctcggttc cctactgtga aatcgcagcg acatttacaa aggcctccgg 
120 

gtcctaccga gaccgatccg cagcgtttgg cccggtcgcg cctattgcat cgggagcccc 
180 

cgagcaccgg cgaaggactg gcgggtgggg tagggaggtg gcggcggcgg catggcgagg 
240 

ttcccgaagg ccgacctggc cgctgcagga gttatgttac tttgccactt cttcacggac 
300 

cagtttcagt tcgccgatgg gaaacccggai gaccaaatcc ttgattggca gtatggagtt 
360 

actcaggcct tccctcacac agaggaggag gtggaagttg attcacacgc gtacagccac 
420 
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aggtggaaaa gaaacttgga ctttctcaag gcggtagaca cgaaccgagc aagcgtcggc 
480 

caagactctc ttgagcccag aagcttcaca gacctgctgc tggatgatgg gcaggacaat 
540 

aacactcaga tcgaggagga tacagaccac aattactata tatctcgaat atatggtcca 
600 

tctgattctg ccagccggga tttatgggtg aacatagacc aaatggaaaa agataaagtg 
660 

aagattcatg gaatattgtc caatactcat cggcaagctg caagagtgaa tctgtccttc 
720 

gattttccat tttatggcca cttcctacgt gaaatcactg tggcaaccgg gggtttcata 
780 

tacactggag aagtcgtaca tcgaatgcta acagccacac agtacatagc acctttaatg 
840 

gcaaatttcg atcccagtgt atccagaaat tcaactgtca gatattttga taatggcaca 
900 

gcacttgtgg tccagtggga ccatgtacat ctccaggata attataacct gggaagcctc 
960 

acattccagg caaccctgct catggatgga cgaatcatct ttggatacaa agaaattcct 
1020 

gtcttggtca cacagataag ttcaaccaat catccagtga aagtcggact gtccgatgca 
1080 

tttgtcgttg tccacaggat c 
1101 

<210> 526 
<211> 290 
<212> PRT 

<213> Homo sapiens 



<400> 526 



Met 


Ala 


Arg 


Phe 


Pro 


Lys 


Ala 


Asp 


Leu 


Ala 


Ala 


Ala 


Gly 


Val 


Met 


Leu 


1 








5 








10 










15 




Leu 


Cys 


His 


Phe 

20 


Phe 


Thr 


Asp 


Gin 


Phe 

25 


Gin 


Phe 


Ala 


Asp 


Gly 
30 


Lys 


Pro 


Gly 


Asp 


Gin 
35 


He 


Leu 


Asp 


Trp 


Gin 
40 


Tyr 


Gly 


Val 


Thr 


Gin 
45 


Ala 


Phe 


Pro 


His 


Thr 
50 


Glu 


Glu 


Glu 


Val 


Glu 
55 


Val 


Asp 


Ser 


His 


Ala 
60 


Tyr 


Ser 


His 


Arg 


Trp 


Lys 


Arg 


Asn 


Leu 


Asp 


Phe 


Leu 


Lys 


Ala 


Val 


Asp 


Thr 


Asn 


Arg 


Ala 


65 










70 










75 










60 


Ser 


Val 


Gly 


Gin 


Asp 
85 


Ser 


Leu 


Glu 


Pro 


Arg 
90 


Ser 


Phe 


Thr 


Asp 


Leu 
95 


Leu 


Leu 


Asp 


Asp 


Gly 
100 


Gin 


Asp 


Asn 


Asn 


Thr 
105 


Gin 


He 


Glu 


Glu 


Asp 
110 


Thr 


Asp 


His 


Asn 


Tyr 
115 


Tyr 


He 


Ser 


Arg 


He 
120 


Tyr 


Gly 


Pro 


Ser 


Asp 
125 


Ser 


Ala 


Ser 


Arg 


Asp 
130 


Leu 


Trp 


Val 


Asn 


He 
135 


Asp 


Gin 


Met 


Glu 


Lys 
140 


Asp 


Lys 


val 


Lys 


He 


His 


Gly 


He 


Leu 


Ser 


Asn 


Thr 


His 


Arg 


Gin 


Ala 


Ala 


Arg 


Val 


Asn 


145 










150 










155 










160 


Leu 


Ser 


Phe 


Asp 


Phe 
165 


Pro 


Phe 


Tyr 


Gly 


His 
170 


Phe 


Leu 


Arg 


Glu 


He 
175 


Thr 


Val 


Ala 


Thr 


Gly 


Gly 


Phe 


He 


Tyr 


Thr 


Gly 


Glu 


Val 


Val 


His 


Arg 


Met 
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180 

Leu Thr Ala Thr Gin Tyx He Ala 
195 200 
Ser Val Ser Arg Asn Ser Thr Val 

210 215 
Leu Val Val Gin Trp Asp His Val 
225 230 
Gly Ser Phe Thr Phe Gin Ala Thr 
245 

Phe Gly Tyr Lys Glu He Pro Val 
260 

Asn His Pro Val Lys Val Gly Leu 
275 280 

Arg He 
290 



185 190 
Pro Leu Met Ala Asn Phe Asp Pro 
205 

Arg Tyr Phe Asp Asn Gly Thr Ala 
220 

His Leu Gin Asp Asn Tyr Asn Leu 
235 240 
Leu Leu Met Asp Gly Arg He He 

250 255 
Leu Val Thr Gin He Ser Ser Thr 
265 270 
Ser Asp Ala Phe Val Val Val His 
285 



<210> 527 
<211> 5343 
<212> DNA 

<213> Homo sapiens 

<400> 527 

nngtgccgtg tgctcctcac attcacgcag actgagactg agctgcccga ggaagagtgt 
60 

gaaggcccca agctgcccac cgaacggccc tgcttcctgg aagcatgcga tgagagcccg 
120 

gcctcccgag agctagacat ccctctccct gaggacagtg agacggctta cgactgggag 
180 

tacgctgggt tcaccccttg cacagcaaca tgcttgggag gccatcaaga agccatagca 
240 

gtgtgcttac atatccagac ccagcagaca gtcaatgaca gcttgtgtga tatggtccac 
300 

cgtcctccag ccatgagcca ggcctgtaac acagagccct gtccccccag gtggcatgtg 
360 

ggctcttggg ggccctgctc agctacctgt ggagttggaa ttcagacccg agatgtgtac 
420 

tgcctgcacc caggggagac ccctgcccct cctgaggagt gccgagatga aaagccccat 
480 

gctttacaag catgcaatca gtttgactgc cctcctggct ggcacattga agaatggcag 
540 

cagtgttcca ggacttgtgg cgggggaact cagaacagaa gagccacctg tcggcagctg 
600 

ctaacggatg gcagcttttt gaatctctca gatgaattgt gccaaggacc caaggcatcg 
660 

tctcacaagt cctgtgccag gacagactgt cctccacatt tagctgtggg agactggtcg 
720 

aagtgttctg tcagttgtgg tgttggaatc cagagaagaa agcaggtgtg tcaaaggctg 
780 

gcagccaaag gtcggcgcat ccccctcagt gagatgatgt gcagggatct accagggctc 
840 

cctcttgtaa gatcttgcca gatgcctgag tgcagtaaaa tcaaatcaga gatgaagaca 
900 

aaacttggtg agcagggtcc gcagatcctc agtgtccaga gagtctacat tcagacaagg 
960 
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gaagagaagc gcatcaaccc 
1020 

gtgattatta agtgccccgt 
1080 

ggccgttgcc tgcagaactc 
1140 

cacggtcttg ctgcccccga 
1200 

acagttgtgc tcaagctcat 
1260 

gagcctatga gggaatatcc 
1320 

tggcacaaaa tgaggcaaat 
1380 

attagtaacc agcctttctt 
1440 

accaacrcct gggagctgaa 
1500 

agcatggata cagcccagtt 
1560 

ggagaggtca gcgatgatct 
1620 

aaggcacagc caacacacat 
1680 

cagctcagag gggaaacagg 
1740 

ctgacattca agccgaaagg 
1800 

tttaataaaa caataaattc 
1860 

gtcaccaaca tactgtgtga 
1920 

gatggaacct tgttacagcc 
1980 

atacagaatc ctacaaggaa 
2040 

ggttcagatg tggaaagttc 
2100 

gaaagaaata tcaccaaacc 
2160 

gaggcagccc ttggagcaaa 
2220 

aatataactt ggttgaagag 
2280 

ggatccctgt tgttgcagaa 
2340 

accaatgctc ttggaaaggc 
2400 

ccagagagta gaatcgcatt 
2460 

actagaacca acagcaatga 
2520 

cctggtaact ggtcacattg 
2580 



gaccattggt agcagagcct 
gcgacgattc cagaaatctc 
caaacggctt ggcatcacca 
catcggcgtg taccggtgca 
tggtactgac aaccggctca 
tgggatggac cacagcgaag 
gtggaataac aaaaatgacc 
gagagctctg ttaggccact 
gaataagcag tttgaagcag 
tgatgagctg ataagaaaca 
tgcgtcccag ctgatatatc 
gcagtggcgg ggcatccagg 
gagtgtgtcc caaagctcgc 
acctgttctc atgaggcaaa 
caggattgga aatacagtat 
ccttattacc cccagtgagg 
ctcagtaaaa ataattttgg 
agaacaaggc atatacgaat 
ttctgcgctg tatgcagagg 
agagcacaac catctgtctg 
cgtgacaatc cgatgtcctg 
aggaggatct ctgagtggca 
tgtttccctt gaaaatgaag 
agtggcaaca tctgtactcc 
tctgcaagga cataaaaagt 
cccaacagga gaacccccgc 
ttctgccacc tgtggtcatt 



atttgctgcc caacacatcc 
tgatccagtg ggagaaggat 
agtcaggctc actaaaaatc 
ttgcaggctc tgcacaggaa 
tcgcacgccc agccctcagg 
ccaatagttt gggagtcaca 
tctatctgga tgatgaccac 
gcagcaattc tgcaggaagc 
cagttaaaca aggagcatat 
tgagccagct catggaaacc 
agctggtggc cgaattagcc 
aagagacacc tcctgctgct 
atgcaaaaaa ctcaggcaag 
gccaacctcc ctcaatttca 
acattacaaa aaggacagag 
ccacatatac atggaccaag 
atggaactgg gaagatacag 
gttctgtagc taatcatctt 
cacctgtcat cttgtctgtt 
ttgtggttgg aggcatcgtg 
taaaaggtgt cccccagcct 
atgtttcctt gccttccaat 
gaacctacgt ctgcatagcc 
acttgctgga acgaagatgg 
acattctcca ggcaaccaac 
ctcaagagcc tttttgggag 
tgggagcccg cattcagaga 
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ccccagtgtg tgatggccaa tgggcaggaa gtgagcgagg ccctgtgtga tcagcctcca 
2640 

gaagccaccg gctgggttcg agccctgtaa catccgggac tgcccagcga ggtggttcac 
2700 

aagtgtgtgg tcacagtgct ctgtgtcttg cggtgaagga taccacagtc ggcaggtgac 
2760 

gtgcaagcgg acaaaagcca atggaactgt gcaggtggtg tctccaagag catgtgcccc 
2820 

taaagaccgg cctctgggaa gaaaaccatg ttttggtcat ccatgtgttc agtgggaacc 

2880 

agggaaccgg tgtcctggac gttgcatggg ccgcgctgtg aggatgcagc agcgtcacac 
2940 

agcttgtcaa cacaacagct ctgactccaa ctgtgatgac agaaagagac ccaccttaag 
3000 

aaggaactgc acatcagggg cctgtgatgt gtgttggcac acaggccctt ggaagccctg 
3060 

tacagcagcc tgtggcaggg gtttccagtc tcggaaagtc gactgcatcc acacaaggag 
3120 

ttgcaaacct gtggccaaga gacactgtgt acagaaaaag aaaccaattt cctggcggca 
3180 

ctgtcttggg ccctcctgtg atagagactg cacagacaca actcactact gtatgtttgt 
3240 

aaaacatctt aatttgtgtt ctctagaccg ctacaaacaa aggtgctgcc agtcatgtca 
3300 

agagggataa acctttggag gggtcatgat gctgctgtga agataaaagt agaatataaa 
3360 

agctcttttc cccatgtcgc tgattcaaaa acatgtattt cttaaaagac tagattctat 
3420 

ggatcaaaca gaggttgatg caaaaacacc actgttaagg tgtaaagtga aattttccaa 
3480 

tggtagtttt atattccaat tttttaaaat gatgtattca aggatgaaca aaatactata 
3540 

gcatgcatgc cactgcactt gggacctcat catgtcagtt gaatcgagaa atcaccaaga 
3600 

ttatgagtgc atcctcacgt gctgcccctt tcctgtgata tgtagactag cacagagtgg 
3660 

tacatcctaa aaacttggga aacacagcaa cccatgactt cctcttctct caagttgcag 
3720 

gttttcaaca gttttataag gtatttgcat tttagaagct ctggccagta gttgttaaga 
3780 

tgttggcatt aatggcattt tcatagatcc ttggtttagt ctgtgaaaaa gaaaccatct 
3840 

ctctggatag gctgtcacac tgactgacct aagggttcat ggaagcatgg catcttgtcc 
3900 

ttgcttttag aacacccatg gaagaaaaca cagagtagat . attgctgtca tttatacaac 
3960 

tacagaaatt tatctatgac ctaatgaggc atctcggaag tcaaagaaga gggaaagtta 
4020 

accttttcta ctgatttcgt agtatattca gagctttctt ttaagagctg tgaatgaaac 
4080 

tttttctaag cactattcca ttgcacacaa acagaaaacc aaagccttat tagacctaat 

4140 

ttatgcataa agtagtattc ctgagaactt tattttggaa aatttataag aaagtaatcc 
4200 
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aaataagaaa cacgatagtt 
4260 

tttcagtaaa tccaaagtga 
4320 

agaatttagt ttaagatttg 
4380 

ctagaattgg gttaggtgag 
4440 

t^^999^^^99 accaggttag 
4500 

gttagtgata gtgtcaggat 
4560 

tcaggctagc attaaattgt 
4620 

acactaccag ttgtgtcttt 
4680 

ttcagggtct cagctgcctg 

4740 

gccacaggct ctgctgagcc 
4800 

ttggatgtgt ctgtggacaa 
4860 

cttttgctct aacttcagct 
4920 

tggtgattgg gaatggatgg 
4980 

catcaatcac atctgattgt 

5040 

ctctttgtat atatttatta 
5100 

aagacatggg acatatattt 
5160 

tatttaaagt taaaagttac 
5220 

attgacattc ctgtgtactg 
5280 

tgtttcatga tccttatgta 

5340 
tat 
5343 

<210> 528 
<211> 886 
<212> PRT 

<213> Homo sapiens 
<400> 528 

Xaa Cys Arg Val Leu Leu 

1 5 
Glu Glu Glu Cys Glu Gly 
20 

Leu Glu Ala Cys Asp Glu 
35 

Leu Pro Glu Asp Ser Glu 



gaaaataatt tctatagtaa 
cttaggttag aagttacact 
aggaaaaggg taagggttag 
aaagaaagtt aaggttaagg 
gtcagggttg gattgggttt 
ggaggttagg tttggagtaa 
aagttctgaa gctgatttgg 
agatggcaca caagtccaaa 
tacacctgct gcctacatct 
tagttcctgg tcagtaataa 
gcttgctgag tttctctacc 
tcactgacac tgggtcgagc 
gggacagtga ggaggacaca 
tgaaggttat taaattaaaa 
tatgaaaggt gcaatatttt 
ttcttattaa caaaatttca 
tatttttcat ttgctattgt 
tattttacta ctgtttttat 
attcagaaat aaatttactt 



Thr Phe Thr Gin Thr 
10 

Pro Lys Leu Pro Thr 
25 

Ser Pro Ala Ser Arg 
40 

Thr Ala Tyr Asp Trp 



ataactgttt tgggctgatt 
aaggaccagg ggttggaatc 
tttcagtttt aggattagag 
ctagagttgc ctttaagggt 
agattggggc cagtgctggt 
gcgttgttgc tgaagtgagt 
ttatggggtc tttcccctgt 
taagtggtca tacttcttta 
tcttggcaac aaagttacct 
ctgaacagtg cattttggct 
atattctgag cacacggtct 
actactgtat gtggagggct 
ccagcccatt agctgctaat 
gaaagatcat ttgtaacata 
attttgtaca gtatgtaata 
tattaaattg cttcactttg 
actttcattg ttgtcactca 
aacatgagag ttaatgtttc 
tgattattca gtggcatcct 



Glu Thr Glu Leu Pro 
IS 

Glu Arg Pro Cys Phe 

30 

Glu Leu Asp lie Pro 
45 

Glu Tyr Ala Gly Phe 
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50 55 60 

Thr Pro . Cys Thr Ala Thr Cys Leu Gly Gly His Gin Glu Ala lie Ala 
^5 70 75 80 

Val Cys Leu His lie Gin Thr Gin Gin Thr Val Asn Asp Ser Leu Cys 

85 90 . 95 

Asp Met Val His Arg Pro Pro Ala Met Ser Gin Ala Cys Asn Thr Glu 

100 105 110 

Pro Cys Pro Pro Arg Trp His Val Gly Ser Trp Gly Pro Cys Ser Ala 

115 120 125 

Thr Cys Gly Val Gly He Gin Thr Arg Asp Val Tyr Cys Leu His Pro 

130 135 140 

Gly Glu Thr Pro Ala Pro Pro Glu Glu Cys Arg Asp Glu Lys Pro His 
"5 ISO 155 160 

Ala. Leu Gin Ala Cys Asn Gin Phe Asp Cys Pro Pro Gly Trp His He 

165 170 175 

Glu Glu Trp Gin Gin Cys Ser Arg Thr Cys Gly Gly Gly Thr Gin Asn 

180 185 190 

Arg Arg Val Thr Cys Arg Gin Leu Leu Thr Asp Gly Ser Phe Leu Asn 

195 200 205 

Leu Ser Asp Glu Leu Cys Gin Gly Pro Lys Ala Ser Ser His Lys Ser 

210 215 220 

Cys Ala Arg Thr Asp Cys Pro Pro His Leu Ala Val Gly Asp Trp Ser 
225 230 235 240 

Lys Cys Ser Val Ser Cys Gly Val Gly He Gin Arg Arg Lys Gin Val 

245 250 255 

Cys Gin Arg Leu Ala Ala Lys Gly Arg Arg He Pro Leu Ser Glu Met 

260 265 270 

Met Cys Arg Asp Leu Pro Gly Leu Pro Leu Val Arg Ser Cys Gin Met 

275 280 285 

Pro Glu Cys Ser Lys He Lys Ser Glu Met Lys Thr Lys Leu Gly Glu 

290 295 300 

Gin Gly Pro Gin He Leu Ser Val Gin Arg Val Tyr He Gin Thr Arg 
305 310 315 320 

Glu Glu Lys Arg He Asn Leu Thr He Gly Ser Arg Ala Tyr Leu Leu 

325 330 335 

Pro Asn Thr Ser Val He He Lys Cys Pro Val Arg Arg Phe Gin Lys 

340 345 350 

Ser Leu He Gin Trp Glu Lys Asp Gly Arg Cys Leu Gin Asn Ser Lys 

355 360 365 

Arg Leu Gly lie Thr Lys Ser Gly Ser Leu Lys He His Gly Leu Ala 

370 375 380 

Ala Pro Asp He Gly Val Tyr Arg Cys He Ala Gly Ser Ala Gin Glu 
385 390 395 400 

Thr Val Val Leu Lys Leu He Gly Thr Asp Asn Arg Leu He Ala Arg 

405 410. 415 

Pro Ala Leu. Arg Glu Pro Met Arg Glu Tyr Pro Gly Met Asp His Ser 

420 425 430 

Glu Ala Asn Ser Leu Gly Val Thr Trp His Lys Met Arg. Gin Met Trp 

435 440 445 

Asn Ash Lys Asn Asp Leu Tyr Leu Asp Asp Asp His He Ser Asn Gin 

450. 455 460 

Pro Phe Leu Arg Ala Leu Leu Gly His Cys Ser Asn Ser Ala Gly Ser 
465 470 475 480 

Thr Asn Ser Trp Glu Leu Lys Asn Lys Gin Phe Glu Ala Ala Val Lys 
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485 










490 




495 




Gin Gly 


Ala 


Tyr Ser 


Met 


Asp 


Thr 


Ala 


Gin 


Phe Asp Glu Leu 


He 


Arg 








500 










505 




510 






Asn 


Met 


Ser 


Gin 


Leu 


Met 


Glu 


Thr 


Giy 


Glu 


Val Ser Asp Asp 


Leu 


Ala 






515 










520 






525 






Ser 


Gin 


Leu 


He Tyr 


Gin 


Leu 


Val 


Ala 


Glu 


Leu Ala Lys Ala 


Gin 


Pro 




530 










535 








540 






Thr 


His 


Met 


Gin 


Trp 


Arg 


Gly 


He 


Gin 


Glu 


Glu Thr Pro Pro 


Ala 


Ala 


545 










550 










555 




560 


Gin 


Leu 


Arg 


Gly Glu 


Thr 


Gly 


Ser 


Val 


Ser 


Gin Ser Ser His 


Ala 


Lys 










565 










570 




575 




Asn 


Ser 


Gly 


Lys 


Leu 


Thr 


Phe 


Lys 


Pro 


Lys 


Gly Pro Val Leu 


Met 


Arg 








560 










585 




590 






Gin 


Ser 


Gin 


Pro 


Pro 


Ser 


He 


Ser 


Phe 


Asn 


Lys Thr He Asn 


Ser 


Arg 






595 










600 






605 






He 


Gly 


Asn 


Thr 


Val 


Tyr 


He 


Thr 


Lys 


Arg 


Thr Glu Val He 


Asn 


He 




610 










615 








620 






Leu 


Cys 


Asp 


Leu 


He 


Thr 


Pro 


Ser 


Glu 


Ala 


Thr Tyr Thr Trp 


Thr 


Lys 


625 










630 










635 




640 


Asp Gly 


Thr 


Leu 


Leu 


Gin 


Pro 


Ser 


Val 


Lys 


He He Leu Asp 


Gly Thr 










645 










650 




655 




Gly Lys 


He 


Gin 


He 


Gin 


Asn 


Pro 


Thr 


Arg 


Lys Glu Gin Gly 


He 


Tyr 








660 










665 




670 






Glu 


Cys 


Ser 


Val 


Ala 


Asn 


His 


Leu 


Gly 


Ser 


Asp Val Glu Ser 


Ser 


Ser 






675 










680 






685 






Val 


Leu 


Tyr 


Ala 


Glu 


Ala 


Pro 


Val 


He 


Leu 


Ser Val Glu Arg 


Asn 


He 




690 










695 








700 






Thr 


Lys 


Pro 


Glu 


His 


Asn 


His 


Leu 


Ser 


Val 


Val Val Gly Gly 


He 


Val 


705 










710 










715 




720 


Glu 


Ala 


Ala 


Leu Gly 


Ala 


Asn 


Val 


Thr 


He 


Arg Cys Pro Val 


Lys Gly 










725 










730 




735 




Val 


Pro 


Gin 


Pro 


Asn 


He 


Thr 


Trp 


Leu 


Lys 


Arg Gly Gly Ser 


Leu 


Ser 








740 










745 




750 






Gly 


Asn 


Val 


Ser 


Leu 


Leu 


Phe 


Asn 


Gly 


Ser 


Leu Leu Leu Gin 


Asn 


Val 






755 










760 






765 






Ser 


Leu 


Glu 


Asn 


Glu 


Gly 


Thr 


Tyr 


Val 


Cys 


He Ala Thr Asn 


Ala 


Leu 




770 










775 








780 






Gly 


Lys 


Ala 


Val 


Ala 


Thr 


Ser 


Val 


Leu 


His 


Leu Leu Glu Arg 


Arg 


Trp 


785 










790 










795 




800 


Pro 


Glu 


Ser 


Arg 


He 


Val 


Phe 


Leu 


Gin 


Gly 


His Lys Lys Tyr 


He 


Leu 










805 










810 




815 




Gin 


Ala 


Thr 


Asn 


Thr 


Arg 


Thr 


Asn 


Ser 


Asn 


Asp Pro Thr Gly 


Glu 


Pro 








620 










825 




830 






Pro 


Pro 


Gin 


Glu 


Pro 


Phe 


Trp 


Glu 


Pro 


Gly 


Asn Trp Ser His 


Cys 


Ser 






835 










840 






845 






Ala 


Thr 


Cys 


Gly His 


Leu 


Gly 


Ala 


Arg 


He 


Gin Arg Pro Gin 


Cys 


Val 




850 










855 








860 






Met 


Ala 


Asn 


Gly Gin 


Glu 


Val 


Ser 


Glu 


Ala 


Leu Cys Asp Gin 


Pro 


Pro 


865 










870 










875 




880 


Glu 


Ala 


Thr 


Gly Trp 


Val- 

















885 



<210> 529 
<211> 4566 
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<212> DNA 

<213> Homo sapiens 



<400> 529 

nggcgagcta agccggagga tgtgcagctg cggcggcggc gccggctacg aagaggacgg 
60 

ggacaggcgc cgtgcgaacc gagcccagcc agccggagga cgcgggcagg gcgggacggg 
120 

agcccggact cgtctgccgc cgccgtcgtc gccgtcgtgc cggccccgcg tccccgcgcg 
IBO 

cgagcgggag gagccgccgc cacctcgcgc ccgagccgcc gctagcgcgc gccgggcatg 
240 

gtcccctctt aaaggcgcag gccgcggcgg cgggggcggg cgtgcggaac aaagcgccgg 
300 

cgcggggcct gcgggcggct cgggggccgc gatgggcgcg gcgggcccgc ggcggcggcg 
360 

gcgctgcccg ggccgggcct cgcggcgcta gggcgggctg gcctccgcgg gcgggggcag 
420 

cgggctgagg gcgcgcgggg cctgcggcgg cggcggcggc ggcggcggcg gcccggcggg 
480 

cggagcggcg cgggcatggc cgcgcgcggc cggcgcgcct ggctcagcgt gctgctcggg 
540 

ctcgtcctgg gcttcgtgct ggcctcgcgg ctcgtcctgc cccgggcttc cgagctgaag 
600 

cgagcgggcc cacggcgccg cgccagcccc gagggctgcc ggtccgggca ggcggcggct 
660 

tcccaggccg gcggggcgcg cggcgatgcg cgcggggcgc agctctggcc gcccggctcg 
720 

gacccagatg gcggcccgcg cgacaggaac tttctcttcg tgggagtcat gaccgcccag 
780 

aaatacctgc agactcgggc cgtggccgcc tacagaacat ggtccaagac aattcctggg 
840 

aaagttcagt tcttctcaag tgagggttct gacacatctg taccaattcc agtagtgcca 
900 

ctacggggtg tggacgactc ctacccgccc cagaagaagt ccttcatgat gctcaagtac 
960 

atgcacgacc actacttgga caagtatgaa tggtttatga gagcagatga tgacgtgtac 
1020 

atcaaaggag accgtctgga gaacttcctg aggagtttga acagcagcga gcccctcttt 
1080 

cttgggcaga caggcctggg caccacggaa gaaatgggaa aactggccct ggagcctggt 
1140 

gagaacttct gcatgggggg gcctggcgtg atcatgagcc gggaggtgct tcggagaatg 
1200 

gtgccgcaca ttggcaagtg tctccgggag atgtacacca cccatgagga cgtggaggtg 
1260 

ggaaggtgtg tccggaggtt tgcaggggtg cagtgtgtct ggtcttatga gatgcagcag 
1320 

cttttttatg agaattacga gcagaacaaa aaggggtaca ttagagatct ccataacagt 
1380 

aaaattcacc aagctatcac attacacccc aacaaaaacc caccctacca gtacaggctc 
1440 

cacagctaca tgctgagccg caagatatcc gagctccgcc atcgcacaat acagctgcac 
1500 
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cgcgaaattg tcctgatgag caaatacagc 
1560 

ctgggaatcc ctccctcctt catgaggttt 
1620 

tgggagtttc tgactggaaa atacttgtat 
1680 

ggaatggact ccgcccagag ggaagccttg 

1740 

atcaatgcca acgccaagac cagagggcgc 
1800 

taccgccggg tgaaccccat gtatggggct 
1860 

aaaaagcaca aagggaagaa aatgacggtc 
1920 

actttcagca aaatccagtt tgtggagcat 
1980 

agaatcaatc aggaacctgg atccttgtcc 
2040 

ccctttcagc tccctgggtc gaagagtgag 
2100 

atactgattc ctttgtctgg gcgtttcgac 
2160 

aagacgtgtc ttat:ccccaa tcagaacgtc 

2220 

tccaaccctg acaaggccaa acaagttgaa 
2280 

aaagccgaca tgcagatttt gcctgtgtct 

2340 

gtaggatcct cccagtttaa caatgaatct 
2400 

tttactacag aattccttca gcgatgtcga 
2460 

tttccaatca tcttcagcca gtatgaccca 
2520 

gacaaccatt ttgcctttac tcagaaaact 

2580 

acgtgtattt ataagggaga tcttgtccga 
2640 

tgggggctgg aggatgtgga ccttttcaac 
2700 

aggagccagg aagtaggagt agtccacgtc 
2760 

gaccccaaac agcacaaaat gtgcttgggg 
2820 

cagctggctg agacgtggct ggaaaaaaat 
2880 

aatggctcag tgaggacagc ctaatgtcca 
2940 

taatttattt ttcaaaaatt ttttgtatga 
3000 

attttacaag tggttttctt acataggact 
3060 

gtgatcagtg tttgcccttg aacacatctt 
3120 



aacacagaaa ttcataaaga ggacctccag 
cagccccgcc agcgagagga gaccctggaa 
tcggcagttg acggccagcc ccctcgaaga 
gacgacattg tcatgcaggt catggagatg 
atcattgact tcaaagagat ccagtacggc 
gagtacatcc tggacctgct gcttctgtac 
cctgtgagga ggcacgcgta tttacagcag 
gaggagctgg atgcacaaga gttggccaag 
tttctctcaa actccctgaa gaagctcgtc 
cacaaagaac ccaaagataa aaagataaac 
atgtttgtga gatttatggg aaactttgag 
aagctcgtgg ttctgctttt caattccgac 
ctgatgacag attaccgcat taagtaccct 
ggagagtttt caagagccct ggccctggaa 
ttgctcttct tctgcgacgt cgacctcgtg 
gcaaatacag ttctgggcca acaaatatat 
aagattgttt atagtgggaa agttcccagt 
ggcttctgga gaaactatgg gtttggcatc 
gtgggtggct ttgatgtttc catccaaggc 
aaggttgtcc aggcaggttt gaagacgttt 
caccatcctg tcttttgtga tcccaatctt 
tccaaagcat cgacctatgg gtccacacag 
gatccaagtt acagtaaaag cagcaataat 
gctttgctgg aaaagacgtt tttaattatc 
tcagtttttg aagtccgtat acaaggatat 
cctttaagat tgagctttct gaacaagaag 
cttgccgaac attatgtagc agacctgctt 
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aactttgact cgaaatgtac ctgatgaaca 
3X60 

gaccctttgc tccagtccta tggcagaaaa 

3240 

caaaacactg taactctggt aaatgttctg 
3300 

cttttgtgtt ttgttttttt ttttttacaa 
3360 

taagataagg aaatgtgata atagctgttt 
3420 

ttgatcattt cccctcatgg tactctgctc 
3480 

tgttttgttc tttttttgag acggagtctc 
3540 

gcaatcttgg ctcactttaa cctccacttc 
3600 

tcccgagtag ccgggattac aggcacacac 
3660 

tagtagagac ggggtttcac catgcaagcc 

3720 

gcgtgaagaa ggcacagtga ggtatgtggc 
3780 

agacctggca ttaaacttca agaaggattt 
3840 

aagggtaaaa tattaatgtt tagaatgaca 
3900 

cacagactga aacacacaca catacaccct 
3960 

ttttgttcct ttcatcctgt ctgtgttatg 
4020 

ctgttttgtt ttatcctttg tatctgaaat 
4080 

gagctctgcc atttcttgag tacctgttag 

4140 

tttagtctgt tttatttgca gtaaaccgat 
4200 

tcccctcctt aatttttata ttccttactg 
4260 

ttttggtgct catgtgtttt ggggacaaaa 
4320 

ttaaattctc agatcaaatg tgccttaata 
4380 

atagacttgc cattttaata cacgtcattg 
4440 

ctcatttgga aaaataaacc agtgaacaat 
4500 

gtctcattat tcctgtttta gctgaagaat 

4560 

acacga 

4566 

<210> 530 
<211> 802 
<212> PRT 



aaactttttt aaaaaaatgt tttcttttga 
cgtgaacatt cctgcaaagt attattgtaa 
ttgtgattgt taacattcca cagattctac 
ttgttttaaa gccatctcac gttccagttg 
catcattgtc ctcaggagag ccttccagag 
agcatggcca cgtaggttct ttgtttgttt 
actctgttac ccaggctgga atgcagtggc 
cctggttcaa gcaatticccc tgcctttgcc 
caccacgccc agctagtttt tttgtatttt 
cagctggcca cgcaggtttt aaagcaaggg 
tgttctcgtg gtagttcatt cggcctaaat 
ggcattttct cttcttgacc cttctcttta 
aagatgaatt atcacaataa atictgatgta 
aatcaaaacg ttggggaaaa atgtatttgg 
tgggtggaga tggttttcat tctttcatta 
acctttaatt tatttaatat ctgttgttca 
ttagtattat ttatgtgtat cgggagtgtg 
ctccaaagat ttccttttgg aaacgctttt 
ttttactaaa tattaagtgt tctccgacaa 
gtgaaatgaa tctgtcatta taccagaaag 
aatttgtttt catttagatt: tcaaacagtg 
gagggctgcg tatttgtaaa tagcctgatg 
atttttctat tgtacttttc gaaccatttt 
tgtattacat ttggagagta aaaaacttaa 
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<213> Homo sapiens 
<400> 530 

Mec Ala Ala Arg Gly Arg Arg Ala Trp Leu Ser Val Leu Leu Gly Leu 

1 5 10 15 

Val Leu Gly Phe Val Leu Ala Ser Arg Leu Val Leu Pro Arg Ala Ser 

20 25 30 

Glu Leu Lys Arg Ala Gly Pro Arg Arg Arg Ala Ser Pro Glu Gly Cys 

35 40 45 

Arg Ser Gly Gin Ala Ala Ala Ser Gin Ala Gly Gly Ala Arg Gly Asp 

50 55 60 

Ala Arg Gly Ala Gin Leu Trp Pro Pro Gly Ser Asp Pro Asp Gly Gly 
65 70 75 80 

Pro Arg Asp Arg Asn Phe Leu Phe Val Gly Val Met Thr Ala Gin Lys 

85 90 95 

Tyr Leu Gin Thr Arg Ala Val Ala Ala Tyr Arg Thr Trp Ser Lys Thr 

100 105 110 

lie Pro Gly Lys Val Gin Phe Phe Ser Ser Glu Gly Ser Asp Thr Ser 

115 120 125 

Val Pro He Pro Val Val Pro Leu Arg Gly Val Asp Asp Ser Tyr Pro 

130 135 140 

Pro Gin Lys Lys Ser Phe Met Met Leu Lys Tyr Met His Asp His Tyr 
145 150 155 160 

Leu Asp Lys Tyr Glu Trp Phe Met Arg Ala Asp Asp Asp Val Tyr He 

165 170 175 

Lys Gly Asp Arg Leu Glu Asn Phe Leu Arg Ser Leu Asn Ser Ser Glu 

180 185 190 

Pro Leu Phe Leu Gly Gin Thr Gly Leu Gly Thr Thr Glu Glu Met Gly 

195 200 205 

Lys Leu Ala Leu Glu Pro Gly Glu Asn Phe Cys Met Gly Gly Pro Gly 

210 215 220 

Val He Met Ser Arg Glu Val Leu Arg Arg Met Val Pro His He Gly 
225 230 235 240 

Lys Cys Leu Arg Glu Met Tyr Thr Thr His Glu Asp Val Glu Val Gly 

245 250 255 

Arg Cys Val Arg Arg Phe Ala Gly Val Gin Cys Val Trp Ser Tyr Glu 

260 265 270 

Met Gin Gin Leu Phe Tyr Glu Asn Tyr Glu Gin Asn Lys Lys Gly Tyr 

275 280 285 

He Arg Asp Leu His Asn Ser Lys He His Gin Ala He Thr Leu His 

290 295 300 

Pro Asn Lys Asn Pro Pro Tyr Gin Tyr Arg Leu His Ser Tyr Met Leu 
305 310 315 320 

Ser Arg Lys He Ser Glu Leu Arg His Arg Thr He Gin Leu His Arg 

325 330 335 

Glu He Val Leu Met Ser Lys Tyr Ser Asn Thr Glu He His Lys Glu 

340 345 350 

Asp Leu Gin Leu Gly He Pro Pro Ser Phe Met Arg Phe Gin Pro Arg 

355 360 365 

Gin Arg Glu Glu He Leu Glu Trp Glu Phe Leu Thr Gly Lys Tyr Leu 

370 375 380 

Tyr Ser Ala Val Asp Gly Gin Pro Pro Arg Arg Gly Met Asp Ser Ala 
385 390 395 400 

Gin Arg Glu Ala Leu Asp Asp He Val Met Gin Val Met Glu Met He 
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405 410 415 

Asn Ala Asn Ala Lys Thr Arg Gly Arg lie He Asp Phe Lys Glu He 

420 425 430 

Gin lyr Gly Tyr Arg Arg Val Asn Pro Met Tyr Gly Ala Glu Tyr He 

435 440 445 

Leu Asp Leu Leu Leu Leu Tyr Lys Lys His Lys Gly Lys Lys Met Thr 

450 455 460 

Val Pro Val Arg Arg His Ala Tyr Leu Gin Gin Thr Phe Ser Lys He 
465 470 475 480 

Gin Phe Val Glu His Glu Glu Leu Asp Ala Gin Glu Leu Ala Lys Arg 

485 490 495 

lie Asn Gin Glu Ser Gly Ser Leu Ser Phe Leu Ser Asn Ser Leu Lys 

500 505 510 

Lys Leu Val Pro Phe Gin Leu Pro Gly Ser Lys Ser Glu His Lys Glu 

515 • 520 525 

Pro Lys Asp Lys Lys He Asn He Leu He Pro Leu Ser Gly Arg Phe 

530 535 540 

Asp Met Phe Val Arg Phe Met Gly Asn Phe Glu Lys Thr Cys Leu He 
545 550 555 560 

Pro Asn Gin Asn Val Lys Leu Val Val Leu Leu Phe Asn Ser Asp Ser 

565 570 575 

Asn Pro Asp Lys Ala Lys Gin Val Glu Leu Met Thr Asp Tyr Arg He 

580 585 590 

Lys Tyr Pro Lys Ala Asp Met Gin He Leu Pro Val Ser Gly Glu Phe 

595 600 605 

Ser Arg Ala Leu Ala Leu Glu Val Gly Ser Ser Gin Phe Asn Asn Glu 

610 615 620 

Ser Leu Leu Phe Phe Cys Asp Val Asp Leu Val Phe Thr Thr Glu Phe 
625 630 635 640 

Leu Gin Arg Cys Arg Ala Asn Thr Val Leu Gly Gin Gin He Tyr Phe 

645 650 655 

Pro He He Phe Ser Gin Tyr Asp Pro Lys He Val Tyr Ser Gly Lys 

660 665 670 

Val Pro Ser Asp Asn His Phe Ala Phe Thr Gin Lys Thr Gly Phe Trp 

675 680 685 

Arg Asn Tyr Gly Phe Gly He Thr Cys He Tyr Lys Gly Asp Leu Val 

690 695 700 

Arg Val Gly Gly Phe Asp Val Ser He Gin Gly Trp Gly Leu Glu Asp 
705 710 715 720 

Val Asp Leu Phe Asn Lys Val Val Gin Ala Gly Leu Lys Thr Phe Arg 

725 730 735 

Ser Gin Glu Val Gly Val Val His Val His His Pro Val Phe Cys Asp 

740 745 750 

Pro Asn Leu Asp Pro Lys Gin Tyr Lys Met Cys Leu Gly Ser Lys Ala 

755 760 765 

Ser Thr Tyr Gly Ser Thr Gin Gin Leu Ala Glu Met Trp Leu Glu Lys 

770 775 780 

Asn Asp Pro Ser Tyr Ser Lys Ser Ser Asn Asn Asn Gly Ser Val Arg 
"^^5 790 795 800 

Thr Ala 



<210> 531 
<211> 321 
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<212> DNA 

<2X3> Homo sapiens 

<400> 531 
ngatgatgaa 
60 

acggcaatac 
120 

aggaagaagc 
180 

ggggcgtctg 
240 

cgcgtgcgga 
300 

gttccacacc 
321 

<210> 532 
<211> 96 
<212> PRT 
<213> Homo sapiens 

<400> 532 

Met Gly Gly Phe Leu Pro Gin Gin Lys Ala Arg Gin Tyr Val Ser Asn 

1 5 10 15 

Lys Gly Leu Leu Phe Arg Asn Asn Lys Gly Leu Glu Leu Arg Gly Arg 

20 25 30 

Ser val Lys Arg Cys Arg Thr Ser Val Ser Asn Ala Pro Glu Val Asn 

35 40 45 

Pro Arg Gly Arg Leu Asn Gin Ala Ser Trp Ala Trp Asp Asp Ser Gly 

50 55 60 

Cys Ser Gly Ser Asn Gly Ala Cys Gly Ser Ala Leu He Asp Ser Arg 
65 70 75 80 

Gin Ala Pro Ser His Ser Ala Trp Pro Ser Phe His Thr Cys Trp Cys 
85 90 95 



tccccccgca 
gtctcgaaca 
gtgaaacgct 
aatcaggcca 
tcagccttga 
tgctggtgca 



gcctcgtcaa 
aaggtctttt 
gtaggaccag 
gttgggcctg 
tcgattcacg 

g 



tatggggggc 
gtttcgaaat 
cgtttcgaac 
ggacgacagc 
ccaggcgccg 



ttcctacccc 
aacaaggggt 
gcccccgagg 
ggttgcagcg 
agccactcgg 



agcaaaaggc 
tagagctaag 
tgaaccctcg 
gcagcaatgg 
cgtggccttc 



<210> 533 

<211> 335 

<212> DNA 

<213> Homo sapiens 



<400> 533 

nagtttccgg tgaacccgtc cgcaatgcct cgtgacatcg acttcagcga agccaacagg 
60 

agcatcatcg acaacatggc aactgcctca atcccgcttt tccgaaccca caaaaactgg 

120. 

gagacgtggt cgagtcaggt ccggcatctc attagccttt tacacccaaa agtcaccctc 
180 

accaacattg acaacgtcct caacaaagat cacctgcgtt ggctacactt tcttttggag 
240 

ggtcgcctgg agccaaacgt gcgcctgatt gcccagggct actgttcgcc tggcaagctg 
300 

taccgcaagc ttgaggagct atatgcccct tctgc 
335 
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<210> 534 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 534 

Met Pro Arg Asp lie Asp Phe Ser Glu Ala Asn Arg Ser He He Asp 

15 10 15 

Asn Met Ala Thr Ala Ser He Pro Leu Phe Arg Thr His Lys Asn Trp . 

20 25 30 

Glu Thr Trp Ser Ser Gin Val Arg His Phe He Ser Leu Leu His Pro 

35 40 45 

Lys Val Thr Leu Thr Asn He Asp Asn Val Leu Asn Lys Asp His Leu 

50 55 60 

Arg Trp Leu His Phe Leu Leu Glu Gly Arg Leu Glu Pro Asn Val Arg 
65 70 75 80 

Leu He Val Gin Gly Tyr Cys Ser Pro Gly Lys Leu Tyr Arg Lys Leu 

85 90 95 

Glu Glu Leu Tyr Ala Pro Ser 
100 

<210> 535 
<211> 402 
<212> DNA 

<213> Homo sapiens 
<400> 535 

acgcgtctct acagccggac taagcacagg ctcagccccg gtcgccatgc gcccaggctc 
60 

ggttatcagc cgaggaatcc acggcgaaat gaccagtagc ggccctaata caactatgct 
120 

gccgagcagc agacgtcgag gtcgggtcat gaggatgccg acggccaccg cgaccgggta 
180 

tacccacaat gcaggaacaa ggctgatagc tagggctgac cacagagcca ggccgcctgc 
240 

cgaggaaacg ccccccacct ggtgactgcc agtatcagca ccgcgcagct caacgacgtc 
300 

aacagtctcg ggattgacca accgccacgt atgcagggcc atgtggggga gaatcacccc 
360 

caacgccaat gctgtcaccg agcctcgggc taggccgccg gc 
402 

<210> 536 
<211> 114 
<212> PRT 

<213> Homo sapiens 
<400> 536 

Met Ala Leu His Thr Trp Arg Leu Val Asn Pro Glu Thr Val Asp Val 

1 5 . 10 15 

Val Glu Leu Arg Gly Ala Asp Thr Gly Ser His Gin Val Gly Gly Val 

20 25 30 

Ser Ser Ala Gly Gly Leu Ala Leu Trp Ser Ala Leu Ala He Ser Leu 
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35 40 
Val Pro Ala Leu Trp Val Tyr Pro 

50 55 
Met Thr Arg Pro Arg Arg Leu Leu 
65 70 
Pro Leu Leu Val lie Ser Pro Trp 
85 

Gly Arg Met Ala Thr Gly Ala Glu 
100 

Thr Arg 



45 

Val Ala Val Ala Val Gly He Leu 
60 

Leu Gly Ser lie Val Val Leu Gly 

75 80 
He Pro Arg Leu He Thr Glu Pro 

90 95 
Pro Val Leu Ser Pro Ala Val Glu 
105 110 



<210> 537 
<211> 404 
<212> DMA 

<213> Homo sapiens 
<400> 537 

gtgcacatcg gcggcaccga cttcgacaaa caactctcgc tggctggcat gatgccgctg 

60 

ttcggctacg gcagccgcat gaagagcggc gcctacatgc ccaccagcca ccacatgaac 
120 

ctggcgacct ggcacaccat caactcggtg tactcgcaaa aatcccagct ggccctgggc 
180 

agcatgcgct acgacatcga agacaccggc ggcatcgacc gcctgttcaa gccgatcgaa 
240 

cagcgtgctg ggcactggct tgccatggaa gtggaagaaa ccaagatcca gctcacccat 

300 

caagacagcc gccacgtgcc gctggaccgc atcgaagcgg gcctgagcgt agacctgagc 

360 

cgggcgctgt tcgaatcgtc catcgacaac ctgctcgaac gcgt 
404 

<210> 538 
<211> 118 
<212> PRT 

<213> Homo sapiens 



<400> 538 



Met 


Met 


Pro 


Leu 


Phe 


Gly 


Tyr 


Gly 


Ser 


Arg 


Met Lys Ser Gly 


Ala 


Tyr 


1 








5 










10 




15 




Met 


Pro 


Thr 


Ser 


His 


His 


Met 


Asn 


Leu 


Ala 


Thr Trp His Thr 


He 


Asn 








20 










25 




30 






Ser 


Val 


Tyr 


Ser 


Gin 


Lys 


Ser 


Gin 


Leu 


Ala 


Leu Gly Ser Met 


Arg 


Tyr 






35 










40 






45 






Asp 


He 


Glu 


Asp 


Thr 


Gly 


Gly 


He 


Asp 


Arg 


Leu Phe Lys Leu 


He 


Glu 




50 










55 








60 






Gin 


Arg 


Ala 


Gly 


His 


Trp 


Leu 


Ala 


Met 


Glu 


Val Glu Glu Thr 


Lys 


He 


65 










70 










75 




80 


Gin 


Leu 


Thr 


His 


Gin 


Asp 


Ser 


Arg 


His 


Val 


Pro Leu Asp Arg 


He 


Glu 










85 










90 




95 




Ala 


Gly 


Leu 


Ser 


Val 


Asp 


Leu 


Ser 


Arg 


Ala 


Leu Phe Glu Ser 


Ser 


He 








100 










105 




110 






Asp 


Asn 


Leu 


Leu 


Glu 


Arg 
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115 

<210> 539 
<211> 534 
<212> DNA 

<213> Homo sapiens 
<400> 539 

nnacgcgtga aaaagaagaa aatgaaggaa agcgaggctg acagcgaggt gaagcatcaa 
60 

ccaattttca taaaagaaag attgaagctt tttgaaatac tgaagaaaga ccatcagctc 
120 

ttacttgcca tttatggaaa aaagggggat acaagcaaca tcatcacagt aagagtggct 
180 

gatgggcaaa cagtgcaagg ggaagtctgg aaaacaacgc cttaccaagt ggctgctgaa 
240 

attagtcagg aactggctga aagcacggta atagccaaag tcaatggtga actgtgggac 
300 

ctggaccgcc cattggaagg ggactcttct ctagagctgc ttacatttga taatgaggaa 
360 

gctcaagctg tgagtatttt aaaaccagac agccaaactt tgggtagtta tgttgtaaac 
420 

tacattatat aagaggccac atattgaatt cacgaatgtt gagttttttg ggggtttcta 
480 

agatttaaaa tttgattatt gatgtttaat aaatatttgc ctcatgaatg ttaa 
534 

<210> 540 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 540 



Xaa Arg 


Val 


Lys 


Lys 


Lys 


Lys 


Met Lys Glu Ser Glu Ala 


Asp 


Ser 


Glu 


1 






5 






10 


15 




val Lys 


His 


Gin 


Pro 


lie 


Phe 


He Lys Glu Arg Leu Lys 


Leu 


Phe 


Glu 






20 








25 


30 






lie Leu 


Lys 


Lys Asp 


His 


Gin 


Leu Leu Leu Ala He Tyr 


Gly 


Lys 


Lys 




35 










40 45 


Gly Asp 


Thr 


Ser 


Asn 


He 


He 


Thr Val Arg Val Ala Asp 


Gly 


Gin 


Thr 


50 










55 


60 






Val Gin 


Gly Glu Val 


Trp 


Lys 


Thr Thr Pro Tyr Gin Val 


Ala 


Ala 


Glu 


65 








70 




75 






80 


lie Ser 


Gin 


Glu 


Leu 


Ala 


Glu 


Ser Thr Val He Ala Lys 


Val 


Asn Gly 








85 






90 




95 




Glu Leu 


Trp Asp 


Leu 


Asp Arg 


Pro Leu Glu Gly Asp Ser 


Ser 


Leu 


Glu 






100 








105 


110 






Leu Leu 


Thr 


Phe 


Asp 


Asn 


Glu 


Glu Ala Gin Ala Val Ser 


He 


Leu 


Lys 




115 










120 125 






Pro Asp 


Ser 


Gin 


Thr 


Leu Gly Ser Tyr Val Val Asn Tyr 


He 


He 




130 










135 


140 









<210> 541 
<211> 551 
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<212> DNA 

<213> Homo sapiens 
<400> 541 

ggtaccgagc tgcgcgtgtg gtatgcggcc ttctatgcca agaagatgga caagcccatg 
60 

ctgaagcagg ccggctctgg cgtccacgct gcaggcaccc cagaaaacag cgcccccgtg 
120 

gagtcggagc ccagccagtg ggcgtgtaaa gtgtgttctg ccaccttcct ggagctgcag 
180 

ctcctcaatg gtaaggagga cgtgtgggga gccccagttg taaaactcct gtgtcgattt 
240 

. ctctctgact tacgctgtca cctgtctgcg gctgtcgggg gtgtcccaga ctttgtcctg 
300 

tctgccccat tgccccacaa tgtagtcgcc agaaccaagg ctttctcagg gtttaaagct 
360 

tctgggcagt cccgcttccc acccccgacc cctgcaggcc tcactcctca ctcctcctgg 
420 

ttgggaagtt gcatttcagc tgggcgcctt gactctggag cactggcagg ggccaggggc 

480 

caggagccag ccgtggcatg tgttgtgcac tcttgccttt gttgtctcta cttgacagcc 
540 

ccctcacgcg t 
551 

<210> 542 
<211> 168 
<212> PRT 

<213> Homo sapiens 



<400> 542 



Met 


Asp 


Lys 


Pro 


Met 


Leu 


Lys 


Gin 


Ala 


Gly 


Ser 


Gly 


Val 


His 


Ala 


Ala 


1 








5 










10 










15 




Gly 


Thr 


Pro 


Glu 

20 


Asn 


Ser 


Ala 


Pro 


Val 

25 


Glu 


Ser 


Glu 


Pro 


Ser 

30 


Gin 


Trp 


Ala 


Cys 


Lys 
35 


Val 


Cys 


Ser 


Ala 


Thr 
40 


Phe 


Leu 


Glu 


Leu 


Gin 
45 


Leu 


Leu 


Asn 


Gly 


Lys 
50 


Glu 


Asp 


Val 


Trp 


Gly 
55 


Ala 


Pro 


Val 


Val 


Lys 
60 


Leu 


Leu 


Cys 


Arg 


Phe 


Leu 


Ser 


Asp 


Leu 


Arg 


Cys 


His 


Leu 


Ser 


Ala 


Ala 


Val 


Gly 


Gly 


Val 


65 










70 










75 










80 


Pro 


Asp 


Phe 


Val 


Leu 
85 


Ser 


Ala 


Pro 


Leu 


Pro 
90 


His 


Asn 


Val 


Val 


Ala 

95 


Arg 


Thr 


Lys 


Ala 


Phe 
100 


Ser 


Gly 


Phe 


Lys 


Ala 
105 


Ser 


Gly 


Gin 


Ser 


Arg 
110 


Phe 


Pro 


Pro 


Pro 


Thr 
115 


Pro 


Ala 


Gly 


Leu 


Thr 
120 


Pro 


His 


Ser 


Ser 


Trp 
125 


Leu 


Gly 


Ser 


Cys 


lie 
130 


Ser 


Ala 


Gly 


Arg 


Leu 
135 


Asp 


Ser 


Gly 


Ala 


Leu 
140 


Ala 


Gly 


Ala 


Arg 


Gly 


Gin 


Glu 


Pro 


Ala 


Val 


Ala 


Cys 


Val 


val 


His 


Ser 


Cys 


Leu 


Cys 


Cys 


145 










150 










155 










160 


Leu 


Tyr 


Leu 


Thr 


Ala 


Pro 


Ser 


Arg 



















165 
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<210> 543 
<211> 349 
<212> DNA 

<213> Homo sapiens 

c400> 543 

nnaaagccgg acatgaatac ccgcattgct ggcaaaactg tcctgaccat cattctggcc 
60 

gggggcaaag gcagccgcct ggccccgatg accgatcagg tggccaaacc agccgtgccg 
120 

tttatgggga cgtaccgcct gattgacttt tcgctgtcca acattgtcca cagcggcttg 
180 

caggacgtct ggatcattga gcaaaacctg ccccatagct taaacgagca cctggctggg 

240 

gggcgctcct gggatctgga ccgcacccgc ggtggcctga aggtcacgcc gcccttttcc 
300 . 

ggccctgccg atgaggacgg tggcttttcc gaaggcaacg cacacgcgt 
349 

<210> 544 
<211> 116 
<212> PRT 

<213> Homo sapiens 
<400> 544 



Xaa 


Lys 


Pro Asp Met 


Asn Thr Arg He Ala Gly Lys 


Thr Val 


Leu Thr 


1 




5 


10 




15 


He 


He 


Leu Ala Gly 


Gly Lys Gly Ser Arg Leu Ala 


Pro Met 


Thr Asp 






20 


25 


30 


Gin 


Val 


Ala Lys Pro 


Ala Val Pro Phe Met Gly Thr 


Tyr Arg 


Leu He 






35 


40 


45 




Asp 


Phe 


Ser Leu Ser 


Asn He Val His Ser Gly Leu 


Gin Asp 


Val Trp 




.50 




55 60 


He 


He 


Glu Gin Asn 


Leu Pro His Ser Leu Asn Glu 


His Leu 


Ala Gly 


65 






70 75 




80 


Gly. Arg 


Ser Trp Asp 


Leu Asp Arg Thr Arg Gly Gly 


Leu Lys 


Val Met 






85 


90 




95 


Pro 


Pro 


Phe Ser Gly. 


Pro Ala Asp Glu Asp Gly Gly 


Phe Ser 


Glu Gly 






100 


105 


110 


Asn 


Ala 


His Ala 












115 









<210> 545 • 
<211> 390 

<212> DNA 

<213> Homo sapiens 
<400> 545 

catgatgcaa aaacagacat gcttatttca aaatataaaa gtgaaaaaga tcgtttagca 
60 

caagaaattg ttggtgtcat cacaggttct gcaatgccgg gtggttcagc aaaccgtatc 
120 

ccaaataaag caggctcaaa tccagaaggt tctattgcaa cgcgttttat tgcagaaaca 
180 
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atgtataacg aactcaaaac agtggattta actattcaaa atgctggcgg tgtacgcgca 
240 

gatattttac cggggaatgt aacctttaac gatgcttata ctttcctacc tttcgggaat 
300 

acgttatata cctataaaat ggaaagttca ttagtgaaac aagtgcttga agatgcaatg 
360 

ctatttgctt tgggtccccc cccccccccc 
390 

c210> 546 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 546 



His Asp 


Ala 


Lys 


Thr Asp 


Met 


Leu 


He 


Ser 


Lys 


Tyr 


Lys 


Ser 


Glu 


Lys 


1 




5 








10 










15 




Asp Arg 


Leu 


Ala 


Gin Glu 


He 


Val 


Gly 


val 


He 


Thr 


Gly 


Ser 


Ala 


Met 




20 








25 










30 






Pro Gly 


Gly 


Ser 


Ala Asn 


Arg 


He 


Pro 


Asn 


Lys 


Ala 


Gly 


Ser 


Asn 


Pro 


35 








40 










45 








Glu Gly 


Ser 


He 


Ala Thr Arg 


Phe 


He 


Ala 


Glu 


Thr 


Met 


Tyr 


Asn 


Glu 


50 








55 










60 










Leu Lys 


Thr 


val 


Asp Leu 


Thr 


He 


Gin 


Asn 


Ala Gly 


Gly 


Val 


Arg 


Ala 


65 






70 










75 










80 


Asp lie 


Leu 


Pro 


Gly Asn 


Val 


Thr 


Phe 


Asn 


Asp 


Ala 


Tyr 


Thr 


Phe 


Leu 






85 








90 










95 




Pro Phe 


Gly 


Asn 


Thr Leu 


Tyr 


Thr 


Tyr 


Lys 


Met 


Glu 


Ser 


Ser 


Leu 


Val 




100 








105 










110 






Lys Gin 


Val 


Leu 


Glu Asp 


Ala 


Met 


Leu 


Phe 


Ala 


Leu 


Gly 


Pro 


Pro 


Pro 


115 








120 










125 









Pro Pro 
130 

<210> 547 
<211> 306 
<212> DNA 

<213> Homo sapiens 
<400> 547 

aagcttgttt ttctgatttt tattcaaatc tctatcatgg atgaagcatg cagtttcaga 
60 

atcagttcag tgttgacaac atatcaagat attctgcagt caatctcaat gtatgttcat 
120 

gaagcctcca acatattttg tgggatacca tctttgtcag gcattgtgct aggcactgtc 

180 

cctgcagtga ataagaaaga caggatttct gtatttatgg ggcttagtac caagttgttc 
240 

tcaaactttc atgtttgtgt atacaaatca gctgaggcct tcactaaact cnnnnnccnn 
300 

nnccnn 
306 

<210> 548 
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<211> 90 

<212> PRT 

<213> Homo sapiens 



<400> 548 

Met Asp Glu Ala Cys Ser Phe Arg lie Ser Ser Val Leu Thr Thr Tyr 

3- 5 10 15 

Gin Asp He Leu Gin Ser He Ser Met Tyr Val His Glu Ala Ser Asn 

20 25 30 

He Phe Cys Gly He Pro Ser Leu Ser Gly He Val Leu Gly Thr Val 

35 40 45 

Pro Ala Val Asn Lys Lys Asp Arg He Ser Val Phe Met Gly Leu Ser 

50 55 60 

Thr Lys Leu Phe Ser Asn Phe His Val Cys Val Tyr Lys Ser Ala Glu 
^5 70 75 80 

Ala Phe Thr Lys Leu Xaa Xaa Xaa Xaa Xaa 
85 90 

<210> 549 
<211> 780 
<212> DNA 

<213> Homo sapiens 
<400> 549 

nnacgcgtac ttccaacacc tatgctccag tatggaggac gggtaaagtc tcttgttaat 
60 

gttttaatca tacacatatt gtctgtaagt atgaagagaa aggcatatca gaaatatttc 
120 

aattcagcga tttgaaatgt ttactttctg tttattgaaa atttttgttc tttttcacca 
180 

tgttattttt ttctcctcgt gtagaatcgg acagtagcaa caccgagcca tggagtatgg 
240 

gacatgcgag ggaaacaatt ccacacagga gttgaaatca aaatgtgggc tatcgcttgt 
300 

tttgccacac agaggcagtg cagagaagaa atattgaagg gtttcacaga ccagctgcgt 
360 

aagatttcta aggatgcagg gatgcccatc cagggccagc catgcttctg caaatatgca 
420 

cagggggcag acagcgtaga gcccatgttc cggcatctca agaacacata ttctggccta 
480 

cagcttatta tcgtcatcct gccggggaag acaccagtgt atgcggaagt gaaacgtgta 
540 

ggagacacac ttttgggtat ggctacacaa tgtgttcaag tcaagaatgt aataaaaaca 
600 

tctcctcaaa ctctgtcaaa cttgtgccta aagataaatg ttaaactcgg agggatcaat 
660 

aatattcttg tacctcatca aagaccttct gtgttccagc aaccagtgat ctttttggga 
720 

gccgatgtca ctcatccacc tgctggtgat ggaaagaagc cttctattgc tgctgttgta 
780 



<210> 550 
<211> 192 
<212> PRT 
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<213> Homo sapiens 
<400> 550 



Asn 




Thr 


Val 


Aia 


Thr Pro 


Ser 


His 


Glv 


Val 


Trp 


Asp 


Met 


Arg 


Gly 


1 








5 








10 










15 




Lys 


Gin 


Phe 


His 


Thr 


Gly Val 


Glu 


He 


Lys 


Met 


Trp 


Ala 


He 


Ala 


Cys 








20 








25 










30 






Phe 


Ala 


Thr 


Gin 


Arg 


Gin Cys 




Glu 


Glu 


He 


Leu 


LVS 


Glv 


Phe 


Thr 






35 








40 










45 








Asp 


Gin 


Leu Arg 


Lys 


XXC OCX 


Lys 




Ala 


Gly Met 


Pro 


He 


Gin 


Glv 




50 


















60 










Gin 


Pro 


Cys 


Phe 


Cys 


Lys Tyr 








Ala Asp 


Ser 


Val 


Glu 


Pro 


65 










70 








75 










80 


Met 


Phe 


Arg 


His 


Leu 


Lys Asn 


Thr 


Tyr 


oer 


Gly 


Leu 




Leu 


X X c 












85 








90 










95 




Val 


He 


Leu 


Pro 


Gly 


Lys Thr 


Pro 


Val 


Tyr 


Ala 


Glu 


Val 


Lys 


Arg 


Val 








100 








105 










110 






Gly Asp 


Thr 


Leu 


Leii 


Gly Met 


Ala 


Thr 


Gin 


Cys 


Val 


Gin 


Val 


Lys 


Asn 






115 








120 










125 








Val 


He 


Lys 


Thr 


Ser 


Pro Gin 


Thr 


Leu 


Ser 


Asn 


Leu 


Cys 


Leu 


Lys 


He 




130 








135 










140 










Asn 


Val 


Lys 


Leu 


Gly 


Gly He 


Asn 


Asn 


He 


Leu 


Val 


Pro 


His 


Gin 


Arg 


145 










150 








155 










160 


Pro 


Ser 


Val 


Phe 


Gin 


Gin Pro 


Val 


He 


Phe 


Leu 


Gly 


Ala 


Asp 


Val 


Thr 










165 








170 










175 




His 


Pro 


Pro 


Ala 


Gly 


Asp Gly Lys 


Lys 


Pro 


Ser 


He 


Ala 


Ala 


val 


Val 








180 








185 










190 







<210> 551 
<211> 291 
<212> DNA 
<213> Homo sapiens 

<400> 551 

nnggatccgg attatggggc tattgctaac aggtcaacgg ccatcaaggt gctcgttgcc 
60 

gtggcaccgc cagccccgga gcctactcgc gagccaccga cgaactccgc tccttccgag 
120 

gaaccgtcct cgtcgtcaat cgcaccggtc ccgccggccc cgacgactgc agtacccacg 
ISO 

actagttcgt cgtcgggccg ctgaccgatg cgcccatcgg cgggctcatc tggctggcgc 

240 

tagcgggggc ttcgatgtcc ccataccaca gcgtccgcta aattgcccnc c 
291 

<210> 552 

<211> 67 

<212> PRT 

<213> Homo sapiens 

<400> 552 

Xaa Asp Pro Asp Tyr Gly Ala He Ala Asn Arg Ser Thr Ala He Lys 

15 10 15 

Val Leu Val Ala Val Ala Pro Pro Ala Pro Glu Pro Thr Arg Glu Pro 
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20 25 30 

Pro Thr Asn Ser Ala Pro Ser Glu Glu Pro Ser Ser Ser Ser He Ala 

35 40 45 

Pro Val Pro Pro Ala Pro Thr Thr Ala Val Pro Thr Thr Ser Ser Ser 

50 55 60 

Ser Gly Arg 
65 



<210> 553 
<211> 471 
<212> DNA 

<213> Homo sapiens 
<400> 553 

ctagccgatg taggattagt aggttttccg agcgtgggta aatctacctt actctcaata 
60 

gtatctaaag ccaaaccgaa aattggtgca tatcatttca ctacaattaa acctaactta 
120 

ggtgttgttt ccacaaaaga tcaacgtagt tttgttatgg cagatttacc aggtttaatt 
180 

gaaggtgcat ctgatggcgt tggattagga catcaatttt taagacatgt agagagaaca 
240 

aaagttattg ttcacatgat tgatatgagc ggttctgaag gtagagaacc tattgaagat 
300 

tataaagtca ttaatcaaga attagctgcg tacgagcaac gtttagaaga tagacctcaa 
360 

atcgtagtag ctaacaagat ggatttacct gaatcacaag ataatttaaa cttgtttaaa 
420 

gaagaaattg gcgaagatgt gccagttatt ccagtttcaa caataacgcg t 
471 

<210> 554 
<211> 157 
<212> PRT 

<213> Homo sapiens 



<400> 554 



Leu 


Ala 


Asp 


Val 


Gly Leu Val 


Gly Phe 


Pro 


Ser 


Val 


Gly Lys Ser Thr 


1 








5 






10 






15 


Leu 


Leu 


Ser 


He 


Val Ser Lys 


Ala 


Lys 


Pro 


Lys 


He 


Gly Ala Tyr His 








20 






25 








30 


Phe 


Thr 


Thr 


He 


Lys Pro Asn 


Leu 


Gly 


Val 


Val 


Ser 


Thr Lys Asp Gin 






35 






40 










45 


Arg 


Ser 


Phe 


Val 


Met Ala Asp 


Leu 


Pro 


Gly Leu 


He 


Glu Gly Ala Ser 




50 






55 










60 


Asp 


Gly 


Val 


Gly 


Leu Gly His 


Gin 


Phe 


Leu Arg His 


Val Glu Arg Thr 


65 








70 








75 




80 


Lys 


Val 


He 


Val 


His Met He 


Asp Met 


Ser 


Gly Ser 


Glu Gly Arg Glu 










85 






90 






95 


Pro 


He 


Glu 


Asp 


Tyr Lys Val 


He 


Asn 


Gin 


Glu 


Leu 


Ala Ala Tyr Glu 








100 






105 








110 


Gin 


Arg 


Leu 


Glu 


Asp Arg Pro 


Gin 


He 


Val 


Val 


Ala 


Asn Lys Met Asp 






115 






120 










125 


Leu 


Pro 


Glu 


Ser 


Gin Asp Asn 


Leu 


Asn 


Leu 


Phe 


Lys 


Glu Glu He Gly 



708 



wo 00/58473 



PCTAJSOO/08621 



130 135 140 

Glu Asp Val Pro Val He Pro Val Ser Thr He Thr Arg 
145 150 155 

<210> 555 
<211> 300 
<212> DNA 

<213> Homo sapiens 



<400> 555 

tctagagatt gagaacaatt atggatacag aaatggttga ttccgtcaaa tatattcgag 
60 

attcggaatc atgtgaggct cgcgtgctgg agatcttagc cagaaggccg tccatgatgg 
120 

tgcagatctt gcgtggcgac ggcttaatta acgaagacca gagattagtc agattatggc 
180 

ttaacaaagt acctagaatt gttcgcctgc ttctccggct tagtgtgttc gtcgctgcgg 
240 

caataggtgc ccgtgcggta tgggcggcgg cttccggtaa tcccgatctt gttcacgcgt 
300 



<210> 556 

<211> 93 

<212> PRT 

<213> Homo sapiens 



<400> 556 

Met Asp Thr Glu Met Val Asp Ser 

1 5 
Ser Cys Glu Ala Arg Val Leu Glu 
20 

Met Val Gin He Leu Arg Gly Asp 

35 40 
Leu Val Arg Leu Trp Leu Asn Lys 

50 55 
Leu Arg Leu Ser Val Phe Val Ala 
65 70 
Trp Ala Ala Ala Ser Gly Asn Pro 
85 



Val Lys Tyr He Arg Asp Ser Glu 

10 15 
He Leu Ala Arg Arg Pro Ser Met 
25 30 
Gly Leu He Asn Glu Asp Gin Arg 
45 

Val Pro Arg He Val Arg Leu Leu 
60 

Ala Ala He Gly Ala Arg Ala Val 

75 80 
Asp Leu Val His Ala 
90 



<210> 557 
<211> 678 
<212> DNA 

<213> Homo sapiens 
<400> 557 

atcttcccgg tttatgagga gaatgcgccg cgtgtcgagt ttttcggcga cgaaattgag 
60 

gccctcacga cgatgcaccc gctcaccggg gaggtcatca gcgaggacga gcaggtctac 
120 

gcgttcccgg ctacccacta tgtcgccggc ccggaacgta tggagcgggc catagcgtcc 
180 

atccagcagg agctcgagga gcgcctggcc gttctagagc gtgatgggaa actgttggag 
240 
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^9^caacggt tacgtatgcg tactacctac gatatcgaga tgatgcagca ggtcggtgcc 



cgtgctggca tcgaaaacta ttcgcggcac atcgacggac gcgctcccgg ctcagccccg 
360 

^^^^Srtctgc ttgactactt tccggaagat tttgtgctcg tcattgatga atcccacgtg 

accgtcccgc agattggcgg gatgtatgag ggggacatga gccgcaagcg gacattggta 
480 

gaacatggtt tccgactgcc cagcgcgatg gacaaccgtc ctctcaaatt cgacgagttc 
540 

acccagcgga tcggccagac tgtctacctg tccgccacgc ccggttcgta cgagaccgaa 
6 OO 

cgagctcacg gcgtcgtcga acaaatcatt cgtccgacag gtctggtgga tccggagatt 
660 

atcgtcaagc ctacgcgt 
678 

<210> 558 
<211> 226 
<212> PRT 

<213> Homo sapiens 
<400> 558 

He Phe Pro Val Tyr Glu Glu Asn Ala Leu Arg Val Glu Phe Phe Gly 

^ 5 10 . 15 

Asp Glu He Glu Ala Leu Thr Thr Met His Pro Leu Thr Gly Glu Val 

20 25 30 

He Ser Glu Asp Glu Gin Val Tyr Val Phe Pro Ala Thr His Tyr Val 

35 40 45 

Ala Gly Pro Glu Arg Met Glu Arg Ala He Ala Ser He Gin Gin Glu 

50 55 60 

Leu Glu Glu Arg Leu Ala Val Leu Glu Arg Asp Gly Lys Leu Leu Glu 
^5 70 75 80 

Ala Gin Arg Leu Arg Met Arg Thr Thr Tyr Asp lie Glu Met Met Gin 

85 90 95 

Gin Val Gly Ala Cys Ala Gly He Glu Asn Tyr Ser Arg His He Asp 

100 105 110 

Gly Arg Ala Pro Gly Ser Ala Pro Asn Cys Leu Leu Asp Tyr Phe Pro 

120 125 
Glu Asp Phe val Leu Val He Asp Glu Ser His Val Thr Val Pro Gin 

130 135 140 

He Gly Gly Met Tyr Glu Gly Asp Met Ser Arg Lys Arg Thr Leu Val ' 

150 155 160 

Glu His Gly Phe Arg Leu Pro Ser Ala Met Asp Asn Arg Pro Leu Lys 

165 170 175 

Phe Asp Glu Phe Thr Gin Arg He Gly Gin Thr Val Tyr Leu Ser Ala 

180 185 190 

Thr Pro Gly Ser Tyr Glu Thr Glu Arg Ala His Gly Val Val Glu Gin 

155 200 205 

He He Arg Pro Thr Gly Leu Val Asp Pro Glu He He Val Lys Pro 

210 215 . 220 

Thr Arg 
225 
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<210> 559 

<211> 335 

<212> DNA 

<213> Homo sapiens 



<400> 559 

ggatcctatg gagctcaagt 
60 

tggaatgcag tcagagggaa 
120 

agcaatacag tacacagtgg 
180 

tatggtggca ccagccaaac 
240 

ctaaagtgta tccaggagct 
300 

gggtcaaaaa catccagtct 
335 



tcaagaaaag aaactgtaaa 
ggaactgccn gcttaaagtg 
agggcgctac catggagtct 
ctctcagggt tcataggcag 
gaagccctta' atcagctagg 
gggaccatat ctaga 



catggaggtt ttgtgataaa 
tcctatgctg cgctttccag 
ctgggtgaaa gttaggatgg 
acagcagctc tggagtggaa 
gctcacacag agtcaaggta 



<210> 560 

<211> 92 

<212> PRT 

<213> Homo sapiens 



<400> 560 

Met Glu Cys Ser Gin Arg Glu Gly Thr Ala Xaa Leu Lys Cys Pro Met 

15 10 15 

Leu Arg Phe Pro Glu Gin Tyr Ser Thr Gin Trp Arg Ala Leu Pro Trp 

20 25 30 

Ser Leu Trp Val Lys Val Arg Met Val Trp Trp His Gin Pro Asn Phe 

35 40 45 

Ser Gly Phe lie Gly Arg Gin Gin Leu Trp Ser Gly Thr Lys Val Tyr 

50 55 60 

Pro Gly Ala Glu Ala Leu Asn Gin Leu Gly Leu Thr Gin Ser Gin Gly 
65 70 75 80 

Arg Val Lys Asn lie Gin Ser Gly Thr lie Ser Arg 
85 90 

<210> 561 
<211> 477 
<212> DNA 

<213> Homo sapiens 
<400> 561 

ngcgcgcccc ctcctccgat ggcggcggag atccagccca agcctctgac ccgcaagccg 
60 

atcctgctgc agcggatgga ggggtcccag gaggtggtga atatggccgt gatcgtgccc 
120 

aaagaggagg gcgtcatcag cgtctccgag gacaggacag ttcgtgtttg gttaaagaga 
180 

gacagtggac agtattggcc aagcgtatac catgcaatgc cttgagttta tattgtcaga 
240 

agattataac aagatgactc ctgtgaaaaa ctatcaagcg catcagagca gagtgacgat 
300 
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gatcctgttt gtcctggagc tggagtgggt gctgagcaca ggacaggaca agcaatttgc 
360 

ctggcactgc tctgagagtg ggcagcgcct gggaggttac cggaccagtg ctgtggcctc 
420 

aggcctgcaa tttgatgttg aaacccggca tgtgtttatc ggtgaccact caggcca 
477 

<210> 562 
<211> 74 
<212> PRT 

<213> Homo sapiens 
. <400> 562 

Xaa Ala Pro Pro Pro Pro Met Ala Ala Glu He Gin Pro Lys Pro Leu 

1 5 10 15 ' 

Thr Arg Lys Pro He Leu Leu Gin Arg Met Glu Gly Ser Gin Glu Val 

20 25 30 

Val Asn Met Ala Val He Val Pro Lys Glu Glu Gly Val He Ser Val 

35 40 45 

Ser Glu Asp Arg Thr Val Arg Val Trp Leu Lys Arg Asp Ser Gly Gin 

50 55 60 

Tyr Trp Pro Ser Val Tyr His Ala Met Pro 
65 70 

<210> 563 
<211> 403 
<212> DNA 

<213> Homo sapiens 
<400> 563 

ccatggcaga cagggagctg agcggcctgc ggacccaggt gcaccagagc atggtgcccc 
60 

tgctcctaca cctgaaggac caatgcccaa ctgtcgccac gggcaatgcc caccccaaga 
120 

aaaggaaggg aaaaggcctc aaccttggcc agggctggaa cccacaggag gccagggtac 
180 

ggggcagacg gatggcagca gcactgcctg agagttgggg gagctcccac ggggcagcaa 
240 

gtggcgggca gagggtctgg ccatctgcac tggtttctgt gaccacagtt ggcctgcccg 
300 

ctcccccact gcaccactga cgaagcgaga ccctgcctca aaaaaaaaaa caaaaacaaa 
360 

aacaaaaaca aaactcaaac ttcacactgg agatctgtgc aat 
403 

<210> 564 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 564 

Met Ala Asp Arg Glu Leu Ser Gly Leu Arg Thr Gin Val His Gin Ser 

15 10 15 

Met Val Pro Leu Leu Leu His Leu Lys Asp Gin Cys Pro Thr Val Ala 
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20 




25 30 






Thr Gly Asn 


Ala 


His 


Pro Lys Lys Arg Lys Gly Lys Gly Leu 


Asn 


Leu 


35 






40 45 






Gly Gin Gly 


Trp Asn 


Pro Gin Glu Ala Arg Val Arg Gly Arg Arg Met 


50 






55 60 






Ala Ala Ala 


Leu 


Pro 


Glu Ser Trp Gly Ser Ser His Gly Ala 


Ala 


Ser 


65 






70 75 




80 


Gly Gly Gin 


Arg 


Val 


Trp Pro Ser Ala Leu Val Ser Val Thr 


Thr 


Val 




85 


90 


95 




Gly Leu Pro 


Ala 
100 


Pro 


Pro Leu His His 
105 







<210> 565 

<211> 311 

<212> DNA 

<213> Homo sapiens 



<400> 565 

ncctctccat ggagcagccc catcttcact cttcacctgg ggccaggcct tccacagcag 
60 

ccaccaccca gcgaccacag agaggctgcg cggaggacac aggagagagg gagcccacgg 
120 

gcacgatctc caccggcttt cccagctccc tgggtcagcc ccacgggacc tctcctcctc 
180 

tctcccacat ctccaagcca gccttgcata tagtaagagc tgtgatcagg atggaaagag 
240 

gcttgggccg cacagacctg gacaatgtcc cagtgagggc tggaggtgct agaagggcac 

300 

aggaggcccc n 
311 



<210> 566 

<211> 101 

<212> PRT 

<213> Homo sapiens 

<400> 566 



Met Glu 


Gin 


Pro 


His 


Leu 


His 


Ser 


Ser 


Pro 


Gly Ala Arg Pro Ser 


Thr 


1 






5 










10 


15 




Ala Ala 


Thr 


Thr 


Gin 


Arg 


Pro 


Gin Arg 


Gly 


Cys Ala Glu Asp Thr 


Gly 






20 










25 




30 




Glu Arg 


Glu 


Pro 


Thr 


Gly 


Thr 


He 


Ser 


Thr 


Gly Phe Pro Ser Ser 


Leu 




35 










40 






45 




Gly Gin 


Pro 


His 


Gly 


Thr 


Ser 


Pro 


Pro 


Leu 


Ser His He Ser Lys 


Pro 


50 










55 








60 




Ala Leu 


His 


He 


val 


Arg 


Ala 


Val 


He 


Arg 


Met Glu Arg Gly Leu 


Gly 


65 








70 










75 


80 


Arg Thr 


Asp 


Leu 


Asp 


Asn 


Val 


Pro 


Val 


Arg 


Ala Gly Gly Ala Arg 


Arg 








85 










90 


95 




Ala Gin 


Glu 


Ala 


Pro 

















100 



<210> 567 
<211> 929 
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<212> DNA 

<2I3> Homo sapiens 
<400> 567 

atcacatcgg tcgctgaacc ccgacgagcc tcaccttgtc gaaatattca tccttgagat 
60 r ^ 

cagcccacgt gccgtcgacc tctacctcgg tgagggtcgc gggcgggtac caacagccga 
120 

cctcgtcctc ggctccactc atggcggcaa gctccgctgc cagtccgggg atcgtcgggg 
180 

catgggcgat gatgagcagg ttatccacat cgtcgtcgac tcctccgatg cgccgacgca 

cggtatcagt gccgcagtaa tagagggctc gcatgaattc gaccggacaa tccagttgga 

ggcagtccca ggtctggcgg gtgcgtaggg catcggagac cagagcatgt ccaacattgc 
360 

gcagtcctaa acgcgtgccg acctcacggg cctgacggcg ccccacgtcg gtgagcggac 

gctcccgatc cccgcccgga gcatgggatg cgggctgtgc atgtctcatg aggaacagag 

tgtgcatgga tccatcgttg cacttcgcgg tcgccgcggt tctacgatgt tggcatgccg 

ttgacggatt tgggcattga tgaggcgcgt acctaccgcc cgaacgtccc tgaacccgat 
600 

ggtttcgact ctttttgggc cgagaccctc gatgagtatt ccggcgttcc ccaagatctg 

66 0 

acggcggtgc ctttcgataa ccgtcaggct ctgatagata cctgggattt gtcgtgggtg 

gggtatcaca actctcgggt gagcgggtga ttacatgccc cagccgctgt gaacggccca 
780 

ttcccccttg tcatcgagta cctcgggtac tcgagttcgc gtggtgtgcc gattggatca 

640 

iSr^^^^^^ "^^^59^^^ tgcacatatc gtcgtcgatc cacgtggtca ggggtggggc 

cacccaacct tgacggaaaa ctgtccgga 
929 

<210> 568 
<211> 71 
<212> PRT 

<213> Homo sapiens 
<400> 568 

Met Pro Leu Thr Asp Leu Gly He Asp Glu Ala Arg Thr Tyr Arg Pro 

^ 5 10 . 15 

Asn Val Pro Glu Pro Asp Gly Phe Asp Ser Phe Trp Ala Glu Thr Leu 

20 25 30 

Asp Glu Tyr Ser Gly Val Pro Gin Asp Leu Thr Ala Val Pro Phe Asp 

.35 40 45 

Asn Arg Gin Ala Leu He Asp Thr Trp Asp Leu Ser Trp Val Gly Tyr 

55 60 
His Asn Ser Arg Val Ser Gly 
65 70 
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<210> 569 

<211> 371 

<212> DNA . 

<213> Homo sapiens 

<400> 569 

ncgcaaactt caacggtgcc atctgccata ttccagggat gccagatttg gatggaaaat 
60 

accatatcac tctcgattca gaattcgtac ttgatttagt ggcctttaac aaaacgctac 

120 

ctgtcgatta cttaatggtc gaaggaacgg aacttgtgta ttcaaacatg gaagaactac 
180 

ctgaatgccc atattatcca aaagatcaaa agccaatcgt gattgggaaa aacacaaaac 
240 

tcaaggaaca accaacagcc gttgctctct tctcggatgt tgataaacgg ccagagatta 
300 

aatcaaaaat cttagaccgc tatgataatg atattgaaat ccgtacttgg ggcggtactt 
360 

cccatgtcta n 
371 

<210> 570 
<211> 111 
<212> PRT 

<213> Homo sapiens 
<400> 570 

Met Pro Asp Leu Asp Gly Lys Tyr His lie Thr Leu Asp Ser Glu Phe 

1 5 10 15 

Val Leu Asp Leu Val Ala Phe Asn Lys Thr Leu Pro Val Asp Tyr Leu 

20 25 30 

Met Val Glu Gly Thr Glu Leu Val Tyr Ser Asn Met Glu Glu Leu Pro 

35 40 45 

Glu Cys Pro Tyr Tyr Pro Lys Asp Gin Lys Pro lie Val lie Gly Lys 

50 55 60 

Asn Thr Lys Leu Lys Glu Gin Pro Thr Ala Val Ala Leu Phe Ser Asp 
65 70 75 80 

Val Asp Lys Arg Pro Glu lie Lys Ser Lys He Leu Asp Arg Tyr Asp 

85 90 95 

Asn Asp He Glu He Arg Thr Trp Gly Gly Thr Ser His Val Xaa 
100 105 110 

<210> 571 
<211> 407 
<212> DNA 

<213> Homo sapiens 
<400> 571 

nacgcgtatc ttcgctggtc cacaccagac gtggcattaa acgacgtcac aagaacgaca 
60 

ccgggccttg acgggcccac gcacgaagag gccaagacac tgaccgagac tactgtttcc 
120 

gttcccacct ccttcgccga cctcggcgtc cgagaagata tctgccaggc gctggaaggg 
ISO 
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gtgggaattg tctccccgtt cccgatccag gccatgtcga tcccgattgc cgtcgagggc 
240 

acggatctca ttgggcaggc gcgtactggc actggcaaaa cactcgcctt cggcatcacc 
300 

atcttgcagc gcatcaccct gcccggtgac gaaggttggg aagaactcac caccaaaggc 
360 

aagcccccaa gcactcgtga tgtgccccta cccgggagct aggtcgg 

4 07 

<210> 572 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 572 

Leu Thr Glu Thr Thr Val Ser Val Pro Thr Ser Phe Ala Asp Leu Gly 

1.5 10 15 

Val Arg Glu Asp He Cys Gin Ala Leu Glu Gly Val Gly He Val Ser 

20 25 30 

Pro Phe Pro He Gin Ala Met Ser He Pro He Ala Val Glu Gly Thr 

35 40 . 45 

Asp Leu He Gly Gin Ala Arg Thr Gly Thr Gly Lys Thr Leii Ala Phe 

50 55 60 

Gly He Thr He Leu Gin Arg He Thr Leu Pro Gly Asp Glu Gly Trp 
^5 70 75 . QQ 

Glu Glu Leu Thr Thr Lys Gly Lys Pro Pro Ser Thr Arg Asp Val Pro 
85 90 95 

Leu Pro Gly Ser 
100 

<210> 573 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 573 

acgcgtctac cgtaggatcc atgaccttcc gcaagaccga ccaccacaag aacgccattg 
60 

actacgaggt cgccggacta atgtggctcg ctgctgcccg gccagatggg gccggcatcg 
120 

tcgaggtgct cgaccacggc aagggatggc tcaccgaacc cgaattgtcc actgggcacc 
180 

ccacccgcga ggcagccgag gactttggcc gccgactggc tcacacccac gcagccgggg . 
240 

cctcacacct gggggctgca cctgacgggt ttgttcccga cgatgggtat atcggccgta 
300 

ctcccctgcc actgccgtcc gaaccaatct cctcctgggg agagttttac gctcagtacc 
360 ^ 

gcatcgaacc atatatggac agtctcgacg ctg 
393 

<210> 574 
<211> 124 
<212> PRT 
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<213> Homo sapiens 
<400> 574 



Met 


Thr 


Phe 


Arg 


Lys 


Thr Asp His 


His 


Lys 


Asn Ala 


He 


Asp 


Tyr 


Glu 


1 








5 






10 








15 




Val 


Ala 


Gly 


Leu 


Met 


Trp Leu Ala 


Ala 


Ala 


Arg Pro 


Asp 


Gly 


Ala 


Gly 








20 






25 








30 






He 


Val 


Glu 


Val 


Leu 


Asp His Gly 


Lys 


Gly 


Trp Leu 


Thr 


Glu 


Pro 


Glu 






35 






40 








45 








Leu 


Ser 


Thr 


Gly 


His 


Pro Thr Arg 


Glu 


Ala 


Ala Glu 


Asp 


Phe 


Gly 


Arg 




50 








55 






60 










Arg 


Leu 


Ala 


His 


Thr 


Hi 3 Ala Ala 


Gly 


Ala 


Ser His 


Leu 


Gly 


Ala 


Ala 


65 










70 






75 








80 


Pro 


Asp 


Gly 


Phe 


Val 


Pro Asp Asp 


Gly 


Tyr 


He Gly 


Arg 


Ala 


Pro 


Leu 










85 






90 








95 




Pro 


Leu 


Pro 


Ser 


Glu 


Pro He Ser 


Ser 


Trp 


Gly Glu 


Phe 


Tyr 


Ala 


Gin 








100 






105 








110 






Cys 


Arg 


He 


Glu 


Pro 


Tyr Met Asp 


Ser 


Leu 


Asp Ala 











115 120 



<210> 575 
<211> 372 
<212> DNA 
<213> Homo sapiens 

<400> 575 

nntatccatg cagacatggg accagggtct ctgagggcag gaagcaaagt gggtgagggg 
60 

gatgggacaa gatgccctgg tgctaaggcc tctggagctg gagctggtta tagggatgat 
120 

accaggcacc ctgagtcact cgcacctcac aatggggccg cttctgggag ccagtgggct 
180 

tatggggctg gcaatgtgct gggttatgag gatggatcag aacttccagg gcctcaggga 
240 

actggggtca gaacagccta tggagaaagg tcaaggggcc ttgggcctag gagtacaggg 
300 

ccagggggtg aggcaggctt tagagatggt tcaggaggcc tccaaggaat gggatcagca 

360 

gatgggcccg gt 
372 

<210> 576 
<211> 124 
<212> PRT 
<213> Homo sapiens 

<400> 576 

Xaa He His Ala Asp Met Gly Pro Gly Ser Leu Arg Ala Gly Ser Lys 

15 10 15 

Val Gly Glu Gly Asp Gly Thr Arg Cys Pro Gly Ala Lys Ala Ser Gly 

20 25 30 

Ala Gly Ala Gly Tyr Arg Asp Asp Thr Arg His Pro Glu Ser Leu Ala 

35 40 45 

Pro His Asn Gly Ala Ala Ser Gly Ser Gin Trp Ala Tyr Gly Ala Gly 
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50 55 
Asn Val Leu Gly Tyr Glu Asp Gly 
65 70 
Thr Gly Val Arg Thr Ala Tyr Gly 
85 

Arg Ser Thr Gly Pro Gly Gly Glu 
100 

Gly Leu Gin Gly Met Gly Ser Ala 
115 120 



60 

Ser Glu Leu Pro Gly Pro Gin Gly 

75 80 
Glu Arg Ser Arg Gly Leu Gly Pro 

90 95 
Ala Gly Phe Arg Asp Gly Ser Gly 
105 110 
Asp Gly Pro Gly 



<210> 577 

<211> 432 

<212> DNA 

<213> Homo sapiens 



<400> 577 

nagcgcaatg tcatgatgtc ggatttgtca atgtcggatt tctcatccca gccatcaccc 
60 

ccgcagcgcc gggcgcggat gaccagcggc cagcgccgtg aacagctcat cagcgtggcc 
120 

cgtcgcctct tcgcagacaa tggcatggca gggacctccg tcgaggagat cgccgctacc 
180 

gcgggagtct ccaaacccgt catctacgag catttcgggt ccaaggatgg gctgtacgcc 
240 

gtcgtcgtag accgcgaggt acgccaccta caagattccc tcaacgccgc catgacccgc 
300 

ccaaagcaag gcccgaaacg caccctggag tcagcggtac tggccctgct ggactacatc 
360 

gacgaccgtc cagacggttt tcggatcatc tcgcgagact cctcggtcgg ttcagccacc 
420 

ggttcgtacg eg 
432 



<210> 578 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 578 

Met Thr Ser Gly Gin Arg Arg Glu Gin Leu He Ser Val Ala Arg Arg 

^5 10 15 

Leu Phe Ala Asp Asn Gly Met Ala Gly Thr Ser Val Glu Glu lie Ala 

20 25 30 

Ala Thr Ala Gly Val Ser Lys Pro Val He Tyr Glu His Phe Gly Ser 

35 40 45 

Lys Asp Gly Leu Tyr Ala Val Val Val Asp Arg Glu Val Arg His Leu 

50 55 60 

Gin Asp Ser Leu Asn Ala Ala Met Thr Arg Pro Lys Gin Gly Pro Lys 
^5 70 75 80 

Arg Thr Leu Glu Ser Ala Val Leu Ala Leu Leu Asp Tyr He Asp Asp 

85 90 95 

Arg Pro Asp Gly Phe Arg He He Ser Arg Asp Ser Ser Val Gly Ser 

100 105 110 

Ala Thr Gly Ser Tyr Ala 
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115 



<210> 579 

<211> 320 

<212> DNA 

<213> Homo sapiens 



<400> 579 

ggccccaaac actccgacct cagctggtcc agcatgctgg gcaccgtgct gctgctggcc 
60 

ctgctcccag ggatcaccac cttacccagc gggccacctg ctcccccgtt ccccgcggcg 
120 

cccggcccct ggctgcgcag acccctcttc agcctgaagc tgtccgacac agaggacgtc 
180 

tttcctcgcc gcgcggggcc gctcgaggtc ccggccgaca gccgcgtgtt cgtgcaggcg 
240 

gccttggccc gtccctcccc gcgctggggc ctggccctgc accgctgctc agtgacgccg 
300 

tcctcacgcc cggccccggg 
320 



<210> 580 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 580 

Met Leu Gly Thr Val Leu Leu Leu Ala Leu Leu Pro Gly lie Thr Thr 

15 10 15 

Leu Pro Ser Gly Pro Pro Ala Pro Pro Phe Pro Ala Ala Pro Gly Pro 

20 25 30 

Trp Leu Arg Arg Pro Leu Phe Ser Leu Lys Leu Ser Asp Thr Glu Asp 

35 40 45 

Val Phe Pro Arg Arg Ala Gly Pro Leu Glu Val Pro Ala Asp Ser Arg 

50 55 60 

Val Phe Val Gin Ala Ala Leu Ala Arg Pro Ser Pro Arg Trp Gly Leu 
65 70 75 80 

Ala Leu His Arg Cys Ser Val Thr Pro Ser Ser Arg Pro Ala Pro 
85 90 95 

<210> 581 
<211> 419 
<212> DNA 

<213> Homo sapiens 
<400> 581 

nacgacggca accattcgct gtggaaggag ctgaacggcc agctcgacgt gcagtttttc 
60 

cacgtcggca tgggcttcaa gacgccagta cgcatgcaca gcgtcgaccc caagacccgc 
120 

gaagcccgcg aggtgcattt ccgcccgtcg ctgttcaact atgccaagac cacggtggac 
180 

accaagcagc tgaccggcga cctgggtttc tccggtttca agctgttcaa ggcgccggaa 
240 
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ctggatcgcc atgacgtgct gtcgtttctc ggcgccagtt acttccgtgc ggtggacgca 
300 

acccgccagt acggcctctc cgcacgcggc ctggcgatcg atacctacgc gaaaaaacgc 
360 

gaggaattcc ccgacttcac gcagttctgg ttcgaaaccc cgagcaagga cccacgcgt 
419 

<210> 582 
<211> 139 
<212> PRT 

<213> Homo sapiens 
<400> 582 

Xaa Asp Gly Asn His Ser Leu Trp Lys Glu Leu Asn Gly Gin Leu Asp 

^ 5 10 15 

Val Gin Phe Phe His Val Gly Met Gly Phe Lys Thr Pro Val Arg Met 

20 25 30 

His Ser Val Asp Pro Lys Thr Arg Glu Ala Arg Glu Val His Phe Arg 

35 40 45 

Pro Ser Leu Phe Asn Tyr Ala Lys Thr Thr Val Asp Thr Lys Gin Leu 

50 55 60 

Thr Gly Asp Leu Gly Phe Ser Gly Phe Lys Leu Phe Lys Ala Pro Glu 
^5 70 75 80 

Leu Asp Arg His Asp Val Leu Ser Phe Leu Gly Ala Ser Tyr Phe Arg 

85 90 95 

Ala Val Asp Ala Thr Arg Gin Tyr Gly Leu Ser Ala Arg Gly Leu Ala 

100 105 110 

He Asp Thr Tyr Ala Lys Lys Arg Glu Glu Phe Pro Asp Phe Thr Gin 

115 120 125 

Phe Trp Phe Glu Thr Pro Ser Lys Asp Pro Arg 
130 . 135 

<210> 583 
<211> 407 
<212> DNA 

<213> Homo sapiens 

<400> 583 

cttttgatca atgctgatgg cacgaagcta tcgaaaaggt cgggtgatgt ccgcgtagct 
60 

gattatatgg agcagggatg ggagccggag acgctggtga acctagttgc cctcacgggc 
120 

tatagctatg cgaatttgga gcatgctgat catgatgtca agacgatgaa cgaactcatc 
180 

cgtgactttg agcttactcg tatctcccat acgcgagcca cactccccat ggacaagctt 
240 

gtgtttttga acaagcatca cttgacaaat aagctggcgc tcgccacgac gtgtgagcag 
300 

accaaacaag acctattgtc gcgtatccgg ccgatcacta cctcgtggta cggcgattat 
360 

tcagatgatt atatcctgcg cgtcgtaaca ctgggacccc aacgcgt 

407 

<210> 584 
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<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 584 

Leu Leu lie Asn Ala Asp Gly Thr Lys Leu Ser Lys Arg Ser Gly Asp 

15 10 15 

Val Arg Val Ala Asp Tyr Met Glu Gin Gly Trp Glu Pro Glu Thr Leu 

20 25 30 

Val Asn Leu Val Ala Leu Thr Gly Tyr Ser Tyr Ala Asn Leu Glu His 

35 40 45 

Ala Asp His Asp Val Lys Thr Met Asn Glu Leu He Arg Asp Phe Glu 

50 55 60 

Leu Thr Arg He Ser His Thr Arg Ala Thr Leu Pro Met Asp Lys Leu 
65 70 75 80 

Val Phe Leu Asn Lys His His Leu Thr Asn Lys Leu Ala Leu Ala Thr 

85 90 95 

Thr Cys Glu Gin Thr Lys Gin Asp Leu Leu Ser Arg He Arg Pro He 

100 105 110 

Thr Thr Ser Trp Tyr Gly Asp Tyr Ser Asp Asp Tyr He Leu Arg Val 

115 120 125 

Val Thr Leu Gly Pro Gin Arg 
130 135 

<210> 585 
<211> 502 
<212> DNA 

<213> Homo sapiens 
<400> 585 

nnacgcgtcc tcgctggata tgaggctgtg aagagggaac gctgcgtcat tgatctggac 
60 

gatattttgt tgtgcgcggt gggattgttg gttcagcacc gtgacatcac tgaggagatt 
120 

cgggctcggt accgacattt cgttgtcgac gaataccagg acgtttctcc gctgcagcat 
180 

aggttgcttg aactgtggtt tggcgatcga aatgatgtat gcgtcgtggg agatccgcac 
240 

caggccattc actcttatgc aggcgcacga gctgactacc tcctcgactt cgttgccgat 
300 

catcctggcg ctaaacgcat cgatttggtt cgcaactacc gctccactcc cgagatcgtt 
360 

cagttggcca atgaagttct tgtcaaccgc atgactccag aggaggcttt ggaacatggc 
420 

aggggagtca cattggtttc gcggggtcga tccggtcccg agcccatcta tcaggctctc 
480 

ggggacgatg cctccgaagc tt 
502 

<210> 586 
<211> 167 
<212> PRT 

<213> Homo sapiens 
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<400> 586 

Xaa Arg Val Leu Ala Gly Tyr Glu Ala Val Lys Arg Glu Arg Cys Val 

1 5 10 . 15 

He Asp Leu Asp Asp He Leu Leu Cys Ala Val Gly Leu Leu Val Gin 

20 25 30 

His Arg Asp He Thr Glu Glu He Arg Ala Arg Tyr Arg His Phe Val 

35 40 45 

Val Asp Glu Tyr Gin Asp Val Ser Pro Leu Gin His Arg Leu Leu Glu 

SO 55 60 

Leu Trp Phe Gly Asp Arg Asn Asp Val Cys Val Val Gly Asp Pro His 
65 70 75 80 

Gin Ala He His Ser Tyr Ala Gly Ala Arg Ala Asp Tyr Leu Leu Asp 

85 90 95 

Phe Val Ala Asp His Pro Gly Ala Lys Arg He Asp Leu Val Arg Asn 

100 105 110 

Tyr Arg Ser Thr Pro Glu He Val Gin Leu Ala Asn Glu Val Leu Val 

115 120 125 

Asn Arg Met Thr Pro Glu Glu Ala Leu Glu His Gly Arg Gly Val Thr 

130 135 140 

Leu Val Ser Arg Gly Arg Ser Gly Pro Glu Pro He Tyr Gin Ala Leu 
145 150 155 160 

Gly Asp Asp Ala Ser Glu Ala 
165 

<210> 587 
<211> 746 
<212> DNA 

<213> Homo sapiens 
<400> 587 

gcgtcctgcc tcgagggcct cgggagcctc cgctgcctct gttggccagg ctacagcggc 
60 

gagctgtgcg aggtggacga ggacgagtgt gcatcgagcc cctgccagca tgggggccga 
120 

tgcctgcagc gctccgaccc ggccctctac gggggtgtcc aggccgcctt ccctggcgcc 
180 

ttcagcttcc gccatgctgc gggtttcctg tgccactgcc ctcctggctt tgagggagcc 
240 

gactgcggtg tggaggtgga cgagtgtgcc tcacggccat gcctcaatgg aggccactgc 
300 

caggacctgc ccaatggctt ccagtgtcac tgcccagatg gctacgcagg gccgacatgt 
360 

gaggaagatg tggatgaatg cctgtccgat ccctgcctgc acggcggaac ctgcagtgac 
420 

actgtggcag gctatatctg caggtgccca gagacctggg gtgggcgcga ctgttctgtg 
480, 

cagctcactg gctgccaggg ccacacctgc ccgctggctg ccacctgcat ccctatcttc 
540 

gagtctgggg tccacagtta cgtctgccac tgcccacctg gtacccatgg accgttctgt 
600 

ggccagaata ccaccttctc tgtgatggct gggagcccca ttcaggcatc agtgccagct 
660 

ggtggccccc tgggtctggc actgaggttt cgcaccacac tgcccgctgg gaccttggcc 
720 
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actcgcaatg acaccaagga aagctt 
746 

<210> 588 
<211> 248 
<212> PRT 

<213> Homo sapiens 



<400> 588 



Ala 


Ser 


Cys Leu 


Glu 


Gly 


Leu 


Gly Ser Phe Arg Cys Leu 


Cys 


Trp Pro 


1 






5 






10 




15 


Gly 


Tyr 


Ser Gly 
20 


Glu 


Leu 


Cys 


Glu Val Asp Glu Asp Glu 
25 


Cys 
30 


Ala Ser 


Ser 


Pro 


Cys Gin 
35 


His 


Gly 


Gly 


Arg Cys Leu Gin Arg Ser 
40 45 


Asp 


Pro Ala 


Leu 


Tyr 
50 


Gly Gly 


Val 


Gin 


Ala 

55 


Ala Phe Pro Gly Ala Phe 

60 


Ser 


Phe Arg 


His 


Ala 


Ala Gly 


Phe 


Leu 


Cys 


His Cys Pro Pro Gly Phe 


Glu Gly Ala 


65 








70 




75 




80 


Asp 


Cys 


Gly Val 


Glu 
85 


Val 


Asp 


Glu Cys Ala Ser Arg Pro 
90 


Cys 


Leu Asn 
95 


Gly 


Gly 


His Cys 
100 


Gin 


Asp 


Leu 


Pro Asn Gly Phe Gin Cys 
105 


His 
110 


Cys Pro 


Asp 


Gly 


Tyr Ala 

115 


Gly 


Pro 


Thr 


Cys Glu Glu Asp Val Asp 
120 125 


Glu 


Cys Leu 


Ser 


Asp 
130 


Pro Cys 


Leu 


His 


Gly 
135 


Gly Thr Cys Ser Asp Thr 
140 


Val 


Ala Gly 


Tyr 


He 


Cys Arg 


Cys 


Pro 


Glu 


Thr Trp Gly Gly Arg Asp 


Cys 


Ser Val 


145 








150 




155 




160 


Gin 


Leu 


Thr Gly 


Cys 
165 


Gin 


Gly 


His Thr Cys Pro Leu Ala 

170 


Ala 


Thr Cys 
175 


lie 


Pro 


He Phe 

180 


Glu 


Ser 


Gly 


Val His Ser Tyr Val Cys 
185 


His 
190 


Cys Pro 


Pro 


Gly 


Thr His 
195 


Gly 


Pro 


Phe 


Cys Gly Gin Asn Thr Thr 
200 205 


Phe 


Ser Val 


Met 


Ala 
210 


Gly Ser 


Pro 


He 


Gin 
215 


Ala Ser Val Pro Ala Gly 
220 


Gly 


Pro Leu 


Gly 


Leu 


Ala Leu 


Arg 


Phe 


Arg 


Thr Thr Leu Pro Ala Gly 


Thr 


Leu Ala 


225 








230 




235 




240 


Thr 


Arg 


Asn Asp 


Thr 
245 


Lys 


Glu 


Ser 







<210> 589 
<211> 381 
<212> DNA 

<213> Homo sapiens 
<400> 589 

atctcacaag tacaattaca gcctcaagaa ctgagctatc agcaaaagca aggtcttcag 
60 

ccagtacctc cgcaagccac tatgagtgct gcaactggta tccagccatc gcctgtaaat 
120 

gtggttggtg taacttcagc tttaggtcag cagccctcca tttccagttt ggctcaaccc 
180 
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cagctaccat attctcaggc ggctcctcca gtgcaaactc cccttccagg ggcaccacca 
240 

ccccaacagt tacagtatgg acaacagcaa ccaatggttt ctacacagat ggccccaggc 
300 

catgtcaaat cagtgactca aaatcctgct tcagagtatg tacaacagca gccaattctt 
360 

caaacagcaa tgtcctccgg a 
381 



<210> 590 
<211> 127 
<212> PRT 

<213> Homo sapiens 
<400> 590 



He Ser 


Gin 


Val 


Gin 


Leu 


Gin 


Ser 


Gin 


Glu 


Leu Ser 


Tyr 


Gin 


Gin 


Lys 


1 






5 










10 








15 


Gin Gly 


Leu 


Gin 


Pro 


Val 


Pro 


Leu 


Gin 


Ala 


Thr Met 


Ser 


Ala 


Ala 


Thr 






20 










25 








30 






Gly He 


Gin 


Pro 


Ser 


Pro 


Val 


Asn 


Val 


Val 


Gly Val 


Thr 


Ser 


Ala 


Leu 




35 










40 








45 








Gly Gin 


Gin 


Pro 


Ser 


He 


Ser 


Ser 


Leu 


Ala 


Gin Pro 


Gin 


Leu 


Pro 


Tyr 


50 










55 








60 








Ser Gin 


Ala 


Ala 


Pro 


Pro 


Val 


Gin 


Thr 


Pro 


Leu Pro Gly 


Ala 


Pro 


Pro 


65 








70 










75 








80 


Pro Gin 


Gin 


Leu 


Gin 


Tyr 


Gly 


Gin 


Gin 


Gin 


Pro Met 


Val 


Ser 


Thr 


Gin 








85 










90 








95 




Met Ala 


Pro 


Gly His 


Val 


Lys 


Ser 


Val 


Thr 


Gin Asn 


Pro 


Ala 


Ser 


Glu 






100 










105 








110 






Tyr Val 


Gin 


Gin 


Gin 


Pro 


He 


Leu 


Gin 


Thr 


Ala Met 


Ser 


Ser Gly 





115 120 125 



<210> 591 

<211> 684 

<212> DNA 

<213> Homo sapiens 



<400> 591 

tcgaccatgg atcatctgcg ccacggcatc cacctgcgtg gttatgcgca gaagaacccg 
60 

aagcaggaat acaagcgcga gtcgttcacc ctgttctccg agctgctgga ctcgatcaag 
120 

cgcgattcga ttcgggtcct cttccacgtc caggggccgg gggaaaaatc cgtatcgaaa 

180 

naaaaagcgc gcctgcgtca ggaagccgaa gccctggccc agcgcatgca gttcgagcac 
240 

gctgaagccc caggcctgga cgcgccggaa atcctcggtg aagaagtcga tgtcgccctg 
300 

gccaccgcgc cggtacgcaa cgagcagaag ctgggccgta acgaactgtg ctactgcggt 
360 

tcgggcaaga agtacaagca ctgccacggt cagatcagct aaggtcttta ccggatactg 
420 

aaatacctgc gccgcgaccg gcattagccg tcgcggcgtt tctccatttg aaacactgcc 
480 
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cttgtgacgg cagtgcagat atcacattaa aaggagggca ttcatgggtg ttggttctgg 
540 

gtccttggcc tacgttgcac ccggttgccg gttttgaact cggtatcgcc tcggccggta 
600 

tcaagcgccc tgggcgcaag gatgtggtgg cgatgcgctg cgccgaaggt tccacggtgg 
660 

cgggggtgtt taccctcaac gcgt 
684 

<210> 592 
<211> 133 
<212> PRT 

<213> Homo sapiens 
<400> 592 



Ser 


Thr 


Met 


Asp 


His 


Leu 


Arg 


His 


Gly 


He 


His 


Leu 


Arg 


Gly 


Tyr 


Ala 


1 








5 










10 










15 




Gin 


Lys 


Asn 


Pro 
20 


Lys 


Gin 


Glu 


Tyr 


Lys 
25 


Arg 


Glu 


Ser 


Phe 


Thr 
30 


Leu 


Phe 


Ser 


Glu 


Leu 
35 


Leu 


Asp 


Ser 


He 


Lys 
40 


Arg 


Asp 


Ser 


He 


Arg 
45 


Val 


Leu 


Phe 


His 


Val 
50 


Gin 


Gly 


Pro 


Gly 


Glu 
55 


Lys 


Ser 


Val 


Ser 


Lys 
60 


Xaa 


Lys 


Ala 


Arg 


Leu 


Arg 


Gin 


Glu 


Ala 


Glu 


Ala 


Leu 


Ala 


Gin 


Arg Met 


Gin 


Phe 


Glu 


His 


65 










70 










75 










80 


Ala 


Glu 


Ala 


Pro 


Gly 
85 


Leu 


Asp 


Ala 


Pro 


Glu 
90 


He 


Leu 


Gly 


Glu 


Glu 
95 


Val 


Asp 


Val 


Ala 


Leu 
100 


Ala 


Thr 


Ala 


Pro 


Val 
105 


Arg 


Asn 


Glu 


Gin 


Lys 
110 


Leu 


Gly 


Arg 


Asn 


Glu 
115 


Leu 


Cys 


Tyr 


Cys 


Gly 
120 


Ser 


Gly 


Lys 


Lys 


Tyr 
125 


Lys 


His 


Cys 


His 


Gly 


Gin 


lie 


Ser 

























130 



<210> 593 
<211> 615 
<212> DNA 

<213> Homo sapiens 
<400> 593 

nnacgcgtgc agaccgcgcg gagtctcgct ccggtgcgga tagcgttagg ctcccaaacc 
60 . 

tgtgaaaccg tcacggtaga gcgtcgtggc gggctaccac ttagagcggc ccgattcacc 
120 

gataccatcc ccgcgccgct aggccagcca cgatggtcga cggccaccat ccagacccca 
180 

gtcataccta ctacacgtgg tcgattcgtg atcggccccg tcatgatgcg caccatcgac 
240 

ccgtttggca tggcccgcca tcacaccgat ctcggtcagg ttgccgaagt cattgtcacg 
300 

ccaaggatcg tcgatttggg cgcctccggg gagctcgggg gtcagggatt cgacacaagg 
360 

tcctcagcga tccatgccgg acgacgtggt cccgacgatg ccatggtgcg cgattggcac 
420 



725 



wo 00/58473 



PCT/USOO/08621 



accggagact cggtgcgacg cattcactgg cgctccaccg ctcaccgcgg ggacctcatg 
480 

gtccgatgcg aggagcaggc ctggaaccca tccgtcgtca tcgtgttgga ttctcgggct 



cggcgtcacg ctggaactgg ccccgacgca tcccttgaat gggccgtcaa cgcggtggca 
600 

tccatctcga cgcgt 
615 

<210> 594 
<211> 205 
<212> PRT 
<213> Homo sapiens 

<400> 594 

Xaa Arg Val Gin Thr Ala Arg Ser Leu Ala Pro Val Arg He Ala Leu 

15 10 15 

Gly Ser Gin Thr Cys Glu Thr Val Thr Val Glu Arg Arg Gly Gly Leu 

20 25 30 

Pro Leu Arg Ala Ala Arg Phe Thr Asp Thr He Pro Ala Pro Leu Gly 

35 40 45 

Gin Pro Arg Trp Ser Thr Ala Thr He Gin Thr Pro Val He Pro Thr 

50 55 60 

Thr Arg Gly Arg Phe Val He Gly Pro Val Met Met Arg Thr He Asp 
65 70 75 QQ 

Pro Phe Gly Met Ala Arg His His Thr Asp Leu Gly Gin Val Ala Glu 

85 90 95 • * 

Val He Val Thr Pro Arg He Val Asp Leu Gly Ala Ser Gly Glu Leu 

100 105 110 

Gly Gly Gin Gly Phe Asp Thr Arg Ser Ser Ala . He His Ala Gly Arg 

115 120 125 

Arg Gly Pro Asp Asp Ala Met Val Arg Asp Trp His Thr Gly Asp Ser 

130 135. 140 

Val Arg Arg He His Trp Arg Ser Thr Ala His Arg Gly Asp Leu Met 
145 150 155 160 

Val Arg Cys Glu Glu Gin Ala Trp Asn Pro Ser Val Val He Val Leu 

165 170 175 

Asp Ser Arg Ala Arg Arg His Ala Gly Thr Gly Pro Asp Ala Ser Phe 

180 185 190 

Glu Trp Ala Val Asn Ala Val Ala Ser He Ser Thr Arg 
195 200 205 

<210> 595 
<211> 303 
<212> DNA 

<213> Homo sapiens 
<400> 595 

acgcgtccta gccgcagtga atgttgctga accccggtga cctcacagtg gaggggcggc 
60 

cccatggggc catcggaccg cgccgcgcgg gggcgttcgc cagggcctcc gcagaagccc 
120 

gcctgtgccc gcaaccgccc cgaaattctc tccctggcac cgtgtccgct ttacggagcc 
180 



726 



wo 00/58473 



PCT/USOO/08621 



cggagcaagg ctcagaaaaa tgtcccagcc aaaaacatgg tacatgcctg tcatcaggca 

240 

agtcttcaaa gagcggctgg gaccaggggc cgagggacct cgtttagagg cggcttaggg 

300 

gga 

303 

<210> 596 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 596 



Met Leu Leu 


Asn 


Pro 


Gly Asp Leu Thr 


Val 


Glu 


Gly Arg 


Pro His Gly 


1 




5 




10 






15 


Ala lie Gly 


Pro 
20 


Arg 


Arg Ala Gly Ala 
25 


Phe 


Ala 


Arg Ala 


Ser Ala Glu 
30 


Ala Arg Leu 


Cys 


Pro 


Gin Pro Pro Arg Asn Ser Leu Pro Gly Thr Val 


35 






40 






45 




Ser Ala Leu 


Arg 


Ser 


Pro Glu Gin Gly 


Ser 


Glu 


Lys Cys 


Pro Ser Gin 


50 






55 






60 




Lys His Gly 


Thr 


Cys 


Leu Ser Ser Gly 


Lys 


Ser 


Ser Lys 


Ser Gly Trp 


65 






70 




75 




80 


Asp Gin Gly 


Pro 


Arg 
85 


Asp Leu Val 











<210> 597 
<211> 2709 
<212> DNA 

<213> Homo sapiens 
<400> 597 

nacgcgtgca cgcagtgcgg caaagccttc cgctggaagt ccaactttaa tttgcacaag 
60 

aagaaccaca tggtggagaa gacctacgaa tgtaaagaat gcgggaaatc ctttggcgat 

120 

ctcgcgtccc ggaggaaaca catgaggatt cacatcgtca agaaacccgt ggaatgtcgg 
180 

cagtgcggga agaccttccg aaaccagtcc atccttaaga ctcacatgaa ctctcacact 
240 

ggagagaaac catacgggtg cgatctctgc gggaaagctt tcagcgcgag ttcaaacctc 
300 

accgcacaca ggaagataca cacgcaagag agacgctacg aatgcgccgc ctgcgggaaa 
360 

gtcttcggtg actatttatc ccggcggagg cacatgagcg ttcaccttgt aaagaaacga 
420 

gttgagtgta ggcattgtgg caaggccttc aggaaccagt caacgctgaa gacgcacatg 
480 

cgaagccaca cgggggagaa accgtacgaa tgcgatcact gtgggaaggc cttcagcata 
540 

ggctccaacc tgaatgtgca caggcggatc cacaccgggg agaagcccta cgaatgcctc 
600 

gtctgcggga aagccttcag cgaccactca tccctcagga gccacgtgaa aactcaccgg 
660 
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ggagagaagc tctttnngtg tcatccgtgt ggaaaaggct ccagtgagcg cgccntgctt 
720 

tagagacaca ggatgattca gaccggaaac agacctcgtg ggtgtaagag gaagcctctg 
780 

tgagctcgca ccttactggg tgcaaaagaa tccacggaac ttgggagaag tccagttcct 
840 

gtaaaaactg ggaagacgag gcgttctcat cccataggag gtttgtgaga actcacgccg 
900 

ggggtgaaaa tgtacgtctg tagcatggag aagccttcag gtacattcag ctcttaacaa 
960 

acacaggaag acttaatggc agcttggcat ttaatgtcaa aatccaagcc gtggcattta 
1020 

atgtcaaaat gacttcagac cacttctagc cttctgggcc catgagtaat aatgagcaca 
1080 

ctagggagca tctctgtaaa cacagtggct ggggaaaccc ttcctagtct cacttgattc 

1140 

ctcatgacgg aaatcacact aaagagagaa atcagtgaag taaggaacgt ggaaggtcat 
1200 

gaatgggccg caaaccacgg ccagctgctt gtctttgtat ggcttgccag ctaacaatag 
1260 

tggttccatc tttaaggaag aagaatgttt gatggagaaa atttgtggcc aatgaagtct 
1320 

gaaatacttc ctgtcatctg cccctttcca gaaaaacttg gccgaccctt ggtctacagc 
1380 

acgggttctc agtcgggcga cgatttggct gtctaggcgt catttggcaa tgtctagaga 
1440 

catttttggt agttagaatg gggggaagat actcctgact tgtaataaga agacatcaga 
1500 

gatgctgcta agtcggctcc agcacacagg agccccccac aacgaagagt tagtgccccc 
1560 

aaacgtcact gttgctgagg ttgaaaataa tcatgcagtc attcctcaat tactgcctgc 
1620 

agcaattcct ccatttttat gaatcttgtg agcacttacg ctaggagaaa tttcttttac 
1680 

aaaactttta aaatacaatt agtgctgata attcctatgt ggaaatgatt ccagccatgg 
1740 

tcccctcact tgagcatgtg aatattctca cggagagaag ccccagcgag attttccggt 
1800 

gaatacggga ttgcacttac tctttcatca cggaaacaga ccccccgaga gaagccccaa 
1860 

cgagattttc cggtgaatac gggactgcac gtactctctc atcatgaaaa cagagccccg 
1920 

ttcataaatt tttcatctct atttttaagg ttatactcct ctaaataacc cttaagcctc 
1980 

atcaagaaag gtttgtttat agtattttta ctatagcttc atccttgata acgtcctaat 
2040 

ttccttctgg acaacctcct tgaccaatgg catattgaga tctatgtgac atgaggatat 
2100 

ttctcagtac cactttgtta ctggtacctg atgcacacgg attgcgacca gagcatgatg 
2160 

cctccatcaa gtggtaatat gtttgcagcc tgctgtccag ccaagagtga cagatacttc 
2220 

tagtgacttc cccggtatcc actctcatct tcttccaata tcaagagaat ccaggttctg 
2280 . 
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tcagactagt aaggtgtgct aatctaaatt 
2340 

ctggtaccat ccatgtctca cagccctggc 
2400 

ggcttctgag aaagctcttg aatggggatc 
2460 

tttgttcttt gctttacttt tcaccttgca 
2520 

caccttaacg accgtgcata tgaaaaccac 
2580 

agcgaccctg gcctcccctg tggcctcttt 
2640 

cttctatcac atgagaaaaa ataaaactga 

2700 

aaaaaaaaa 
2709 

<210> 598 
<211> 240 
<212> PRT 
<213> Homo sapiens 



ttaaaaaatc tcttacaggt tttcttgcag 
cactgacaga tcagcagatg tcaccacgtg 
gttcttaaac atgaattcct ccctgtatgt 
aagagatcca gtacctagta ttggaagatc 
agtctaagga agtgactgca gaaagctcac 
gagtgtctgc agcagccctg gacttccaga 
ttattggttt aagctgcaaa aaaaaaaaaa 



<400> 598 

Xaa Ala Cys Thr Gin Cys Gly Lys Ala Phe Arg Trp Lys Ser Asn Phe 

15 10 15 

Asn Leu His Lys Lys Asn His Met Val Glu Lys Thr Tyr Glu Cys Lys 

20 25 30 

Glu Cys Gly Lys Ser Phe Gly Asp Leu Val Ser Arg Arg Lys His Met 

. 35 40 45 

Arg lie His He Val Lys Lys Pro Val Glu Cys Arg Gin Cys Gly Lys 

50 55 60 

Thr Phe Arg Asn Gin Ser He Leu Lys Thr His Met Asn Ser His Thr 
65 70 75 80 

Gly Glu Lys Pro Tyr Gly Cys Asp Leu Cys Gly Lys Ala Phe Ser Ala 

85 90 95 

Ser Ser Asn Leu Thr Ala His Arg Lys He His Thr Gin Glu Arg Arg 

100 105 110 

Tyr Glu Cys Ala Ala Cys Gly Lys Val Phe Gly Asp Tyr Leu Ser Arg 

115 120 125 

Arg Arg His Met Ser Val His Leu Val Lys Lys Arg Val Glu Cys Arg 

130 135 140 

His Cys Gly Lys Ala Phe Arg Asn Gin Ser Thr Leu Lys Thr His Met 
145 150 155 160 

Arg Ser His Thr Gly Glu Lys Pro Tyr Glu Cys Asp His Cys Gly Lys 

165 170 175 

Ala Phe Ser He Gly Ser -Asn Leu Asn Val His Arg Arg He His Thr 

180 185 190 

Gly Glu Lys Pro Tyr Glu Cys Leu Val Cys Gly Lys Ala Phe Ser Asp 

195 200 205 

His Ser Ser Leu Arg Ser His Val Lys Thr His Arg Gly Glu Lys Leu 

210 215 220 

Phe Xaa Cys His Pro Cys Gly Lys Gly Ser Ser Glu Arg Ala Xaa Leu 
225 230 235 240 
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<210> 599 
<211> 340 
<212> DNA 
<213> Homo sapiens 



<400> 599 

acgcgtgcct cgcgactctt gacgtcgcgg tggctgcgct cggtcgtgtc actcctcttg 

ttcggcgtca tggcgcaggt gctaggcgtg gccgtgcatc tgagtctgca ccgctttgcc 
120 

^^OTcatgtt tgccgggccg catcccttgc acttgcagtc cgtggcctat cggccgaggc 

gcaggcctgc agttggagcc gtgcgtgggt gtcccgcgcg aggagcgtgt tggcagacta 
240 

tggggctcgt cggaggacga ggatgtgagt ggcgatggct ttgcgcgact gggcgtattc 
300 

cacccggcga tggtgctcca gatcgtccag ggcatgatca 
340 



<210> 600 
<211> 111 
<212> PRT 

<213> Homo sapiens 



<400> 600 

Met Pro Trp Thr He Trp Ser Thr He Ala Gly Trp Asn Thr Pro Ser 

15 10 15 

Arg Ala Lys Pro Ser Pro Leu Thr Ser Ser Ser Ser Asp Glu Pro His 

20 25 30 

Ser Leu Pro Thr Arg Ser Ser Arg Gly Thr Pro Thr His Gly Ser Asn 

35 40 45 

Cys Arg Pro Ala Pro Arg Pro He Gly His Gly Leu Gin Val Gin Gly 

50 . 55 60 

Met Arg Pro Gly Lys His Ala Trp Ala Lys Arg Cys Arg Leu Arg Cys 
eS 70 75 80 

Thr Ala Thr Pro Ser Thr Cys Ala Met Thr Pro Asn Lys Arg Ser Asp 

85 90 95 

Thr Thr Glu Arg Ser His His Asp Val Lys Ser Arg Glu Ala Arg 
100 105 110 

<210> 601 
<211> 421 

<212> DNA 

<213> Homo sapiens 
<400> 601 

gccggcggca gcgacatctc gctcaacgtc ggcgtgcgcg gcctgacttc gcgtctttct 
SO 

ccgcgctcca ccattttgat ggacggcgtc ccgctggcgg tcgcgcctta cggccagccg 

cagctgccga tggccccgct gtctatcggt aatctgcaat cggtggacgt ggtgcgcggc 
180 

ggcggcgcgg tgcgctacgg gccgcagaac gtcggcggcg tgatcaactt cgttacccga 
240 
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gacattccca aaacgtttgg cggtgccgcc agcgtacaaa cccagggtgc cagccacggc 

300 

ggcctgaaga ccctgaccag cgcctccgtg ggcggcaccg cagacaacigg cctcggcgcc 
360 - 

gagctgctct actccggcct gcacggccag ggctaccgcg acaacaacga caacaccgac 

420 . 
n 

421 



<210> 602 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 602 




















Ala Gly 


Gly Ser Asp He Ser 


Leu 


Asn 


Val 


Gly 


val 


Arg 


Gly 


Leu 


Thr 


1 


5 






10 










15 




Ser Arg 


Leu Ser Pro Arg Ser 


Thr 


He 


Lieu 


Met 


Asp 


Gly 


Val 


Pro 


Leu 




20 




25 










30 






Ala Val 


Ala Pro Tyr Gly Gin 


Pro 


Gin 


Leu 


Ser 


Met 


Ala 


Pro 


Leu 


Ser 




35 


40 










45 








He Gly 


Asn Leu Gin Ser Val 


Asp 


Val 


Val 


Arg 


Gly 


Gly 


Gly 


Ala 


Val 


50 


55 










60 










Arg Tyr 


Gly Pro Gin Asn Val 


Gly 


Gly 


Val 


He 


Asn 


Phe 


Val 


Thr 


Arg 


65 


70 








75 










80 


Asp He 


Pro Lys Thr Phe Gly 


Gly 


Ala 


Ala 


Ser 


Val 


Gin 


Thr 


Gin 


Gly 




85 






90 










95 




Ala Ser 


His Gly Gly Leu Lys 


Thr 


Leu 


Thr 


Ser 


Ala 


Ser 


Val 


Gly 


Gly 




100 




105 










110 






Thr Ala 


Asp Asn Gly Leu Gly 


Ala 


Glu 


Leu 


Leu 


Tyr 


Ser 


Gly 


Leu 


His 




115 


120 










125 








Gly Gin 


Gly Tyr Arg Asp Asn 


Asn 


Asp 


Asn 


Thr 


Asp 










130 


135 










140 











<210> 603 
<211> 309 
<212> DNA 

c213> Homo sapiens 



<400> 603 

^d999cggca tgcacgaaag cttgcgcaaa 
60 

ttcgacggcc tggccatcgg cggtctgtcg 
120 

gtgctggatt acctgccggg cctgatgccg 
180 

ggcaaaccgg aagacctcgt agagggtgtg 
240 

atgccaaccc gtaatgcccg caatgggcat 
300 

cgtaacgcg 
309 



cgctcgctgg aaggcctgga caagatcggc 
gtgggcgagc ccaagcacga gatgatcaag 
gctgacaaac ctcgttacct tacgggcgtt 
cgccgcggtg tggacatgtt cgattgcgtg 
ctgttcatcg atacaggcgt gctgaagatc 



<210> 604 
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<211> 103 
<212> PRT 
<213> Homo sapiens 

<400> 604 

Xaa Gly Gly Met His Glu Ser Leu Arg Lys Arg Ser Leu Glu Gly Leu 

^ 5 10 15 

Asp Lys He Gly Phe Asp Gly Leu Ala He Gly Gly Leu Ser Val Gly 

20 25 30 

Glu Pro Lys His Glu Met He Lys Val Leu Asp Tyr Leu Pro Gly Leu 

35 40 45 

Met Pro Ala Asp Lys Pro Arg Tyr Leu Met Gly Val Gly Lys Pro Glu 

50 55 60 

Asp Leu Val Glu Gly Val Arg Arg Gly Val Asp Met Phe Asp Cys Val 
^5 70 75 80 

Met Pro Thr Arg Asn Ala Arg Asn Gly His Leu Phe He Asp Thr Gly 

85 90 95 

Val Leu Lys He Arg Asn Ala 
100 

<210> 605 
<211> 428 
<212> DNA 
<213> Homo sapiens 

<400> 605 

acgcgttcac gatagggtag ttgcctattt caacgcggtc ggtattttcc tgcacaacaa 
60 

actggcccaa ggctgggcta tagtcaggtg catagtactt ggtgaagtag cgtacgtccg 
120 

cacccacatc acatttcagt accttggcta tcttcaatcg gaaaaaaaga ttggagtaaa 
180 

tgttgagttt tggtaatggc aacgccgttt gactggaaga gttttggaag gtaatgaccg 
240 

attcccagtg caaaggtccc catgctacat cctgcgacaa tgaggccgtt agcacgttta 
300 

ttgcctcgct gctttgccga acgccaacct ctgtaccgat acgctgatac tgattgttga 
360 

tggtataggc ttgcgccagg taggtataat tggtcaattc gtccatggca atgcgcagtg 
420 

aagtcttg 
428 

<210> 606 
<211> 135 

<212> PRT 

<213> Homo sapiens 
<400> 606 

Met Asp Glu Leu Thr Asn Tyr Thr Tyr Leu Ala Gin Ala Tyr Thr He 

15 10 15 

Asn Asn Gin Tyr Gin Arg He Gly Thr Glu Val Gly Val Arg . Gin Ser 

20 25 30 

Ser Glu Ala He Asn Val Leu Thr Ala Ser Leu Ser Gin Asp Val Ala 
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35 40 45 



Trp Gly 


Pro 


Leu 


His 


Trp 


Glu 


Ser 


Val 


He 


Thr 


Phe 


Gin 


Asn 


Ser Ser 


50 










55 










60 








Ser Gin 


Thr 


Ala 


Leu 


Pro 


Leu 


Pro 


Lys 


Leu 


Asn 


lie 


Tyr 


Ser 


Asn Leu 


65 








70 










75 








80 


Phe Phe 


Arg 


Leu 


Lys 


He 


Ala 


Lys 


Val 


Leu 


Lys 


Cys 


Asp 


Val 


Gly Ala 








85 










90 










95 


Asp Val 


Arg 


Tyr 


Phe 


Thr 


Lys 


Tyr 


Tyr 


Ala 


Pro 


Asp Tyr 


Ser 


Pro Ala 






100 










105 










110 




Leu Gly 


Gin 


Phe 


Val 


Val 


Gin 


Glu 


Asn 


Thr Asp 


Arg 


val 


Glu 


He Gly 




1X5 










120 










125 






Asn Tyr 


Pro 


lie 


Val 


Asn 


Ala 



















130 135 



<210> 607 
<211> 366 
<212> DNA 

<213> Homo sapiens 

<400> 607 

gatcacgatg aattgtgggc gtacacgtac gagaatgtga tggcgctaaa cttgccgcct 
60 

gacattgtgt gtaaaggatt ctttagaaaa ttggaaaacg tagtgaccgg agtcaatttg 
120 

gttttcaacg gcaaacatta tcaaactgta aagaaagagg atgacctatt caaattgacc 
180 

aaaagcaatt gttacaagtt gagcaacata aaatttaaca attggaaata cttgtacttg 
240 

acaacgcacg gtgtgtacaa cgtgttcacc aacagctttc attcgagctg tccatttttg 
300 

ttgggcacca cgttgccgca gacattcaag aagcccaccg acgaaaagta tttgcccgag 
360 

gacgcg 
366 

<210> 608 
<211> 122 
<212> PRT 

<213> Homo sapiens 



<400> 608 



Asp His 


Asp 


Glu 


Leu 


Trp 


Ala 


Tyr 


Thr 


Tyr 


Glu 


Asn 


Val 


Met 


Ala 


Leu 


1 








5 










10 










15 




Asn 


Leu 


Pro 


Pro 


Asp 


He 


Val 


Cys 


Lys 


Gly 


Phe 


Phe 


Arg 


Lys 


Leu 


Glu 








20 










25 










30 






Asn 


Val 


val 


Thr 


Gly 


Val 


Asn 


Leu 


Val 


Phe 


Asn 


Gly 


Lys 


His 


Tyr 


Gin 






35 










40 










45 








He 


Val 


Lys 


Lys 


Glu 


Asp 


Asp 


Leu 


Phe 


Lys 


Leu 


Thr 


Lys 


Ser 


Asn 


Cys 




50 










55 










60 










Tyr 


Lys 


Leu 


Ser 


Asn 


He 


Lys 


Phe 


Asn 


Asn 


Trp 


Lys 


Tyr 


Leu 


Tyr 


Leu 


65 










70 










75 










80 


Thr 


Thr 


His 


Gly 


Val 


Tyr 


Asn 


Val 


Phe 


Thr 


Asn 


Ser 


Phe 


His 


Ser 


Ser 










85 










90 










95 




Cys 


Pro 


Phe 


Leu 


Leu 


Gly 


Thr 


Thr 


Leu 


Pro 


Gin 


Thr 


Phe 


Lys 


Lys 


Pro 
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100 105 110 

Thr Asp Glu Lys Tyr Leu Pro Glu Asp Ala 
115 120 

<210> 609 
<211> 291 
<212> DNA 
. <213> Homo sapiens 

<400> 609 

nacgcgttat gacacggcct cctccaaggt cagtgtcatc gagtcacgta actcgtcggt 
60 

tgggtcggtt ggaacgagtc cgtcatgagc ccggtcgcca tggacgactc cagcagtccg 
120 

tacccagcct ggaagcagga cccccacgcg acggaatcgc cggcttccaa gtcgtcgccc 
180 

ccgaagcctc aaacttcccc cgccccgtac gccgggccgg ctccgaagac accggccaca 
240 

cctggaccat ctggggcggg ggcgccgccg tggtggtggc gggtggagcc g 
291 

<210> 610 . 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<400> 610 

Met Ser Pro Vai Ala Met Asp Asp Ser Ser Ser Pro Tyr Pro Ala Trp 

1 5 10 15 

Lys Gin Asp Pro His Ala Thr Glu Ser Pro Ala Ser Lys Ser Ser Pro 

20 25 30 

Pro Lys Pro Gin Thr Ser Pro Ala Pro Tyr Ala Gly Pro Ala Pro Lys 

35 40 45 

Thr Pro Ala Thr Pro Gly Pro Ser Gly Ala Gly Ala Pro Pro Trp Trp 

50 55 60 

Trp Arg Val Glu Pro 
65 

<210> 611 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 611 

nnnatcttgt gtcgattttc ggtcgcatat actatggggg agtattgtat aatgcggcgg 
60 

tgtacccaag tagagaggtg ctcgatgcca cacagtccgg aagaaaagaa gcaagcactg 
120 

acgcgcatca ggcgcatcaa aggtcaggta gcgactcttg agcaagcgct tgatgcaggt 
180 

gcgaaatgtc ctgcaattct tcagcagctt gcggccgttc gtggcgcagt caacggattg 
240 

atggcaacgg ttctggagag ctatctgcgg gaagagtttc ccagtagcga aatcaggagc 
300 . . 
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gattcgcaga acaagtccat tgacgagacc atctctatcg tccgctccta tctgcggtag 
360 

aggcaccagg gtgtcctcgg tgagggcaaa ttt 
393 

<210> 612 

<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 612 



Xaa 


He 


Leu 


Cys 


Arg 


Phe 


Ser 


Val 


Ala 


Tyr 


Thr Met 


Gly 


Glu 


Tyr 


Cys 


1 








5 










10 








15 




lie 


Met 


Arg 


Arg 


Cys 


Thr 


Gin 


Val 


Glu 


Arg 


Cys Ser 


Met 


Pro 


His 


Ser 








20 










25 








30 






Pro 


Glu 


Glu 


Lys 


Lys 


Gin 


Ala 


Leu 


Thr 


Arg 


He Arg 


Arg 


He 


Lys 


Gly 






35 










40 








45 








Gin 


val 


Ala 


Thr 


Leu 


Glu 


Gin 


Ala 


Leu 


Asp 


Ala Gly 


Ala 


Lys 


Cys 


Pro 




50 










55 








60 










Ala 


He 


Leu 


Gin 


Gin 


Leu 


Ala 


Ala 


Val 


Arg 


Gly Ala 


Val 


Asn 


Gly 


Leu 


65 










70 










75 








80 


Met 


Ala 


Thr 


Val 


Leu 


Glu 


Ser 


Tyr 


Leu 


Arg 


Glu Glu 


Phe 


Pro 


Ser 


Ser 










85 










90 








95 




Glu 


He 


Arg 


Ser 


Asp 


Ser 


Gin 


Asn 


Lys 


Ser 


He Asp 


Glu 


Thr 


He 


Ser 








100 










105 








110 






lie 


Val 


Arg 


Ser 


Tyr 


Leu 


Arg 



















115 



<210> 613 
<211> 567 
<212> DNA 

<213> Homo sapiens 
<400> 613 

gaaaatgctc ctggcgcctc 
60 

ctggaaacgg ttcacaagga 
120 

acactggata aagagagtgg 
180 

tagaaattca gatttaccta 
240 

gcaaatagag gatcatgatg 
300 

agacaccaaa cttaagcaag 
360 

gtcaagtgtc actattatgc 
420 

cttatgtggc tatttggagg 
480 

tctgctccat aaaaatgtgg 
540 

ccaagacaag aagcagcaga 
567 



agggaaggtc cttctcaaag 
agccgagtcc caagcctact 
agaaagcctc agagtttgca 
gaagtccctg gggccaaatc 
aaatctatgc agaagctcag 
aattagcaag tgaggaagaa 
cggaagccaa tggccatttg 
aagaagagga aagtaccacc 
tagattctgc aatgatggaa 
aggatcc 



aaaaggatgg ggctgaatcg 
tttggtcctg acagtgtgga 
gtgtcaaatg cattttttac 
acagatttga aaacatctga 
gagctggtca atgactggtt 
ggtgatgcta aaaacactgt 
aaatatgaca agtttgatga 
gttcaaaaat ttatagacca 
gatcttggaa ggaaggaaaa 
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<210> 614 
<211> 187 
<212> PRT 

c213> Homo sapiens 
<400> 614 

Met Leu Leu Ala Pro Gin Gly Arg Ser Phe Ser Lys Lys Arg Met Gly 

15 10 15 

Leu Asn Arg Trp Lys Arg Phe Thr Arg Lys Pro Ser Pro Lys Pro Thr 

20 25 30 

Phe Gly Pro Asp Ser Val Glu His Trp He Lys Arg Val Glu Lys Ala 

35 40 45 

Ser Glu Phe Ala Val Ser Asn Ala Phe Phe Thr Arg Asn Ser Asp Leu 

50 55 60 

Pro Arg Ser Pro Trp Gly Gin He Thr Asp Leu Lys Thr Ser Glu Gin 
^5 70 75 80 

He Glu Asp His Asp Glu He Tyr Ala Glu Ala Gin Glu Leu Val Asn 

85 90 95 

Asp Trp Leu Asp Thr Lys Leu Lys Gin Glu Leu Ala Ser Glu Glu Glu 

100 105 110 

Gly Asp Ala Lys Asn Thr Val Ser Ser Val Thr He Met Pro Glu Ala 
115 120 125 

Asn Gly His Leu Lys Tyr Asp Lys Phe Asp Asp Leu Cys Gly Tyr Leu 

130 135 140 

Glu Glu Glu Glu Glu Ser Thr Thr Val Gin Lys Phe He Asp His Leu 
145 150 155 160 

Leu His Lys Asn Val Val Asp Ser Ala Met Met Glu Asp Leu Gly Arg 

165 170 175 

Lys Glu Asn Gin Asp Lys Lys Gin Gin Lys Asp 
180 185 



<210> 615 
<211> 685 
<212> DNA 

<213> Homo sapiens 



<400> 615 



nnacgcgtgc 


tgccctaagt 


gacggattcc 


60 






ggccatgaac 


gggccctagc 


gagggccgga 


120 






gggcggggcg 


cgtgtgcagg 


gccattggta 


180 






tccggcagga 


ttgcggggct 


agcagattcc 


240 






ctgtttaacg 


tcatcatgga 


taaagctttg 


300 






gaatgcgatc 


ggttggggat 


gcaggaggca 


360 






aggctgggag 


ttgaaccggg 


ctacgtgctg 


420 






gttcccgatc 


tgggaatgtg 


gaagggcgat 


480 







atgtcggtgc gagtcgggtc ggggccgatg 
ctcggccccg tggccggatg cgacgaggcg 
gccgcagctg tcattcttga tgatcgcaga 
aagacactat ctgcggccaa gagagaggcc 
gcagtgtcgt gggtacgtgt agaagccgac 
gatatcagcg gcttgaggcg tgccgtggtg 
tcggacggtt tcccggtcga cggactgacg 
tcagtgtgtg cgtgtgtggc agctgcctcc 
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atcgtggcca aagtggccag ggatcgcatc atgatcgcta tggacgccga gattcctggt 

540 

tacgattttg cggtgcacaa ggggtacgcg acagccttac accagcgtcg tctgaaggag 
600 

ttaggaccgt ctcgtcagca ccggatgagc tacgccaatg tgcgacgagc ggctaggctt 
660 

cattcatcat gagtgccgaa gatct 
685 

<210> 616 
<211> 213 
<212> PRT 

<213> Homo sapiens 

<400> 616 

Met Ser Val Arg Val Gly Ser Gly Pro Met Gly His Glu Arg Ala Leu 

1 5 10 15 

Ala Arg Ala Gly Leu Gly Pro Val Ala Gly Cys Asp Glu Ala Gly Arg 

20 25 30 

Gly Ala Cys Ala Gly Pro Leu Val Ala Ala Ala Val He Leu Asp Asp 

35 40 45 

Arg Arg Ser Gly Arg He Ala Gly Leu Ala Asp Ser Lys Thr Leu Ser 

SO 55 60 

Ala Ala Lys Arg Glu Ala Leu Phe Asn Val He Met Asp Lys Ala Leu 
65 70 75 80 

Ala Val Ser Trp Val Arg Val Glu Ala Asp Glu Cys Asp Arg Leu Gly 

85 90 95 

Met Gin Glu Ala Asp He Ser Gly Leu Arg Arg Ala Val Val Arg Leu 

100 105 110 

Gly Val Glu Pro Gly Tyr Val Leu Ser Asp Gly Phe Pro Val Asp Gly 

115 120 125 

Leu Thr Val Pro Asp Leu Gly Met Trp Lys Gly Asp Ser Val Cys Ala 

130 135 140 

Cys Val Ala Ala Ala Ser He Val Ala Lys Val Ala Arg Asp Arg He 
145 150 155 160 

Met He Ala Met Asp Ala Glu He Pro Gly Tyr Asp Phe Ala Val His 

165 170 175 

Lys Gly Tyr Ala Thr Ala Leu His Gin Arg Arg Leu Lys Glu Leu Gly 

180 185 190 

Pro Ser Arg Gin His Arg Met Ser Tyr Ala Asn Val Arg Arg Ala Ala 

195 200 205 

Arg Leu His Ser Ser 
210 

<210> 617 
<211> 337 
<212> DNA 
<213> Homo sapiens 

<400> 617 

nncacctgtt tggctcgggg cactcgcgga tcatggtcga ggaaatgtgg ccgcgctacg 
60 

gctcgtttcc cggcttcaac cccatcgtcg agctgtcgct gtcgttccac aacctcgtcg 
120 
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tcggcgccaa cggccagcgc caggccatgt 
180 

cgaatcctcc gaaacttcga cctgtcccaa 
240 

gctgcaacgt cgtgccaatc gagatggccg 
300 

tctcgatcat ctcgctggcg cactcgcagg 
337 



tcctcgaaaa cgtttccggc ctccccggag 
caagactctg cactcgtgat ttcatcaagc 
aggagttcca gcgtcgcggc gtccgcgtcg 
cgtcgac 



<210> 618 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 618 

Xaa Thr Cys Leu Ala Arg Gly Thr Arg Gly Ser Trp Ser Arg Lys Cys 

^ . 5 10 15 

Gly Arg Ala Thr Ala Arg Phe Pro Ala Ser Thr Pro Ser Ser Ser Cys 

20 25 30 

Arg Cys Arg Ser Thr Thr Ser Ser Ser Ala Pro Thr Ala Ser Ala Arg 

35 . 40 45 

Pro Cys Ser Ser Lys Thr Phe Pro Ala Phe Pro Glu Arg lie Leu Arg 

50 55 60 

Asn Phe Asp Leu Ser Gin Gin Asp Ser Ala Leu Val He Ser Ser Ser 
^5 70 75 80 

Ala Ala Thr Ser Cys Gin Ser Arg Trp Pro Arg Ser Ser Ser Val Ala 

85 90 55 

Ala Ser Ala Ser Ser Arg Ser Ser Arg Trp Arg Thr Arg Arg Arg Arg 
100 105 110 

<210> 619 
<211> 425 
<212> DNA 

<213> Homo sapiens 
<400> 619 

acgcgttttt tatgccgatc ttatgctcta acctagaaac aatatcagct acaaacctaa 
60 

tagctataag ataatattcg aaagcatcaa taggagtttt gatcatttcc gcatacctaa 
120 

gttttatagc atcttcgtca gaaggcaaac ctgccaaacc agatgaatcg atgccactct 
180 

caaacttgct caaatgttca attaaatcat ccaagttgtg gccatgctta ccgcttccag 
240 

3o"^^^^^^ aatcattact ttaatcgatt tttcaatcgc taaatggaat tcccagcaag 

caatagaagc ccgctcattt ttaaagctca gtatgtcact aatgcctttt tcgaagtggc 
360 

tccatattcc ctgcgccata ttagaagctg actggttgga atggcttgcc atgttcaaat 

420 

ctaga 

425 

<210> 620 



738 



wo 00/58473 



PCT/USOO/08621 



<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 620 



Met 


Ala 


Ser 


His Ser Asn Gin Ser Ala Ser Asn Met Ala Gin Gly 


He 


1 






5 10 




15 






Ser 


His 


Phe Glu Lys Gly He Ser Asp lie Leu 


Ser 


Phe Lys 


Asn 








20 25 




30 




Glu 


Arg 


Ala 


Ser lie Ala Cys Trp Glu Phe His Leu 


Ala 


He Glu Lys 






35 


40 


45 






Ser 


He 


Lys 


Val Met He His Ser Lys Ser Gly Ser Gly Lys His 


Gly 




50* 




55 60 








His 


Asn 


Leu 


Asp Asp Leu He Glu His Leu Ser Lys 


Phe 


Glu Ser Gly 


65 






70 75 






80 


lie 


Asp 


Ser Ser Gly Leu Ala Gly Leu Pro Ser Asp 


Lys 


Asp Ala 


He 






85 90 




95 




Lys 


Leu 


Arg 


Tyr Ala Glu Met He Lys Thr Pro He 


Asp 


Ala Phe 


Glu 






100 105 




110 




Tyr 


Tyr 


Leu 


He Ala He Arg Phe Val Ala Asp He 


Val 


Ser Arg 


Leu 




115 


120 


125 






Glu 


His 


Lys 


He Gly He Lys Asn Ala 










130 




135 









<210> 621 
<211> 453 
<212> DNA 

<213> Homo sapiens 
<400> 621 

cccggcaagg gagccatctt gacgaatatg tccttgtggt ggttcgacca attggccgac 
60 

atcgtcgata accatctcgt gagcgtggat gtccccgccg aggtcgcagg gcgcgccatg 
120 

gtcgttgagg aactcgacat gttcccggtc gaatgcgtcg tgcggggcta cctcaccggt 
180 

tcagggtggg ccgaatatca gcgcaaccag gccgtgtgcg gaatccgcct tcccgagggg 
240 

ctgcagaatg ggtcccggct cgaagagccc attttcaccc cggcaattaa ggccccgcag 
300 

ggagaacatg acgagaacat cgactatcta cgcctggtag aactcgtcgg tcccngatgn 
360 

tcagcgcagc tgcatgacct ttcgctgcgg gtctaccagc gtgcagagga gatcgctcgg 
420 

aagcgaggca tcctcctggc ggataccaag ctt 
453 

<210> 622 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 622 

Pro Gly Lys Gly Ala He Leu Thr Asn Met Ser Leu Trp Trp Phe Asp 
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^ 5 10 15 

Gin Leu Ala Asp He Val Asp Asn His Leu Val Ser Val Asp Val Pro 

20 25 30 

Ala Glu Val Ala Gly Arg Ala Met Val Val Glu Glu Leu Asp Met Phe 

35 40 45 

Pro Val Glu Cys Val Val Arg Gly Tyr Leu Thr Gly Ser Gly Trp Ala 

50 55 60 

Glu Tyr Gin Arg Asn Gin Ala Val Cys Gly He Arg Leu Pro Glu Gly 
^5 70 75 80 

Leu Gin. Asn Gly Ser Arg Leu Glu Glu Pro He Phe Thr Pro Ala He 

85 90 95 

Lys Ala Pro Gin Gly Glu His Asp Glu Asn He Asp Tyr Leu Arg Leu 

100 105 110 

Val Glu Leu Val Gly Pro Xaa Xaa Ser Ala Gin Leu His Asp Leu Ser 

115 120 125 

Leu Arg Val Tyr Gin Arg Ala Glu Glu He Ala Arg Lys Arg Gly He 

135 140 
Leu Leu Ala Asp Thr Lys Leu 
145 150 

<210> 623 
<211> 345 
<212> DNA 
<213> Homo sapiens 

<400> 623 

acgcgtccag tatgtccacg gaggacatgc ttgacctcga ctcgaacgtc tcctactacg 
60 

cgaggaacta tcaggccgcg caatcagttg tggcgaaatt cgacgcgggc accattgccc 
120 

aagccgaaga cctgccacct gacgacaccc acacgggggc ggaactggta aagagcgtgg 
180 

tcaacagcat cacctgtgtg tcacccctgt acatcgaaga tttcaccacc atagagatcc 
240 

aggggctggg actgcactgt gtcaggctct gggcgcctgg gctgctcgcc ctgtcactgc 
300 

ccagcgcacc catgcgggca cacccccgct acgccgcata tggcg 
345 

<210> 624 
<211> 111 
<212> PRT 
<213> Homo sapiens 

<400> 624 

Met Ser Thr Glu Asp Met Leu Asp Leu Asp Ser Asn Val Ser Tyr Tyr 

^5 10 15 

Ala Arg Asn Tyr Gin Ala Ala Gin Ser Val Val Ala Lys Phe Asp Ala 

20. 25 30 

Gly Thr He Ala Gin Ala Glu Asp Leu Pro Pro Asp Asp Thr His Thr 

35 40 45 

Gly Ala Glu Leu Val Lys Ser Val Val Asn Ser He Thr Cys Val Ser 

50 55 60 

Pro Leu Tyr He Glu Asp Phe Thr Thr He Glu He Gin Gly Leu Gly 
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65 70 75 80 

Leu His Cys Val Arg Leu Trp Ala Pro Gly Leu Leu Ala Leu Ser Leu 

85 90 95 

Pro Ser Ala Pro Met Arg Ala His Pro Arg Tyr Ala Ala Tyr Gly 
100 105 110 

<210> 625 
<211> 339 
<212> DNA 

<213> Homo sapiens 
<400> 625 

ggtacccagc atgatgctgc tagacatttg ctgaatgcat agatgatttt tccagggcct 
60 

gtaatttaca gggagagcaa tggaggccca gagacaagat gattcagctc ctccactctg 
120 

ttcaggatca tatcctaagg accaacatgt ctgtctacct ttacactgag cccccaccca 
180 

gccaaccacc tcccatgaga gacaggctct ccctgcctga gcttggaccc aggccccttc 
240 

tctgctgagc tcagaacaca tgcttgactg tgatgtaaca gggtggcagc ccccacagca . 
300 

ttgcatctgc cccatactca gtgtggggag acaggacgc 
339 

<210> 626 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 626 



Met Gly 


Gin 


Met 


Gin Cys 


Cys 


Gly Gly 


Cys His Pro Val 


Thr 


Ser 


Gin 


1 






5 






10 




15 




Ser Ser 


Met 


Cys 


Ser Glu 


Leu 


Ser Arg 


Glu Gly Ala Trp 


Val 


Gin 


Ala 






20 






25 




30 






Gin Ala 


Gly 


Arg 


Ala Cys 


Leu 


Ser Trp 


Glu Val Val Gly 


Trp 


Val 


Gly 




35 








40 


45 








Ala Gin 


Cys 


Lys 


Gly Arg 


Gin 


Thr Cys 


Trp Ser Leu Gly Tyr. Asp 


Pro 


50 








55 




60 








Glu Gin 


Ser 


Gly 


Gly Ala 


Glu 


Ser Ser 


Cys Leu Trp Ala 


Ser 


lie 


Ala 


65 






70 






75 






80 


Leu Pro 


Val 


Asn 


Tyr Arg 


Pro 


Trp Lys 


Asn His Leu Cys 


He 


Gin 


Gin 








85 






90 




95 




Met Ser 


Ser 


Ser 


He Met 


Leu 


Gly Thr 














100 






105 











<210> 627 
<211> 10319 
<212> DNA 

<213> Homo sapiens 
<400> 627 

nttcctccgc gaaggctcct ttgatattaa tagcgttggt gtcttgaaac tgacgtaatg 
60 
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cgcggagact gaggtcctga caagcgataa catttccgat aaagacccga tcttactgca 
120 

atctctagcg tcctcttttt tggtgctgct ggtttctcca gacctcgcgt cctctcgatt 
180 

gctctctcgc cttcctattt cttttttttt tttttaaaca aaaaacaaca ccccctcccc 

240 

tctcccaccc ggcaccgggc acatccttgc tctatttcct ttctctttct ctctctctct 
300 

ctctctctct cttttttaat aagggtgggg gagggaaagg ggggggatgc aggaaagacc 
360 

tttttctctc ccccccgcaa taatccaaga tcaactctgc aaacaacaga agacggttca 
420 

tggctttggc cgccgcgcca ccatctttcg ggctgccgag ggtgttcttg acgattaatc 
480 

aacagatgta cagatcagct ctcaaaatgt cttctgtgtc ttctgagcgt cttctaagac 
540 

aattgcatta gcctcctgct agttgactaa tagaattaat aattgtaaaa agcactctaa 
600 

agccacatgc cttatgaagt caatgctggg tatgatttta caaatatggt ccggaaaaag 
660 

aacccccctc tgagaaacgt tgcaagtgaa ggcgagggcc agatcctgga gcctataggt 
720 

acagaaagca aggtatctgg aaagaacaaa gaattttctg cagatcagat gtcagaaaat 
780 

acggatcaga gtgatgctgc agaactaaat cataaggagg aacatagctt gcatgttcaa 
640 

gatccatctt ctagcagtaa gaaggacttg aaaagcgcag ttctgagtga gaaggctggc 
900 

ttcaattatg aaagccccag taagggagga aactttccct cctttccgca tgatgaggtg 
960 

acagacagaa atatgttggc tttctcatct ccagctgctg ggggagtctg tgagcccttg 

1020 

aagtctccgc aaagagcaga ggcagatgac cctcaagata tggcctgcac cccctcaggg 
1080 

gactcactgg agacaaagga agatcagaag atgtcaccaa aggctacaga ggaaacaggg 

1140 

caagcacaga gtggtcaagc caattgtcaa ggtttgagcc cagtttcagt ggcctcaaaa 
1200 

aacccacaag tgccttcaga tgggggtgta agactgaata aatccaaaac tgacttacta 
1260 

gtgaatgaca acccagaccc ggcacctctg tctccagagc ttcaggactt taaatgcaat 
1320 

atctgtggat atggttacta cggcaacgac cccacagatc tgattaagca cttccgaaag 
1380 

tatcacttag gactgcataa ccgcaccagg caagatgctg agctggacag caaaatcttg 
1440 . 

gcccttcata acatggtgca gttcagccat tccaaagact tccagaaggt caaccgttct 
1500 

gcgttttctg gtgtgctgca ggacatcaat tcttcaaggc ctgttttact aaatgoqacc 
1560 

tatgatgtgc aggtgacttc aggtggaaca ttcattggca ttggacggaa aacaccagat 
1620 

tgccaaggga acaccaagta tttccgctgt aaattctgca atttcactta tatgggcaac 
1660 
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tcacccaccg aattagaaca acattttctt 

1740 

ctcccctcct ctgaggttgc aaaaccttca 
1800 

cttcaatcca gtgattctgg agacttggga 
1860 

ggagatgaca ctcctgttgg gtactcagtg 
1920 

aatggtacag aggccaccag ttactactgg 
1980 

tctagctcac ttaaactgct agaacattat 

2040 

ggccttaatc cagagttaaa tgataagctt 
2100 

ctagccaaaa gttcagaagg agagacaatg 

2160 

aaaaagaagg acttctccag caagggagcc 

2220 

cagttctgtg acttccgata ttccaaaagc 
2280 

cttccccgtc attatcaaca gccccataac 
2340 

ttctgtccca gaggactttg cagcccagaa 
2400 

gcttgtagaa aaagtaattg ttcccactgt 
2460 

gcggctggaa gctcgcgagt caaacatcag 

2520 

gtagatgtac tcctctttca ctatgaaagt 
2580 

caagaagcaa atcacctgca aggatcggat 
2640 

cactcatgta ccaaatgtga ttttattacc 

2700 

aggagagcac acagctgcta caaatgccgt 
2760 

ccactactgg agcacttcaa cactgttcac 
2820 

ggcgaagagg acggtcatgc catatccacc 
2880 

gtctacaatc tgctaactcc agactctaaa 
2940 

aagagagaga agctggaaga gaaggacggg 
3000 

agtgatgacc ttcgcaatgt gacttggaga 
3060 

tacacccaag caagcctggg gctgctgacg 
3120 

actctaaggg acagtcccaa tgtggaggcc 
3180 

gctgtggaaa ccaagggatt cctgcagggg 
3240 

ctcccccagc agtatcctgc atcgggagaa 
3300 



cagactcacc caaacaaaac aaaagcttct 
gagaaaaact ctaacaagtc catccctgca 
aaatggcagg acaagataac agtcaaagca 
cccataaagc ccctcgattc ctctagacaa 
tgtaaatttt gtagtttcag ctgtgagtca 
ggcaagcagc acggagcagt gcagtcaggc 
tccaggggct ctgtcattaa tcagaatgat 
accaagacag acaagagctc gagtggggct 
gaggataata tggtaacgag ctataactgt 
catggccctg atgtaattgt agtggggcca 
actcacaagt gtaccatcaa acactgtcca 
aagcaccttg gagaaattac ttatccgttt 
gcactcttgc ttctgcactt gtctcctggg 
tgccatcagt gttcattcac cacccctgac 
gtgcatgagt cccaagcatc ggatgtcaaa 
gggcagcagt ctgtcaagga aagcaaagaa 
caagtggaag aagagatttc ccgacactac 
cagtgcagtt ttacagctgc cgatactcag 
tgccaggaac aggacatcac tacagccaac 
atcaaagagg agcccaaaat tgacttcagg 
atgggagagc cagtttctga gagtgtggtg 
ctcaaagaga aagcctggac cgagagttcc 
ggggcagaca tcctgcgggg gagtccgtca 
cctgtgtctg gcacccaaga gcagacaaag 
gcccatctgg cgcgacctat ttatggcttg 
gcgccagctg gcggagagaa gtctggggcc 
aacaagtcca aggatgaatc ccagcccctg 
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ttacggaggc gtagaggctc cggcgttttt tgtgccaatt gcctgaccac aaagacctct 
3360 

ctctggcgaa agaatgcaaa tggcggatat gtatgcaacg cgtatggcct ctaccagaag 
3420 

cttcactcga ctcccaggcc tttaaacatc attaaacaaa acaacggtga gcagattatt 
3480 

aggaggagaa caagaaagcg ccttaaccca gaggcacttc aggctgagca gctcaacaaa 
3540 

cagcagaggg gcagcaatga ggagcaagtc aatggaagcc cgttagagag gaggtcagaa 
3600 

gatcatctaa ctgaaagtca ccagagagaa attccactcc ccagcctaag taaatacgaa 
3660 

gcccagggtt cattgactaa aagccattct gctcagcagc cagtcctggt cagccaaact 
3720 

ctggatattc acaaaaggat gcaacctttg cacattcaga taaaaagccc tcaggaaagt 
3780 

actggagatc caggaaatag ttcatccgta tctgaaggga aaggaagttc tgagagaggc 
3840 

agtcctatag aaaagtacat gagacctgcg aaacacccaa attattcacc accaggcagc 
3900 

cctattgaaa agtaccagta cccacttttt ggacttccct ttgtacataa tgacttccag 
3960 

agtgaagctg attggctgcg gttctggagt aaatataagc tctccgttcc tgggaatccg 
4020 

cactacttga gtcacgtgcc tggcctacca aatccttgcc aaaactatgt gccttatccc 
4080 

accttcaatc tgcctcctca tttttcagct gttggatcag acaatgacat tcctctagat 
4140 

ttggcgatca agcattccag acctgggcca actgcaaacg gtgcctccaa ggagaaaacg 
4200 

aaggcaccac caaatgtaaa aaatgaaggt cccttgaatg tagtaaaaac agagaaagtt 
4260 

gatagaagta ctcaagatga actttcaaca aaatgtgtgc actgtggcat tgtctttctg 
4320 

gatgaagtga tgtatgcttt gcatatgagt tgccatggtg acagtggacc tttccagtgc 
4380 

agcatatgcc agcatctttg cacggacaaa tatgacttca caacacatat ccagaggggc 
4440 

ctgcatagga acaatgcaca agtggaaaaa aatggaaaac ctaaagagta aaaccttagc 
4500 

acttagcaca attaaataga aataggtttt cttgatggga attcaatagc ttgtaatgtc 
4560 

ctatgaagac ctattaaaaa aatacttcat agagcctgcc ttatccaaca tgaaattccc 
4620 

ttcttttgtt attctttctt ttgatgagta ggttaccaag attaaaaagt gagataaatg 
4680 

gtcaatgaga aagaatggaa gatggtaaac aatcactttt taaaacctgt taagtcaaaa 
4740 

ccatcttggc taatatgtac tggggaaata atccataaga gatatcacca gactagaatt 
4800 

aacatattta taaagaaaga gaccaaaact gtctagaatt tgaaagggtt tacatattat 
4860 

tatactaaag cagtactgga ctggccattg gaccatttgt tccaaaaccc ataaattgtt 
4920 
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gcctaaattt ataatgatca 
4980 

caatgaaaga aaaatggcgc 
5040 

tttgacctag aaatgcgagc 
5100 

gatggtggca cgctgttttt 
5160 

atatttttgt cctttagatg 

5220 

attttgtcca cacatgtacc 
5280 

tcattttagc caggtatttc 
5340 

agcctcctgt tggttactaa 
5400 

caaaagcata gatggataca 
5460 

atttcttcac aaggtaacct 
5520 

aaactttgtg gtcaggcagc 
5580 

taccagccaa tcccttcatt 
5640 

cttagaagta tgtcctcata 
5700 

agggaaagct cctcagcata 

5760 

aattggttaa aggtgctgtt 
5820 

gactgacttt aataatttgc 
5880 

gatgtagaag atattacaag 
5940 

agttgggaga acaaatagga 
6000 

atttcaaata atggtgcctg 
6060 

aaagatactc catcatgcat 
6120 

aacgtagcaa acaaggtaat 
6180 

tgtgtgtgtg cattaaagtt 

6240 

tggtatggaa aacaagaagg 
6300 

agcacttatt cattccaagt 
6360 

ttacgcttaa gatgataaac 
6420 

aacatttcag aaattacttt 
6460 

cattctgtag tcgcatttgc 
6540 



tgaaacccta ggcagaggag 
cctctcaatt tagtcttctc 
tgtggttagg cttggttaga 
acccagccct gcctgtacat 
ttcaaatact cagtagtcct 
cattttaaaa aacaatgtcc 
tttcttgtgt gtgatgaacc 
tctcacttgg cacattataa 
aatgtcagac cgtgggttta 
gctgtattta tttattttct 
gtctaaggtt acgttaccac 
aaatgtatac agatttagtt 
gaacctttaa tacttaaggc 
actgctcagg gaaatagggc 
agtcgagcct caatgcttgc 
attatattgt cccaaccagt 
ctaccggatg cactgtcaga 
aaaaaaaaac ttatttttct 
acatattgaa taattatttt 
tagagtcagt tctggctctg 
gaagcaacta tttctattgc 
gtaaacggta acatgaaaca 
aaatgaaaat atttttatgc 
actttttttt ttttaatttt 
atatatcctc tttttattgc 
gataagtgtt gctggaatct 
actccatttt tacattaatt 



gagaaattga aggtccaggg 
tcattggcca tgtttcagat 
gtgcagcaag caacatgaca 
acacatgcac accctctctg 
tttgtttgcg gtttagattc 
tcgatgcttc tgtagtgatt 
agtatggatt tgcttttcta 
ctaaaggaat cccctcaatt 
atttgtttag aacacatggc 
tttggttaaa tataatttcc 
agactgacag ttggtatatg 
aagtagcatt aaataggatt 
tttgtaaaaa ctatccatga 
taaataactg aacattaaat 
tacaaggatg tatgtacaag 
agtttatttt ttgccacgga 
ttaacttatt tcattaaaga 
agtaaatatt aatgtattac 
ctacagtgta cgtatgcaac 
cctagctgtt tacatttgca 
agtagatatc cttttgtgtg 
aatgaaagtt cctgctataa 
ctacttagga aaaaaagggt 
taagctctta actcacattg 
tttgtctatg tttcatatga 
gcaacgctga tttttttttg 
cgcagttgct ttgtatcatt 
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gttttgtttg ggttttgttt ctttttcaca gtgccgggtc ttcgtttctt aaagttggat 
6600 

ggcaggtaga gttcaaccag ttcgtgactg ttgtagcgaa tgaagttaaa aaaatgtctt 
6660 

tctgatgttg tgttgtcatt ttcatttttg catttttttg tttgcatact aaaaaaagag 
6720 

aaaagagaaa gcaagagaca gaaatcagga ctaagtcctc tgcttcagtt tcattgttaa 
6780 

cgggccttat tctgatctca cctgtcgcgt agctctaata ttcacataaa ctgaaataaa 
6B40 

gaagtggaat gaggagcttt gacattcaaa ttatgtgatg taatttatct tccttaggaa 
6900 

ttttgatgga tgcatctcaa aatgtatagc cagacttgag aggtgacaat taaagatcta 
6960 

aaaaagagag gagattcccc caaacaacaa tatttaattt tcttagtaaa aagaataaca 
7020 

gaatgcatcg tggcaatcct taagcaacat tatctatgtg gactgcttaa atcagcaaaa 
7080 

caccagaagt ttggttaact tgggcaatat gacaagtatt actttttggg caaaactact 
7140 

cattaagcaa tttctctagt gtgtcggaca caaataggtt ctttattttt ggcatgtatg 
7200 

cctttttatt ttcattcaat tttttttttt tctcagacag acatagtagt atcaactagc 
7260 

attggaaaat acatatcact attcttggaa tatttatggt cagtctactt tttagtaaaa 

7320 

tatttttgga tagcgttgac acgatagatc ttattccata cttctttatt attgataatt 
7380 

ttattttcat tttttgcttt cattattata catattttgg tggagaagag gttgggcttt 
7440 

tttgaaagag acaaaaattt attataacac taaacactcc ttttttgaca tattaaagcc 

7500 

tttattccat ctctcaagat atattataaa atttattttt ttaatttaag atttctgaat 
7560 . 

tattttatct taaattgtga ttttaaacga gctattatgg tacggaactt tttttaatga 
7620 

ggaatttcat gatgatttag gaattttctc tcttggaaaa ggcttcccct gtgatgaaaa 
7680 

tgatgtgcca gctaaaattg tgtgccattt aaaaactgaa aatattttaa aattatttqt 
7740 

ctatattcta aattgagctt tggatcaaac tttaggccag gaccagctca tgcgttctca 
7800 

ttcttccttt tctcactctt tctctcatca ctcacctctg tattcattct gttgtttggg 
7860 

atagaaaaat cataaagagc caacccatct cagaacgttg tggattgaga gagacactac 
7920 

atgactccaa gtatatgaga aaaggacaga gctctaattg ataactctgt agttcaaaaq 
7980 3 y 

gaaaagagta tgcccaattc tctctacatg acatattgag atttttttta atcaactttt 
8040 

aagatagtga tgttctgttc taaactgttc tgttttagtg aaggtagatt tttataaaac 
8100 

aagcatgggg attcttttct aaggtaatat taacgagaag ggaaaaaagt atctttaaca 
8160 
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gctctttgtt gaagcctgtg 
8220 

tattatgatc caatgcaaat 
8280 

cctgaggaaa tacatctttc 
8340 

cattagcctc ctgttgtgtg 
8400 

aactgctgcc ctgcttagta 
8460 

ccagcggcgg aaatgtggag 
8520 

ttttgcctta agttgagagg 
8580 

caaaaaaaaa aaaaaaaaaa 
8640 

tgctgactgt ccaaggcaca 
8700 

ctaaatattc taatcaaagg 
8760 

aatgagaaga agatagaagg 
8820 

agaaagacgg ccaagggcag 
8880 

agtactgttt catagacagt 
6940 

gcatcccagt taattgcagt 
9000 

agtatgtcac atgaagaaaa 
9060 

atgtacattc atgtgttctc 
9120 

caccggagaa aagcaggaat 
9180 

aattgtccct ctagagcata 
9240 

tttttttttt ttcccaacat 

9300 

ttcctcagct gtaaaattga 
9360 

taatgcagca cttgtctgta 
9420 

gccaagtatt attatgtggc 
9480 

aaggttgggg tcatttttct 
9540 

ttgactacga agatgcaaaa 
9600 

ccaataaggc aaatatcaca 
9660 

ccacatggaa aactttgggg 
9720 

tttaacttac agcaacattc 
9780 



gtagcacatt atgtttataa 
acagctccaa aaatattaaa 
ttaataaact gaagagtctc 
gctgcaaaac atcacaaagt 
aataaaatta atgcatttct 
taaagaagct ggtggtctgc 
aggtcaactt tagctactgt 
aagatcaagt cgtctttggt 
agagaaaatt gaggaactga 
taggtactgt taggtggaat 
acgcccgtcg ggactttgga 
aggcatggat tctttgcaga 
gggctcacat gttcctgata 
aattagaact tctggaatat 
tgtgaaattc aagagtaatc 
ttgaaaggaa agggagagct 
aactttaccg tggaaataat 
gagtcccaaa actcaattct 
atgaactgca gcatatcact 
aaaatatatg tattaataat 
aagcactttg agatccttgg 
caagggggtt atctaaactg 
taaagacgag ctgtaaatat 
ctattactag gctgataaaa 
ataataaacg ccaaattcct 
gaggcatgag gggggaacat 
accagcagaa aatgcctttc 



ctgcacatgt gcacataatc 
tgtatatata ttctaaaatg 
agtatggcta ttaaaataat 
gaccggtctt gagacctgtg 
agagggggaa tacctgccat 
ttctgtgctg tatgccagcc 
ctttggtttg agagccatgg 
gagccagtaa' ggtgaaagct 
aatgcaacct gagtatcaaa 
tctatcagca ggcaactgca 
gggcattgtt attttcccaa 
gcacttcctt ttggtttttc 
gtgctgcagt tgcttagaaa 
gctagggcag aagtatgtca 
cacacgtgag aaactagaca 
gtaagcttca ctctgtccta 
gtttagcttt tatcagagaa 
ggttttcccc tgtttttttt 
ttttcttttt gtgcctcagg 
attattaata ataataatgg 
ttgaaaggca ccataggagt 
tcagtticcca aaggccagga 
caactaggca gccaatagtg 
tcatagtttc ttaatggcta 
tagggcggac tatttgacaa 
ctcaaaatgc caatgtaaaa 
atatggaatg atttcatgtt 
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gctaagaaaa agaattcaat ttgtagtcct gatttgaata ctagaatgtt ggctataata 
9840 

gttctgttct tacaacacat gaaatttttt cgttttattt tattttgttt tcatagtgca 
9900 

tgttcatttc tactcacaaa catgttcttg gtgtatttct tatgcaaaca atcttcaggc 
9960 

agcaaagatg tctgttacat ctaaacttga ataataaagt tttaccacca gttacacata 
10020 

acggcgttgg tatggtttat atggattcac tttcatcctt ctagcaatag gaaatacaga 

10080 

tcattgtaat atatatatat atatatacag gctctgctga attgaaatgg tgaaatcaaa 
10140 

tcaccattct aaaaaattat tacttatatt gataaagcct ggattctctc aacttgtttt 
10200 

gctttgcttt ttttctttaa ccaatcaatc tcttactgat agattttgtg taaaaagata 
10260 

tatactagtt tcttcagaaa gattaacaat aaaaattgtg tttatttcaa aaaaaaaaa 
10319 

<210> 628 
<211> 1294 
<212> PRT 

<213> Homo sapiens 
<400> 628 

Met Pro Tyr Glu Val Asn Ala Gly Tyr Asp Phe Thr Asn Met Val Arg 

15 10 15 

Lys Lys Asn Pro Pro Leu Arg Asn Val Ala Ser Glu Gly Glu Gly Gin 

20 25 30 

He Leu Glu Pro He Gly Thr Glu Ser Lys Val Ser Gly Lys Asn Lys 

35 40 45 

Glu Phe Ser Ala Asp Gin Met Ser Glu Asn Thr Asp Gin Ser Asp Ala 

50 55 eOGlu Leu Asn His Lys Glu 

Glu His Ser Leu His Val Gin Asp Pro 
65 70 75 

Ser Ser Ser Ser Lys Lys Asp Leu Lys Ser Ala Val 

85 90 
Ala Gly Phe Asn Tyr Glu Ser Pro Ser Lys Gly Gly 

100 105 
Phe Pro His Asp Glu Val Thr Asp Arg Asn Met Leu 

115 120 
Pro Ala Ala Gly Gly Val Cys Glu Pro Leu Lys S(sr 
130 135 140 

Glu Ala Asp Asp Pro Gin Asp Met Ala Cys Thr Pro 
145 150 155 

Leu Glu Thr Lys Glu Asp Gin Lys Met Ser Pro Lys 

165 170 
Thr Gly Gin Ala Gin Ser Gly Gin Ala Asn Cys Gin 

180 185 
Val Ser Val Ala Ser Lys Asn Pro Gin Val Pro Ser 

195 200 
Arg Leu Asn Lys Ser Lys Thr Asp Leu Leu Val Asn 
210 215 220 









80 


Leu 


Ser 


Glu 


Lys 






95 




Asn 


Phe 


Pro 


Ser 




110 






Ala 


Phe 


Ser 


Ser 


125 








Pro 


Gin 


Arg 


Ala 


Ser 


Gly 


Asp 


Ser 








160 


Ala 


Thr 


Glu 


Glu 






175 




Gly 


Leu 


Ser 


Pro 




190 






Asp 


Gly 


Gly 


Val 


205 








Asp 


Asn 


Pro 


Asp 


Cys 


Asn 


He 


Cys 
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225 

Gly Tyr 

Arg Lys 

Leu Asp 

Ser Lys 
290 
Gin Asp 
305 

Val Gin 

Pro Asp 

Phe Thr 

Gin Thr 
370 
Ala Lys 
385 

Ser Ser 

Lys Ala 

Leu Asp 

Cys Lys 
450 
Leu Glu 
465 

Asn Pro 

Asn Asp 

Lys Ser 

Glu Asp 
530 
Tyr Ser 
545 

Arg His 

Cys Pro 

Glu He 

Ala Leu 
610 
Val Lys 

625 

Val Leu 



Gly Tyr 

Tyr His 
260 
Ser Lys 
275 

Asp Phe 

He Asn 

Val Thr 

Cys Gin 
340 
Tyr Met 
355 

His Pro 

Pro Ser 

Asp Ser 

Gly Asp 
420 
Ser Ser 
435 

Phe Cys 

His Tyr 

Glu Leu 

Leu Ala 
500 
Ser Ser 
515 

Asn Met 

Lys Ser 

Tyr Gin 

Phe Cys 
580 
Thr Tyr 
595 

Leu Leu 



His Gin 
Leu Phe 
Val Lys Gin Glu 



Tyr 
245 
Leu 

He 

Gin 

Ser 

Ser 
325 
Gly 

Gly 

Asn 

Glu 

Gly 
405 
Asp 

Arg 

Ser 

Gly 

Asn 
485 

Lys 

Gly 
Val 
His 

Gin 

565 
Pro 

Pro 

Leu 

Cys 

His 
645 
Ala 



230 

Gly Asn 

Gly Leu 

Leu Ala 

Lys Val 
295 
Ser Arg 
310 

Gly Gly 

Asn Thr 

Asn Ser 

Lys He 
375 
Lys Asn 
390 

Asp Leu 

Thr Pro 

Gin Asn 

Phe Ser 
455 
Lys Gin 
470 

Asp Lys 

Ser Ser 

Ala Lys 

Thr Ser 
535 
Gly Pro 
550 

Leu His 

Arg Gly 

Phe Ala 

His Leu 
615 
His Gin 
630 

Tyr Glu 



Asp Pro 

His Asn 
265 
Leu His 
280 

Asn Arg 

Pro Val 

Thr Phe 

Lys Tyr 
345 
Ser Thr 
360 

Lys Ala 

Ser Asn 

Gly Lys 

Val Gly 
425 
Gly Thr 
440 

Cys Glu 

His Gly 

Leu Ser 

Glu Gly 
505 
Lys Lys 
520 

Tyr Asn 

Asp Val 

Asn He 

Leu Cys 
585 
Cys Arg 
6O0 

Ser Pro 



Cys Ser 
Ser Val 
Asn His Leu Gin 



235 

Thr Asp Leu 
250 

Arg Thr Arg 

Asn Met Val 

Ser Val Phe 
300 

Leu Leu Asn 

315 
He Gly He 
330 

Phe Arg Cys 

Glu Leu Glu 

Ser Leu Pro 
380 

Lys Ser He 
395 

Trp Gin Asp 
410 

Tyr Ser Val 

Glu Ala Thr 

Ser Ser Ser 
460 

Ala Val Gin 

475 
Arg Gly Ser 
490 

Glu Thr Met 

Asp Phe Ser 

Cys Gin Phe 
540 

He Val Val 
555 

His Lys Cys 
570 

Ser Pro Glu 

Lys Ser Asn 

Gly Ala Ala 
620 

Phe Thr Thr 

635 

His Glu Ser 
650 

Gly Ser Asp 



He Lys 

Gin Asp 
270 
Gin Phe 
285 

Ser Gly 

Gly Thr 

Gly Arg 

Lys Phe 
350 
Gin His 
365 

Ser Ser 

Pro Ala 

Lys He 

Pro He 
430 
Ser Tyr 
445 

Ser Leu 

Ser Gly 

Val He 

Thr Lys 
510 
Ser Lys 
525 

Cys Asp 

Gly Pro 

Thr He 

Lys His 
590 
Cys Ser 
605 

Gly Ser 
Pro Asp 
Gin Ala 
Gly Gin 



240 
His Phe 
255 

Ala Glu 

Ser His 

Val Leu 

Tyr Asp 
320 
Lys Thr 
335 

Cys Asn 

Phe Leu 

Glu Val 

Leu Gin 
400 
Thr Val 
415 

Lys Pro 

Tyr Trp 

Lys Leu. 

Gly Leu 
480 
Asn Gin 
495 

Thr Asp 

Gly Ala 

Phe Arg 

Leu Leu 
560 
Lys His 
575 

Leu Gly 
His Cys 
Ser Arg 

Val Asp 

640 
Ser Asp 

655 

Gin Ser 
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660 665 670 

Val Lys Glu Ser Lys Glu His Ser Cys Thr Lys Cys Asp Phe He Thr 

675 680 685 

Gin Val Glu Glu Glu He Ser Arg His Tyr Arg Arg Ala His Ser Cys 

690 695 700 

Tyr Lys Cys Arg Gin Cysf Ser Phe Thr Ala Ala Asp Thr Gin Ser Leu 
705 710 715 720 

Leu Glu His Phe Asn Thr Val His Cys Gin Glu Gin Asp He Thr Thr 

725 730 735 

Ala Asn Gly Glu Glu Asp Gly His Ala He Ser Thr He Lys Glu Glu 

740 745 750 

Pro Lys He Asp Phe Arg Val Tyr Asn Leu Leu Thr Pro Asp Ser Lys 

755 760 765 

Met Gly Glu Pro Val Ser Glu Ser Val Val Lys Arg Glu Lys Leu Glu 

770 775 ' 780 

Glu Lys Asp Gly Leu Lys Glu Lys Val Trp Thr Glu Ser Ser Ser Asp 
'^^^ 790 795 800 

Asp Leu Arg Asn Val Thr Trp Arg Gly Ala Asp He Leu Arg Gly Ser 

805 810 815 

Pro Ser Tyr Thr Gin Ala Ser Leu Gly Leu Leu Thr Pro Val Ser Gly 

820 825 830 

Thr Gin Glu Gin Thr Lys Thr Leu Arg Asp Ser Pro Asn Val Glu Ala 

835 840 845 

Ala His Leu Ala Arg Pro He Tyr Gly Leu Ala Val Glu Thr Lys Gly 

850 855 860 

Phe Leu Gin Gly Ala Pro Ala Gly Gly Glu Lys Ser Gly Ala Leu Pro 

870 875 880 

Gin Gin Tyr Pro Ala Ser Gly Glu Asn Lys Ser Lys Asp Glu Ser Gin 

885 890 895 

Ser Leu Leu Arg Arg Arg Arg Gly Ser Gly Val Phe Cys Ala Asn Cys 

900 905 910 

Leu Thr. Thr Lys Thr Ser Leu Trp Arg Lys Asn Ala Asn Gly Gly Tyr 

915 920 925 

Val Cys Asn Ala Tyr Gly Leu Tyr Gin Lys Leu His Ser Thr Pro Arg 

930 935 940 

Pro Leu Asn He He Lys Gin Asn Asn Gly Glu Gin He He Arg Arg 
545 950 955 960 

Arg Thr Arg Lys Arg Leu Asn Pro Glu Ala Leu Gin Ala Glu Gin Leu 

965 970 975 

Asn Lys Gin Gin Arg Gly Ser Asn Glu Glu Gin Val Asn Gly Ser Pro 

980 985 990 

Leu Glu Arg Arg Ser Glu Asp His Leu Thr Glu Ser His Gin Arg Glu 

995 1000 1005 

He Pro Leu Pro Ser Leu Ser Lys Tyr Glu Ala Gin Gly Ser Leu Thr 

1010 1015 1020 

Lys ser His Ser Ala Gin Gin Pro Val Leu Val Ser Gin Thr Leu Asp 
^025 1030 1035 1040 

He His Lys Arg Met Gin Pro Leu His He Gin He Lys Ser Pro Gin 

1045 1050 1055 

Glu Ser Thr Gly Asp Pro Gly Asn Ser Ser Ser Val Ser Glu Gly Lys 

1060 1065 1070 

Gly Ser Ser Glu Arg Gly Ser Pro He Glu Lys Tyr Met Arg Pro Ala 

1075 1080 1085 

Lys His Pro Asn Tyr Ser Pro Pro Gly Ser Pro He Glu Lys Tyr Gin 
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1090 1095 1100 

Tyr Pro Leu Phe Gly Leu Pro Phe Val His Asn Asp Phe Gin Ser Glu 
1105 1110 1115 1120 

Ala Asp Trp Leu Arg Phe Trp Ser Lys Tyr Lys Leu Ser Val Pro Gly 

1125 1130 1135 

Asn Pro His Tyr Leu Ser His Val Pro Gly Leu Pro Asn Pro Cys Gin 

1140 1145 1150 

Asn Tyr Val Pro Tyr Pro Thr Phe Asn Leu Pro Pro His Phe Ser Ala 

1155 1160 1165 

Val Gly Ser Asp Asn Asp He Pro Leu Asp Leu Ala He Lys His Ser 

1170 1175 1180 

Arg Pro Gly Pro Thr Ala Asn Gly Ala Ser Lys Glu Lys Thr Lys Ala 
1185 1190 1195 1200 

Pro Pro Asn Val Lys Asn Glu Gly Pro Leu Asn Val Val Lys Thr Glu 

1205 1210 1215 

Lys Val Asp Arg Ser Thr Gin Asp Glu Leu Ser Thr Lys Cys Val His 

1220 1225 1230 

Cys Gly He Val Phe Leu Asp Glu Val Met Tyr Ala Leu His Met Ser 

1235 1240 1245 

Cys His Gly Asp Ser Gly Pro Phe Gin Cys Ser He Cys Gin His Leu 

1250 1255 1260 

Cys Thr Asp Lys Tyr Asp Phe Thr Thr His He Gin Arg Gly Leu His 
1265 1270 1275 1280 

Arg Asn Asn Ala Gin Val Glu Lys Asn Gly Lys Pro Lys Glu 
1285 1290 



<210> 629 

<211> 411 

<212> DNA 

<213> Homo sapiens 



<400> 629 

nacgcgttcg ctgaggaggg aaccggtgcc agcaccttcc agctttccga gatctggatt 
60 

ggcatcttca ttggcgctct taccttcacg gggtcgctgg tggcctgggg caagctctcg 

120 

ggcaaagtcg cttcaaagcc actgaccctg ccaggtcgta attggatcaa ccttggtctg 
180 

ctggtcgtta tcatcgcctg cgggatctgg ttctccaatg tttctggtgg tatcgcgtgg 

240 

ctgccgctgg cgctactgac cctggcctcg ctgttcctcg gcttccactt cgtcgccgct 
300 

atcggtggcg cggatatgcc agtcgtcatt tcgatgctga acagctactc cggttgggca 
360 

gctgccttct ccggatttag tttgcacatc ccggtgctta tcgtcaccgg t 
411 

<210> 630 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 630 

Xaa Ala Phe Ala Glu Glu Gly Thr Gly Ala Ser Thr Phe Gin Leu Ser 



751 



wo 00/58473 PCTAJSOO/08621 



1 




c 


X u 


15 




Gill 




XX^ XXc oXy Xx6 irilc 


Tlo ^itr^ aii* 
ixe-vaxy Axa 


Leu Thr Phe Thr Gly 


Ser 






20 




3 0 




1*6 U 


Val 


XX^ UXjr XijfO J^CU 


dtsx v^xy ijys 


Val Ala< Ser Lys Pro 


Leu 






35 




45 








*^xti uxy Ax^ Asn ixjp 


xxe Asn Lieu 


Gly Leu Leu Val Val 


He 










60 . 




lie 


Ala 


Cys Gly He Trp Phe 


Ser Asn Val 


Ser Gly Gly He Ala 


Trp 


65 




70 




75 


80 


Leu 


Pro 


Leu Ala Leu Leu Thr 


Leu Ala Ser 


Leu Phe Leu Gly Phe 


His 






85 


90 


95 




Phe 


Val 


Ala Ala He Gly Gly 


Ala Asp Met 


Pro Val Val He Ser 


Met 






100 


105 


110 




Leu 


Asn 


Ser Tyr Ser Gly Trp 


Ala Ala Ala 


Phe Ser Gly Phe Ser 


Leu 






115 


120 


125 




His 


He 


Pro Val Leu He Val 


Thr Gly 








130 


135 









<210> 631 
<211> 275 
<212> DNA 

.<213> Homo sapiens 
<400> 631 

gccggccagc gcatggagga ggaggccatg aacggcgacc ggactgagag cgactggcag 
60 

gggctggtga gcgagtacct ggtgtgtaag aggaagctgg agagtaagaa ggaagccctg 
120 

ctgatcctct ccaaggagct ggacacctgt caacaggaaa gggaccagta caaactcatg 
180 

gccaatcagc tccgggagcg ccaccagtca ctgaagaaga agtaccgaga gctgattgat 
240 

ggagatccat cacttcctcc tgaaaaaagg aaaca 
275 

<210>.632 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 632 

Met Glu Glu Glu Ala Met Asn Gly Asp Arg Thr Glu Ser Asp Trp Gin 

1 5 10 15 

Gly Leu Val Ser Glu Tyr Leu Val Cys Lys Arg Lys Leu Glu Ser Lys 

20 25 30 

Lys Glu Ala Leu Leu He Leu Ser Lys Glu Leu Asp Thr Cys Gin Gin 

35 40 45 

Glu Arg Asp Gin Tyr Lys Leu Met Ala Asn Gin Leu Arg Glu Arg His 

50 55 60 

Gin Ser Leu Lys Lys Lys Tyr Arg Glu Leu He Asp Gly Asp Pro Ser 
65 70 75 80 

Leu Pro Pro Glu Lys Arg Lys 
85 
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<210> 633 
<211> 420 
<212> DNA 

<213> Homo sapiens 
<400> 633 

nnacgcgtgg aagatctgct cgggcgccac cagttgaact acagcatcga atggcgcctg 
60 

tcgggccagc cgttcctgac cgcacgcgcg ncactggtgg atgcggtggt taacgccgtc 
120 

gaacactatt ctgagctgac gccacagttg ctgaccaccg ggggcacctc agacggtcgc 
X80 

tttatcgccc agatgggcnc gcaagtggtt gagctggggc cggtcaacgc gacgatccat 
240 

aaggtcaacg aatgcgtaca cgcagccgac ttgcaactgc tcagccgcat gtaccagcgc 
300 

atcatggagc aactggtcgc atgatcacgc cagaaatgct gaccgggcgc tcgacagatc 
360 

acctggtgcc gctctggtaa accaccggtt gcagcccgcc gccgtaggcg cgttcctcgg 
420 

<210> 634 
<211> 107 
<212> PRT 

<213> Homo sapiens 



<400> 634 
























Xaa 


Arg 


Val 


Glu 


Asp 


Leu Leu 


Gly Arg 


His 


Gin 


Leu 


Asn 


Tyr 


Ser 


lie 


1 








5 






10 










15 




Glu 


Trp 


Arg 


Leu 


Ser 


Gly Gin 


Pro Phe 


Leu 


Thr 


Ala 


Arg 


Ala 


Xaa 


Leu 








20 






25 










30 






val 


Asp 


Ala 


Val 


Val 


Asn Ala 


Val Glu 


His 


Tyr 


Ser 


Glu 


Leu 


Thr 


Pro 






35 








40 








45 








Gin 


Leu 


Leu 


Thr 


Thr 


Gly Gly Thr Ser 


Asp 


Gly Arg 


Phe 


He 


Ala 


Gin 




50 








55 








60 










Met 


Gly 


Xaa 


Gin 


Val 


Val Glu 


Leu Gly 


Pro 


Val 


Asn 


Ala 


Thr 


He 


His 


65 










70 






75 










80 


Lys 


Val 


Asn 


Glu 


Cys 


Val His 


Ala Ala 


Asp 


Leu 


Gin 


Leu 


Leu 


Ser 


Arg 










85 






90 










95 




Met 


Tyr 


Gin 


Arg 


lie 


Met Glu 


Gin Leu 


Val 


Ala 













100 105 



<210> 635 
<211> 6918- 
<212> DNA 

<213> Homo sapiens 
<400> 635 

nnccccaacc ggcagcccat cggcatcgtg ctcacggtgc tgggagtggt ggtcctggac 

60 

ttcagcgccg atgccaccga ggggcccatc cgtgcctatc tgctggacgt ggtggacagc 
120 

gaggagcagg acatggccct caacatccac gccttctctg ccggcctcgg cggagccatc 
180 
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ggctacgtgc tgggtgggct ggactggacc cagaccttcc tgggcagctg gttccggacc 
240 

cagaaccagg tgctcttctt ctttgccgcc atcatcttca cggtgtccgt ggccctgcac 
300 

ctgttcagca tcgacgagga gcagtacagc ccgcagcagg agcgcagcgc tgaggagccc 
360 

ggcgccctgg atgggggcga gccgcacggc gtccctgcct tcccagacga ggtacagtcg 
420 

gagcacgagc tggccctgga ctacccggac gtggacatca tgcgcagcaa aagcgactcg 
480 

gcgttgcacg tgccggacac cgcgctggac ctggagcccg agctgctgtt cctgcacgac 
540 

atcgagccct ccatcttcca cgacgcctcc taccccgcca ccccccgcag caccagccag 
600 

gagctcgcca agaccaagct gccccgcctg gccaccttcc tcaaggaagc cgccaaggag 
660 

gacgagacct tgctggataa tcacttgaat gaagctaaag tcccaaacgg aagtggctcc 
720 

cccacaaaag acgccctcgg cggctacacc agggtggaca cgaagccctc ggccacgtcg 
780 

agctccatgc ggcggcggcg gcacgcgttc cgcaggcagg cctccagcac cttctcctac 
840 

tacggcaagc ttgggtccca ctgctaccgc taccggcgcg ccaacgccgt ggtgctgatc 
900 

aagccgtcgc gcagcatgag cgacctgtac gacatgcaga agcggcagcg gcagcaccgg 
960 

caccggaacc agagcggggc caccacctcc agcggggaca ccgagagtga ggagggggag 
1020 

ggcgagacca cggtgcgcct gctgtggctc tccatgctga agatgcccag ggagctgatg 
1080 

cggctgtgcc tctgccacct cctcacctgg ttctctgtca tcgccgaggc cgtgttctac 
1140 

accgacttca tgggccaggt catcttcgaa ggcgacccca aggccccctc gaactcgacc 
1200 

gcctggcaag cctacaacgc cggggtcaag atgggctgct ggggcctggt catttatgcc 
1260 

gccactggtg ctatttgttc agccctgtta cagaagtact tggacaacta cgacctgagc 
1320 

gtcagggtga cctacgtgct ggggacgctg ggcttctctg tcggcacagc cgtgatggcc 
1380 

acgttcccca acgtctacgt cgccatggtc accatcagca ccacgggcat cgtctccatg 
1440 

agcatcccct actgcccgta cgccctgctg ggccagtacc atgacatcaa gcagtacatc 
1500 

caccacagcc ccgggaactc caagcgaggg tttggcatag attgtgccat cctgtcctgc 
1560 

caagtgtaca tctcgcagat cctggtggcc tctgcccttg ggggcgtggt cgacgccgtg 
1620 

gggactgtcc gcgtcacccc catggtggcc tctgtgggct ctttcctggg cttcctgacg 
1680 

gccacattcc tggtgatcta tcccgacgtg tcagaggagg ccaaggagga gcagaaaggc 
1740 

ctgtcttccc cgttggccgg cgaaggcagg gccggcggga acagcgaaaa gcccaccgtg 
1800 
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ctgaagctca cgcggaagga gggcctgcag 
1860 

gccgcactcc cgtttacaca cattccagcg 

1920 

ccaggccatg ggcgggagca gagacaccgc 
1980 

cagtgcgggc cagagcccct ccgcccccat 
2040 

tgagctacta agcaaatacc acactaacca 
2100 

atattttttt taattgaaaa agatatttta 
2160 

attctgcatg tttttaaatg atataaaaca 
2220 

ataagatttt gcatttctaa aattataatt 
2280 

cttatctgaa tgcttcagat aatggtagtg 
2340 

ttcctctctg tagacgcctg caggtattga 
2400 

gccgcagctg ttggagagta tttttcttta 
2460 

cacaatgtgg ttctcttaga agaatgacgt 
2520 

tgtgcccagg gcagccctgt ccttgggcag 
2580 

gtccgggggg cctgggcaga agacagtgat 
2640 

agggatgggc tgggcaccac ctgggggcgg 
2700 

gcgtgtgagt gtgtctgcgc ccagccatgt 
2760 

ctaggaggcc aggttgcccc tccagacccc 
2820 

tttcactgca ctttgattcg tctctaaacc 
2880 

ccagcgggcc ctgcctccca agtcccgccg 
2940 

gggcctcccc cgcttgcgaa ggggacatgc 
3000 

cctcgcctgc tcacctgctc gacgctggaa 
3060 

tgggacagct aaggcccgtg tcaccggagg 
3120 

taagcaaaac tcgggcaagt actgcagcta 
3180 

ttagaactaa gcctatttga aacggtcggt 
3240 

gccccgcaca tcacacagat aaagtcagac 
3300 

ttgtttttta aataaagtac tttgaaatgc 
3360 

agagcaaata catatataca cgtatatata 
3420 



ggaccggtgg * agacagagtc cgtggtctga 
ggcgggtggg cgggcgggcg ggcggcgggg 
ggaaccctgc agatgctgtg gccgacccgg 
agccacaatt cagtagtcgt agggtaggtt 
ctttttcgat aattaaaaga atcatttgaa 
atttcagctc ttttattctg caggtgtatt 
tttatataga caataagcaa cttagaaaaa 
gaaaacaaaa tctgacactc tctgccaagt 
tagtcagcga ctaaaatatt tittatcaaat 
cgtctgtcag atctcgtcac attggctggt 
tgattatttt agaaaaaaaa ttttcttttc 
atcttctttt cctcagcgag ttggacacat 
cgaccgcaca ccaaagctgg gaggaggctg 
ttgcaggggt ggctcccaga caccctgccc 
agcgtgagct ccagacgagc tcctgcgtgc 
gaccctgctc gtcccgtctg aaggactctc 
tcccaacgtc agggggaagg aaacgttgac 
atttgctggg gattcctgag agcagagctc 
caaggctacc tcgggtgtgt ggatgtgcga 
gtgctggaac ctgtcggaac tccatgcctt 
tcgggacagg tgcaaaggga cgcagacgtc 
gctccgcaca gtcgttctgg tttcaacgaa 
tttggaaatg ttttccaaac cacagtctct 
gtaggcttac tgagatcagg agacagggag 
aattgtaatt aatacttttg ctgcctcaag 
atgagaatca tgctgcaaca tgatcattct 
tttcaagacg aaactaaagc agttttcaaa 
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taaattactt gaattttctg tgtatttaaa ggaacgactg tttaatgtac ttgatgggcc 

3480 

tctggtcttg ccgtgtctcc tgccgctggt ggcactttgt agattgtgtg tttgtgtccg 
3540 

ggtggcagtt gggtacctgc tcacgcacgg tgtgtctgcc aggccacggt gtcccaggat 
3600 

cgcagagggc tgactccaag acttcaagaa cattttctgg atgtgtggaa acttgagaat 
3660 

ggccttgtga atctcgtgct tggacagggc aagtccgact actgaaagtg ctgccagctt 
3720 

tgctgcgagc cctccggcca gcgggagccc cgtgggctgg gcactgtggc ccttcttctc 
3780 

tgggggacgg cacccctggc ttcctcacct cggccgggcg tccgtggcag ctcactctat 
3840 

gcaacttgat cctctagcgg ctttaagact gtagatcccc tctctgagac ccggctgtac 
3900 

ttgtcaggat ctcgaggcgc agctcccgtc ttagctggtt tctccggctt ctcgtcctga 
3960 

cgactataaa acagttggag gcaagaaagc agcggatgtg gggtggcagt ggcctgaccc 
4020 

gaatcaagat ccgacccaaa ccacaccaaa tgtgggttca tctgggggcc accccttgcc 
4080 

tgaggcttcc caccctcatc tgaaggccca ggggccggat ccagggctca ccaaagccga 
4140 

ttcctcgcca gctgggagtg cagaagtctc agggcctggc tgcgacttga tttttaggag 
4200 

gaagaggggc ttcgcaaccc ccctctgaat agcgtgttaa cccttgagat cccagcctcg 
4260 

actaatctga agtaaggaca acaaaggcca ttcagtgccc tccacatggc cttgccacag 
4320 

tcactgtcag ggtatgaatg tgccggaagc cagtgccagc cagggacagg cgtgactgtt 
4380 

gtgtgctcct cggtgacagg agtcggtggc tgcacacttt gtagactcgt caagctgtca 
4440 

gcacttcagg tgtttgcaag caaagccctt cttagtgtgc aggtcagtgt gcagagccca 
4500 

aatgagggga ccgcaggggc tggggtccag ggtcagtaga gtcggtttct ggagctgcct 
4560 

tcctgggagg caggtgtggg tgaccggggc tctggcggtg cgtgtgggcc cggcctggcc 
4620 

acagcgggga ccaggtcacg acatctttgg cctcaacccc tcccctgcac tgagattatt 
4680 

tccagattgc actcacttga aaccgtccgt gccgtcacct tgtgtcttaa gggaagccga 
4740 

gaagaagggc agacgggcag gctgtcttgt ctgcaaagcg ccattgcgcc cgcagcttgt 
4800 

gtgggtcagg ctgcagctcg ggtgtctgtg gcttctaacc ttgtacctca gacggatgca 
4860 

gtaacaaggc ggggctgggg acgccggtca gtgtcaaagg ggaggtgctc tggctgatag 
4920 

ccttgcccga gagggacgag gaggccgtgc gggtgccccc tggggaagct ggccagccat 
4980 

ccagtgctga ggacgcagct ggagttgggc tcgtggcacc cttggggtgt gggctgtgca 
5040 
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ggctggtggc ctgggtgcct 
5100 

gtcgagtctt gtgtaatgtg 
5160 

tgtggtggtt ttgttcccta 
5220 

cttaacacat ggcagaagtt 
5280 

ccgtgagctc tcagctgggc 
5340 

tggcatcatg acgttccctg 
5400 

ctcaggcagg ggccttagct 
5460 

gccgcctctt ggacacctgc 
5520 

gtcctgtccc cgggggggag 
5580 

aacagccacc aggagtgttt 
5640 

ctagaacccc agagctgaac 
5700 

agctgcaggc caccctcggc 
5760 

gaaaaatact cttaaagata 
5820 

cagcgatggc ggcccctatt 
5880 

actagacatt aaccggcttc 

5940 

aactttggtc cagctttagc 
6000 

ctcgtttgtc cctccgcctc 
6060 

cctccaagcc tggtgccaca 
6120 

ggggttctgc ccttcaccac 
6180 

cgtgcacaca gcatgttggg 
6240 

agccatcacc ccccggccag 
6300 

ccaggaggac tgagcacccc 
6360 

cacgtcgccc tgtgccgtgg 
6420 

gaaatgcctc gttgccagag 
6480 

ttgtgaactg gccacgggac 
6540 

gcttgctgag ttagcagtgg 
6600 

gagagaggtc gtaaggaagt 
6660 



ctgcacactg agtggagtgt 
cgcagaccag ttaccaaact 
tacaagtcag ctaagtaaag 
tccaggtgca ggaatgcgag 
cggcctgcct gtgtcccctt 
gtggctgaag agctagcttt 
ggaatcctcc aacctgccac 
ccttgaaagc ctcaggcccc 
gcagggccac tgagcccccc 
cttgaatgcc ccaggtgtgg 
aggaagccgt ccctgcagca 
tctcccactg ctggggcggt 
ccaactgttc ccttatatgg 
agagaccagg tttgttaaaa 
agaaaagatg gacacctttt 
caccacacag cgtgtgaggg 
ccaccagcac gcgccgcttc 
ggcttgtcgt gagggacccc 
ctgggagagg tgtcagttca 
ggcccagccc aaagttcttg 
agctcaaggt ggccccttgg 
tcctagcggc atcccttgcc 
actgagacca tcccctggtg 
aaactcc^ca ggcatctcgg 
agctttttat caacttatta 
tggcaagcgt gtgctaaaca 
gtcgtgtcgc tcatgactct 



caggcagggt gtgtcggttg 
aggataatgt tggtctcatt 
actcttttaa cgagcttccc 
ctggcgggaa ggggcagagg 
tcctgggtct gtcggcagac 
ggagtgttgt ttttctcact 
tgaacacgtc agtgctgtgt 
tgggagaagc actctgtcca 
tcagatggtt agtggcttcc 
aggacttggt ctgtgaccac 
acaagagggc tggaaggggg 
gatgttcggg tgacatgttt 
ctaatggttt gtgcagccac 
caccaaatat tgctgtccac 
cccacgctgt ttcgcttctt 
actgctgctg cggagtcagc 
tgagagacac cagctccctg 
tgcttccgag agctcctggg 
gttccgagtt gaacaaggcc 
tcacctcctc atgcaaagcc 
ccagcccctc cttgggtcct 
ctccacagtg ctgccagggg 
acagaatgac ccgtttgttg 
aacgaaacta tttagttcca 
agttggagca ctgtaatcgc 
cataatgtta cgttttagga 
cttctattag ttgggtaaca 
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gtggcctcat gtttgtgtct gtgtgtacac agagccctta ggttctgctc tgtttctttg 
6720 

ccaggtgaat gtttgtggca tgcgctgctg tccgcgcccc tctgtcctgc gcagggttca 
6780 

gctgtgcggc gccctgattt cctccatgca cacagaacct ccttgtgtct gtttctctgt 
6840 

tcctctgtgg ctgactcaat aaacttttcc ctctgaaaaa aaaaaaaaaa aaaaaaaaaa 
6900 

aaaaaaaaaa aaaaaaag 
6918 

<210> 636 
<211> 619 
<212> PRT 

<213> Homo sapiens 
<400> 636 

Xaa Pro Asn Arg Gin Pro lie Gly lie Val Leu Thr Val Leu Gly Val 

1 5 10 15 

Val Val Leu Asp Phe Ser Ala Asp Ala Thr Glu Gly Pro He Arg Ala 

20 25 30 

Tyr Leu Leu Asp Val Val Asp Ser Glu Glu Gin Asp Met Ala Leu Asn 

35 40 45 

He His Ala Phe Ser Ala Gly Leu Gly Gly Ala He Gly Tyr Val Leu 

50 55 60 

Gly Gly Leu Asp Trp Thr Gin Thr Phe Leu Gly Ser Trp Phe Arg Thr 
^5 70 75 80 

Gin Asn Gin Val Leu Phe Phe Phe Ala Ala He He Phe Thr Val Ser 

85 90 95 

Val Ala Leu His Leu Phe Ser He Asp Glu Glu Gin Tyr Ser Pro Gin 

100 105 110 

Gin Glu Arg Ser Ala Glu Glu Pro Gly Ala Leu Asp Gly Gly Glu Pro 

H5 120 125 

His Gly Val Pro Ala Phe Pro Asp Glu Val Gin Ser Glu His Glu Leu 

130 135 . 140 

Ala Leu Asp Tyr Pro Asp Val Asp He Met Arg Ser Lys Ser Asp Ser 
3-45 ISO 155 160 

Ala Leu His Val Pro Asp Thr Ala Leu Asp Leu Glu Pro Glu Leu Leu 

165 170 175 

Phe Leu His Asp He Glu Pro Ser He Phe His Asp Ala Ser Tyr Pro 

180 185 190 

Ala Thr Pro Arg Ser Thr Ser Gin Glu Leu Ala Lys Thr Lys Leu Pro 

195 200 205 

Arg Leu Ala Thr Phe Leu Lys Glu Ala Ala Lys Glu Asp Glu Thr Leu 

210 215 220 

Leu Asp Asn His Leu Asn Glu Ala Lys Val Pro Asn Gly Ser Gly Ser 
225 230 235 240 

Pro Thr Lys Asp Ala Leu Gly Gly Tyr Thr Arg Val Asp Thr Lys Pro 

245 250 255 

Ser Ala Thr Ser Ser Ser Met Arg Arg Arg Arg His Ala Phe Arg Arg 

260 265 270 

Gin Ala Ser Ser Thr Phe Ser Tyr Tyr Gly Lys Leu Gly Ser His Cys 

275 280 285 

Tyr Arg Tyr Arg Arg Ala Asn Ala Val Val Leu He Lys Pro Ser Arg 
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290 295 300 

Ser Met Ser Asp Leu Tyr Asp Met Gin Lys Arg Gin Arg Gin His Arg 
305 310 315 320 

His Arg Asn Gin Ser Gly Ala Thr Thr Ser Ser Gly Asp Thr Glu Ser 

325 330 335 

Glu Glu Gly Glu Gly Glu Thr Thr Val Arg Leu Leu Trp Leu Ser Met 

340 345 350 

Leu Lys Met Pro Arg Glu Leu Met Arg Leu Cys Leu Cys His Leu Leu 

355 360 365 

Thr Trp Phe Ser Val He Ala Glu Ala Val Phe Tyr Thr Asp Phe Met 

370 375 380 

Gly Gin Val He Phe Glu Gly Asp Pro Lys Ala Pro Ser Asn Ser Thr 
385 390 395 400 

Ala Trp Gin Ala Tyr Asn Ala Gly Val Lys Met Gly Cys Trp Gly Leu 

405 410 415 

Val He Tyr Ala Ala Thr Gly Ala He Cys Ser Ala Leu Leu Gin Lys 

420 425 430 

Tyr Leu Asp Asn Tyr Asp Leu Ser Val Arg Val He Tyr Val Leu Gly 

435 440 445 

Thr Leu Gly Phe Ser Val Gly Thr Ala Val Met Ala Met Phe Pro Asn 

450 455 460 

Val Tyr Val Ala Met Val Thr He Ser Thr Met Gly He Val Ser Met 
465 470 475 480 

Ser He Ser Tyr Cys Pro Tyr Ala Leu Leu Gly Gin Tyr His Asp He 

485 490 495 

Lys Gin Tyr He His His Ser Pro Gly Asn Ser Lys Arg Gly Phe Gly 

500 505 510 

He Asp Cys Ala He Leu Ser Cys Gin Val Tyr He Ser Gin He Leu 

515 520 525 

Val Ala Ser Ala Leu Gly Gly Val Val Asp Ala Val Gly Thr Val Arg 

530 535 540 

Val He Pro Met Val Ala Ser Val Gly Ser Phe Leu Gly Phe Leu Thr 
545 550 555 560 

Ala Thr Phe Leu Val He Tyr Pro Asp Val Ser Glu Glu Ala Lys Glu 

565 570 575 

Glu Gin Lys Gly Leu Ser Ser Pro Leu Ala Gly Glu Gly Arg Ala Gly 

580 585 590 

Gly Asn Ser Glu Lys Pro Thr Val Leu Lys Leu Thr Arg Lys Glu Gly 

595 600 605 

Leu Gin Gly Pro Val Glu Thr Glu Ser Val Val 
610 615 

<210> 637 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 637 

ngaaaaacag gatgaatccc gtatcattct taagcccgaa aagtactgaa tgtcgtcttc 
60 

tctcgatcgg tgatgatctg gaaaggaaaa atcatcgtga ctactacatc acccgctact 
120 

acgcaaagac cgtcagttgg caggaaagtt ggttcctggt cccttaatcc atggtgtttt 
180 
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tgtaggccct tattattttt cggaatggtt cggtttattg cgattccagt attcctcact 
240 

gtgccgaata tcattaatat cggaatccaa gccgcggtgg tggcgattat ggccttcggt 
300 

atgaccttcg tcatcgttac ctccggcatt gatttgtctg tgggttcggt cgcagctctt 
360 

tcagccatgg 
370 



<210> 638 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 638 

Met lie Trp Lys Gly Lys lie lie 

1 5 
Thr Gin Arg Pro Ser Val Gly Arg 
20 

Pro Trp Cys Phe Cys Arg Pro Leu 

35 40 
He Ala He Pro Val Phe Leu Thr 

50 55 
He Gin Ala Ala Val Val Ala He 
65 70 
He Val Thr Ser Gly He Asp Leu 
85 

Ser Ala Met 



Val Thr Thr Thr Ser Pro Ala Thr 

10 IS 
Lys Val Gly Ser Trp Ser Leu Asn 
25 30 
Leu Phe Phe Gly Met Val Arg Phe 
45 

Val Pro Asn He He Asn He Gly 
60 

Met Ala Phe Gly Met Thr Phe Val 

75 80 
Ser Val Gly Ser Val Ala Ala Leu 
90 95 



<210> 639 
<211> 330 
<212> DNA 
<213> Homo sapiens 



<400> 639 

nacgcgtcga tgggcaacta catcttcagt 
60 

gactcccagt ccgctgagtc gcgtcatgac 
120 

gaggccgggg acgcgcaggt ctacgacttc 
180 

aaggatcggg actactggcg ggacgtggga 
240 

gacctcgtgt cggtggaacc ggagttcaac 
300 

atccaggaac aggcaccggg agcgaaattt 
330 



cgggatgccc tggtcgaggc actcttcgca 
atgggtggcg acatcatccc gagattcgtc 
tgtgacaacc aggtgcccgg aaccaccgag 
actatcgatg cctaccacga cgcgcacatg 
ctctacaacc ccgactggcc gatctggagc 



<210> 640 
<211> 110 
<212> PRT 
<213> Homo sapiens 
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<400> 640 



Xaa 


Ala 


Ser 


Met 


Gly Asn Tyr 


He Phe 


Ser 


Arg 


Asp 


Ala 


Leu 


Val 


Glu 


1 








5 




10 










15 




Ala 


Leu 


Phe 


Ala 
20 


Asp Ser Gin 


Ser Ala 
25 


Glu 


Ser 


Arg 


His 


Asp 
30 


Met 


Gly 


Gly Asp 


He 


He 


Pro Arg Phe 


Val Glu 


Ala 


Gly 


Asp 


Ala 


Gin 


Val 


Tyr 






35 






40 








45 








Asp 


Phe 

50 


Cys 


Asp 


Asn Gin Val 

55 


Pro Gly 


Thr 


Thr 


Glu 
60 


Lys 


Asp 


Arg 


Asp 


Tyr 


Trp 


Arg 


Asp 


Val Gly Thr 


He Asp 


Ala 


Tyr 


His 


Asp 


Ala 


His 


Met 


65 








70 






75 










80 


Asp 


Leu 


Val 


Ser 


Val Glu Pro 
85 


Glu Phe 


Asn 
90 


Leu 


Tyr 


Asn 


Pro 


Asp 
$5 


Trp 


Pro 


He 


Trp 


Ser 
100 


He Gin Glu 


Gin Ala 
105 


Pro 


Gly 


Ala 


Lys 


Phe 
110 







<210> 641 
<211> 491 
<212> DNA 

<213> Homo sapiens 

<400> 641 

cgcgtgaccg gcgcggagaa cgtgcgcaag atcctcatgg gcgagcacca cctcgtgagc 
60 

accgagtggc ctcgcagcac ccgcatgttg ctgggcccca acacggtgtc caattccatt 
120 

ggcgacatcc accgcaacaa gcgcaaggtc ttctccaaga tcttcagcca cgaggccctg 
180 

gagagttacc tgcccaagat ccagctggtg atccaggaca cactgcgcgc ctggagcagc 
240 

caccccgagg ccatcaacgt gtaccaggag gcgcagaagc tgaccttccg catggccatc 
300 

cgggtgctgc tgggcttcag catccctgag gaggaccttg ggcacctctt tgaggtctac 
360 

cagcagtttg tggacaatgt cttctccctg cctgtcgacc tgcccttcag tggctaccgg 
420 

cggggcattc aggctcggca gatcctgcag aaggggctgg agaaggccat ccgggagaag 

480 

ctgcagtgca c 
491 



<210> 642 

<211> 163 

<212> PRT 

c213> Homo sapiens 



<400> 642 

Arg Val Thr Gly Ala Glu Asn Val 

1 5 
His Leu Val Ser Thr Glu Trp Pro 
20 

Pro Asn Thr Val Ser Asn Ser He 

35 40 
Lys Val Phe Ser Lys He Phe Ser 



Arg Lys He Leu Met Gly Glu His 

10 15 
Arg Ser Thr Arg Met Leu Leu Gly 

25 30 
Gly Asp He His Arg Asn Lys Arg 
45 

His Glu Ala Leu Glu Ser Tyr Leu 
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50 55 60 

Pro Lys He Gin Leu Val He Gin Asp Thr Leu Arg Ala Trp Ser Ser 
^5 70 75 80 

His Pro Glu Ala He Asn Val Tyr Gin Glu Ala Gin Lys Leu Thr Phe 

85 90 95 

Arg Met Ala He Arg Val Leu Leu Gly Phe Ser He Pro Glu Glu Asp 

100 105 110 

Leu Gly His Leu Phe Glu Vkl Tyr Gin Gin Phe Val Asp. Asn Val Phe 

lis 120 125 

Ser Leu Pro Val Asp Leu Pro Phe Ser Gly Tyr Arg Arg Gly He Gin 

130 135 3^4Q 

Ala Arg Gin He Leu Gin Lys Gly Leu Glu Lys Ala He Arg Glu Lys 

150 155 160 

Leu Gin Cys 



<210> 643 
<211> 628 
<212> DNA 

<213> Homo sapiens 
<400> 643 

nagatctttg acatctacgt ggtcaccgct gactacctgc ccctaggggc tgagcaggat 

6 0 

^2"^*^^^^'^ ^^^S^aagg ccagtatgtg gaggtcctgg atgcagccca cccactgcgc 

tggcttgtcc gcaccaagcc caccaagtcc agcccctcac ggcagggctg ggtgtcacca 

ISO 

gcctacctgg acaggaggct caagctgtca cctgagtggg gggccgctga ggcccctgag 

^^^"^Srggg aggctgtgtc tgaagacgaa tacaaggcaa ggctgagctc tgtgatccag 

gagctgctga gttctgagca ggccttcgtg gaggagctgc agttcctgca gagccaccac 
360 

ctgcagcacc tggagcgctg cccccacgtg cccatagctg tggccggcca gaaggcagtc 
420 

480^^^^^^^ ^tgtgcggga catcggccgc ttccacagca gcttcctgca ggagttgcag 

cagtgcgaca cggacgacga cgtggccatg tgcttcatca agaaccaggc ggcctttgag 
54 0 

cagtacctgg agttcctggt gggacgtgtg caggctgagt cggtggtcgt cagcacggcc 
600 

atccaggagt tctacaagaa atacgcgt 
628 

<210> 644 
<211> 209 
<212> PRT 

<213> Homo sapiens 
<400> 644 

Xaa He Phe Asp He Tyr Val Val Thr Ala Asp Tyr Leu Pro Leu Gly 

1 5 10 15 

Ala Glu Gin Asp Ala He Thr Leu Arg Glu GLy Gin Tyr Val Glu Val 
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20 


25 








30 






Leu 


Asp 


Ala 


Ala 


His Pro Leu Arg Trp Leu 


Val 


Arg 


Thr 


Lys 


Pro 


Thr 






35 




40 






45 








Lys 


Ser 


Ser 


Pro 


Ser Arg Gin Gly Trp Val 


Ser 


Pro 


Ala 


Tyr 


Leu 


Asp 




50 






55 




60 










Arg 


Arg 


Leu 


Lys 


Leu Ser Pro Glu Trp Gly Ala 


Ala 


Glu 


Ala 


Pro 


Glu 


65 








70 


75 










80 


Phe 


Pro 


Gly 


Glu 


Ala Val Ser Glu Asp Glu Tyr 


Lys 


Ala 


Arg 


Leu 


Ser 










85 90 










95 




Ser 


Val 


He 


Gin 


Glu Leu Leu Ser Ser Glu 


Gin 


Ala 


Phe 


Val 


Glu 


Glu 








100 


105 








110 






Leu 


Gin 


Phe 


Leu 


Gin Ser His His Leu Gin 


His 


Leu Glu Arg Cys 


Pro 






115 




120 






125 








His 


Val 


Pro 


He 


Ala Val Ala Gly Gin Lys 


Ala 


Val 


He 


Phe 


Arg 


Asn 




130 






135 




140 










Val 


Arg 


Asp 


He 


Gly Arg Phe His Ser Ser 


Phe 


Leu 


Gin 


Glu 


Leu 


Gin 


145 








150 


155 










160 


Gin 


Cys 


Asp 


Thr 


Asp Asp Asp Val Ala Met 


Cys 


Phe 


He 


Lys 


Asn 


Gin 










165 170 










175 




Ala 


Ala 


Phe 


Glu 


Gin Tyr Leu Glu Phe Leu 


Val 


Gly Arg 


Val 


Gin 


Ala 








180 


185 








190 






Glu 


Ser 


val 


Val 


Val Ser Thr Ala He Gin 


Glu 


Phe 


Tyr 


Lys 


Lys 


Tyr 






195 




200 






205 









Ala 



<210> 645 
<211> 417 
<212> DNA 

<213> Homo sapiens 
<400> 645 

atccataggc attgccagag tattcacttc ctgttggagg cacacagggg agaggcctgt 
60 

gaggggaagg gcatcaatgc agggctgggg tgtgggaagg tctgcagggc tggcaatggg 
120 

caagctcagg aatggtgggg gagacagttg gagccacggc agggacaatg gagctcagaa 
ISO 

ggtccctctg tcatcccttt tggaacccat tgatctggaa aatttggggc agtgtccttt 
240 

tccgtaggta ctggaggcac tggcttgaca tactacagcc ctcccaggag gcccagaagg 
300 

tagatgttat aactaccccc attctccaga tgaagaaact gagcctctgg gatctgcgga 
360 

agctcccaga gctggagcag ttagtccctg ggccctacac tcacagcaca gtttccc 
417 

<210> 646 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400>. 646 

Met Val Gly Glu Thr Val Gly Ala Thr Ala Gly Thr Met Glu Leu Arg 
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^ 5 10 ' 15 

Arg Ser Leu Cys His Pro Phe Trp Asn Pro Leu lie Trp Lys lie Trp 

20 25 30 

Gly Ser Val Leu Phe Arg Arg Tyr Trp Arg His Trp Leu Asp He Leu 

35 40 45 

Gin Pro Ser Gin Glu Ala Gin Lys Val Asp Val He Thr Thr Pro He 

50 55 60 

Phe Gin Met Lys Lys Leu Ser Leu Trp Asp Leu Arg Lys Leu Pro Glu 
^5 70 75 80 

Leu Glu Gin Leu Val Pro Gly Pro Tyr Thr His Ser Thr Val Ser 
85 90 95 

<210> 647 
<211> 421 
<212> DNA 

<213> Homo sapiens 
<400> 647 

acgcgtttcg gttcttgagc gcttccacca actcagcggt ggtgagcggc ccctgtgcat 
6 0 

ifo^*^^^"^ SS'^S^tcaga taggcgatat ccgcctcgtt cagctgcacg gtgccgttat 

cggtagccat gcgtggcgaa ctcctttggc atgggaaaat cgggtgaggc caacgggcac 
180 

agcaacagga cgtgtccctt gcggcacgtg gcaacacgtc agtatagcgc gtttccgccg 
ggatttccgt tgaatgaagg caagaagtcg ggcacgcatc cacctgctac cgctcggtgg 

tacgatagcc gcggcgccaic caggttggct acattccaaa cgcaacgcag gaacccgcat 

360 

gaacagcgtt tttcgcaaca aaccccttat gacgctggct ctcgggcatt tcagtgtcga 
c 

421 

<210> 648 
<211> 90 

<212> PRT 

<213> Homo sapiens 
<400> 648 

Met Gly Lys Ser Gly Glu Ala Asn Gly His Ser Asn Arg Thr Cys Pro 

/ . = 10 15 

Leu Arg His Val Ala Thr Arg Gin Tyr Ser Ala Phe Pro Pro Gly Phe 

20 2S 30 

Pro Leu Asn Glu Gly Lys Lys Ser Gly Thr His Pro Pro Ala Thr Ala 

35 40 4s 

Arg Trp Tyr Asp Ser Arg Gly Ala Thr Arg Leu Ala Thr Phe Gin Thr 

50 . 55 60 

Gin Arg Arg Asn Pro His Glu Gin Arg Phe Ser Gin Gin Thr Pro Tyr 
" 70 ,5 . 

Asp Ala Gly Ser Arg Ala Phe Gin Cys Arg 
85 90 
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<210> 649 
<211> 563 
<212> DNA 
<213> Homo sapiens 

<400> 649 

cgcaacacgc ataaacacat gtgctcctcc 
60 

gacctcagtg tccaggcttg tgcatttagg 
120 

cagtctatgt gtgcactgtc tgtctgtctg 
180 

gaggggaagg caccaatgga aggtgggggc 
240 

tgtctggctt tccctcctgg aaaccccgag 
300 

tctctcgctc aagcacgtcc cttctaagag 
360 

aagcctagat tcgctgccaa gaaggccgac 

420 

tgcacaggca cgcactcaaa tccccccctc 
480 

cccgaaacac acaaagacac ggttggacac 
540 

catggagcgc atctgacccc ggg 
563 



gagactcagc tacttccttt gccctctctg 
ggctcaggtt tgggctctgt gcctatgagc 
tccgtctgcc agcaaccttc aaggccccag 
agggaaggag gtagcgttga caagttccaa 
ctggggctgg cccccccttc ccttcctgtc 
cccctctctg cagacgcccc cagtggaacc 
attttttaga cttgccacgt taaaggggcc 
catgtcctcc gcctgtgcac attcaggcaa 
agcggccacc tgtgcacaca ggaggtagca 



<210> 650 
<211> 106 
<212> PRT 
<213> Homo sapiens 



<400> 650 

Met His Lys His Met Cys Ser Ser 

1 5 
Ser Leu Asp Leu Ser Val Gin Ala 
20 

Gly Ser Val Pro Met Ser Gin Ser 

35 40 
Ser Val Cys Gin Gin Pro Ser Arg 

50 55 
Glu Gly Gly Gly Arg Glu Gly Gly 
65 70 
Ala Phe Pro Pro Gly Asn Pro Glu 
85 

Pro Val Ser Leu Ala Gin Ala Arq 
100 



Glu Thr Gin Leu Leu Pro Leu Pro 

10 15 
Cys Ala Phe Arg Gly Ser Gly Leu 
25 30 
Met Cys Ala Leu Ser Val Cys Leu 
45 

Pro Gin Glu Gly Lys Ala Pro Met 
60 

Ser Val Asp Lys Phe Gin Cys Leu 

75 80 
Leu Gly Leu Ala Pro Pro Ser Leu 

50 95 
Pro Phe 
105 



<210> 651 

<211> 351 

<212> DNA 

<213> Homo sapiens 



<400> 651 
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gaactcttca acaagccctc 
60 

cataatggag tccatggggt 
120 

taggtgtcag cagcggaatt 
180 

ttctggatac aagcatacga 
240 

gtcgtcctcc acaccttttc 
300 

cttacaagcg tacattgata 
351 



ctgctctagg atcaaggata 
caaagttatc tcctggagct 
gtattcccat tggagagcag 
ttggactaca atcctcatct 
cttttagaac tggattgaca 
aaagcacaca actgcctggt 



gacctataca aggtccaaac 
cagcagttga tggatatggt 
cttcagtcgg tgttgggcaa 
accttaggaa ccttaaacaa 
tctgggaacg tgaccgaaaa 
ggagagaatt c 



<2I0> 652 
<211> 95 

<212> PRT 

<213> Homo sapiens 



<400> 652 

Met Glu Ser Met Gly Ser Lys Leu Ser Pro Gly Ala Gin Gin Leu Met 

^5 10 15 

Asp Met Val Arg Cys Gin Gin Arg Asn Cys lie Pro He Gly Glu Gin 

20 25 30 

Leu Gin Ser Val Leu Gly Asn Ser Gly Tyr Lys His Met He Gly Leu 

35 40 45 

Gin Ser Ser Ser Thr Leu Gly Thr Leu Asn Lys Ser Ser Ser Thr Pro 

50 55 60 

Phe Pro Phe Arg Thr Gly Leu Thr Ser Gly Asn Val Thr Glu Asn Leu 
65 70 75 80 

Gin Ala Tyr He Asp Lys Ser Thr Gin Leu Pro Gly Gly Glu Asn 
85 90 95 

<210> 653 
<211> 399 
<212> DNA 

<213> Homo sapiens . 
<400> 653 

nncccgggtg gggctggggt ggggccagca tcagaggagg acatgaccaa gctgtgcaac 
60 

caccggcgga aagctgttgc tatggcaact ctgtaccgca gcatggagac cacctgctca 
120 

cactcttctc ctggagaggg agcgagcccc caaatgttcc acactgtgtc cccagggccc 
180 

ccctctgccc gccctccctg tcgagttcct cctacaactc cacttaatgg gggtcctggc 
240 

tcccttcccc cagaaccacc ctcagtttcc caggcctttc ccactctagc aggccctggg 

gggcttttcc ccccaaggct tgctgaccca gtcccttctg ggggcagtag cagcccccgt 
360 

ttcctcccaa ggggcaatgc cccctctcca gccccacct 
399 



<210> 654 
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<211> 133 
<212> PRT 
<:213> Homo sapiens 

<400> 654 



Xaa 


Pro 


Gly 


Gly 


Ala Gly Val Gly Pro Ala Ser Glu Glu Asp Met Thr 


1 








5 






10 15 


Lys 


Leu 


Cys 


Asn 


His Arg Arg Lys Ala Val Ala Met Ala Thr Leu Tyr 








20 






25 


30 


Arg 


Ser 


Met 


Glu 


Thr Thr 


Cys 


Ser His 


Ser Ser Pro Gly Glu Gly Ala 






35 








40 


45 


Ser 


Pro 


Gin 


Met 


Phe His 


Thr 


Val. Ser 


Pro Gly Pro Pro Ser Ala Arg 




50 








55 




60 


Pro 


Pro 


Cys 


Arg 


Val Pro 


Pro 


Thr Thr 


Pro Leu Asn Gly Gly Pro Gly 


65 








70 






75 80 


Ser 


Leu 


Pro 


Pro 


Glu Pro 


Pro 


Ser Val 


Ser Gin Ala Phe Pro Thr Leu 










85 






90 95 


Ala 


Gly 


Pro 


Gly 


Gly Leu 


Phe 


Pro Pro 


Arg Leu Ala Asp Pro Val Pro 








100 






105 


110 


Ser 


Gly 


Gly 


Ser 


Ser Ser 


Pro 


Arg Phe 


Leu Pro Arg Gly Asn Ala Pro 






115 








120 


125 


Ser 


Pro 


Ala 


Pro 


Pro 










130 















<210> 655 

<211> 368 

<212> DNA 

<213> Homo sapiens 

<400> 655 

tgaaggaaat tctctatggc ttgtgttcat catgtagaac agcccatgag gagaatagga 
60 

gatgaggtgg gaagtgcact gggatctggg ggaagaagcc cggggttcaa gactcagcta 
120 

ctgactgcat ggtgtcaaag gattcgggca tcctctctga ggctgagtct tcagatgaca 
180 

gtgagaacag ggacacctgc cctgcccttc tcacggggcg tgtgggcacc catgagcatg 
.240 

cttgacaaat gcaaggtgcc atacaaacag gaactgcaca atctcaccgc ccggcctact 
300 

cagcattgtt atttttacct ttacatctat atgaagatgt agctccattc cttttaactg 
360 

ttgttttc 
368 

<210> 656 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 656 

Met Ala Cys Val His His Val Glu Gin Pro Met Arg Arg lie Gly Asp 

1 5 10 15 

Glu Val Gly Ser Ala Leu Gly Ser Gly Gly Arg Ser Pro Gly Phe Lys 
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20 25 30 

Thr Gin Leu Leu Thr Ala Trp Cys Gin Arg lie Arg Ala Ser Ser Leu 

35 40 45 

Arg Leu Ser Leu Gin Met Thr Val Arg Thr Gly Thr Pro Ala Leu Pro 

50 55 €0 

Phe Ser Arg Gly Val Trp Ala Pro Met Ser Met Leu Asp Lys Cys Lys 
65 70 75 80 

Val Pro Tyr Lys Gin Glu Leu His Asn Leu Thr Ala Arg Pro Thr Gin 

85 90 95 

His Cys Tyr Phe Tyr Leu Tyr He Tyr Met Lys Met 
100 105 

<210> 657 
<211> 330 
<212> DNA 
<213> Homo sapiens 

<400> 657 

gtcgaccacg gcatgaaaaa gccggggatg atcctcatca acaacccctg gggcgagtcc 
60 

aacgaggcgg gcttcaagcg cgccctcgaa gagcgtggca tggccaacgc cggtgtcgag 

120 

cgtattcagg acagcgacct ggacgtggtg ccgcaattga ccccgcctga aaaacgccgg 
180 

tgccgacacc ttgctgatgg tcggcaacgt cggcccttcg gcacaggtgg tcaagtccct 
240 

ggaccgcatg ggttgggacg tgcctgtggt gtctcactgg gggccggccg gnggtcgctt 
300 

tggcgagctg gcggggccta acgcttctcg 
330 

<210> 658 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 658 

Met Lys Lys Pro Gly Met He Leu He Asn Asn Pro Trp Gly Glu Ser 

1 5 10 15 . 

Asn Glu Ala Gly Phe Lys Arg Ala Leu Glu Glu Arg Gly Met Ala Asn 

20 25 30 

Ala Gly Val Glu Arg He Gin Asp Ser Asp Leu Asp Val Val Pro Gin 

35 40 45 

Leu Thr Pro Pro Glu Lys Arg Arg Cys Arg His Leu Ala Asp Gly Arg 

50 55 . 60 

Gin Arg Arg Pro Phe Gly Thr Gly Gly Gin Val Pro Gly Pro His Gly 
65 70 75 80 

Leu Gly Arg Ala Cys Gly Val Ser Leu Gly Ala Gly Arg Xaa Ser Leu 

85 90 95 

Trp Arg Ala Gly Gly Ala 
100 

<210> 659 
<211> 1505 
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<212> DNA 

<213> Homo sapiens 
<400> 659 

gccaggatca tgtccaccac cacatgccaa 
60 

ctggccggct gcatcgcggc caccgggatg 
120 

aaccccgtca cctccgtgtt ccagtacgaa 
180 

tcaggcttca ccgaatgcag gccctatttc 
240 

gcagtgcgag ccctgatgat cgtaggcatc 
300 

atctttgccc tgaaatgcat ccgcattggc 
360 

acactgacct ccgggatcat gctcattgtc 

420 

gtgtttgcca acatgctggt gactaacttc 
480 

atgggtggga tggtgcagac tgttcagacc 
540 

ggctgggtcg ctggaggcct cacactaatt 
600 

ggcctggcac cagaagaaac caactacaaa 
660 

gttgcctaca agcctggagg cttcaaggcc 

720 

aagaagatat acgatggagg tgcccgcaca 
780 

cacgactatg tgtaatgctc taagacctct 
840 

tcacccaaaa aacaaggaga tcccatctag 
900 

agttagaaaa gcctcgattt catctttgga 
960 

tctctaaata ttccaccata aaacagctga 
1020 

attttcaatc ctctacttct ttttttaaat 
1080 

ttttaatctc tctctcacat tttgatgatt 
1140 

ataaacccat tgatgatcta tttcccagct 
1200 

gtagacccaa agatgttatt ttctgctgtt 
1260 

tagtaataaa cacttactga agaagaagca 
1320 

cccatgatct cggttttctt acactgtgat 
1380 

agtttgaggc aaccaaacct ttctactgcc 
1440 

tctaggagtt tcctgagctc tccactggag 
1500 



gtggtggcgt tcctcctgtc catcctgggg 
gacacgtgga gcacccagga cctgtacgac 
gggctctgga ggagctgcgt gaggcagagt 
accatcctgg gacttccagc catgctgcag 
gtcctgggtg ccattggcct cctggtatcc 
agcatggagg actccgccaa agccaacatg 
tcaggtcttt gtgcaattgc tggagtgtct 
tggatgtcca cagctaacat gtacaccggc 
aggtacacat ttggtgcggc tctgttcgtg 
gggggtgtga tgatgtgcat cgcctgccgg 
gccgtttctt atcatgcctc aggccacagt 
agcactggct ttgggtccaa caccaaaaac 
gaggacgagg tacaatctta tccttccaag 
cagcacgggc ggaagaaact cccggagagc 
atctcttctt gcttttgact cacagctgga 
gaggccaagt ggtcttagcc tcagtctctg 
gttatttatg aattagaagc tatagctcac 
ataactttct actctgatga gagaatgtgg 
tagacagact ccccctcttc ctcctagtca 
tatccccaag aaaacttttg aaaggaaaga 
tgaattttgt ctccccaccc ccaacttggc 
ataagagaaa gatatttgta atctctccag 
ctcaaaagtt accaaaccaa agtcattttc 
gttgacatct tcctattaca gcaacaccat 
tcctcccctt ctgtcgtctt ctcgcagcgg 
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taccc 
1505 

<210> 660 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 660 

Met Ser Thr Thr Thr Cys Gin Val Val Ala Phe Leu Leu Ser lie Leu 

15 10 15 

Gly Leu Ala Gly Cys He Ala Ala Thr Gly Met Asp Met Trp Ser Thr 

20 25 30 

Gin Asp Leu Tyr Asp Asn Pro Val Thr Ser Val Phe Gin Tyr Glu Gly 

35 40 45 

Leu Trp Arg Ser Cys Val Arg Gin Ser Ser Gly Phe Thr Glu Cys Arg 

50 55 60 

Pro Tyr Phe Thr He Leu Gly Leu Pro Ala Met Leu Gin Ala Val Arg 
^5 70 75 80 

Ala Leu Met He Val Gly He Val Leu Gly Ala He Gly Leu Leu Val 

85 90 95 

Ser He Phe Ala Leu Lys Cys He Arg He Gly Ser Met Glu Asp Ser 

100 105 110 

Ala Lys Ala Asn Met Thr Leu Thr Ser Gly. He Met Phe He Val Serr 

120 125 
Gly Leu Cys Ala He Ala Gly Val Ser Val Phe Ala Asn Met Leu Val 

130 135 140 

Thr Asn Phe Trp Met Ser Thr Ala Asn Met Tyr Thr Gly Met Gly Gly 
145 ISO 155 160 

Met Val Gin Thr Val Gin Thr Arg Tyr Thr Phe Gly Ala Ala Leu Phe 

165 170 175 

Val Gly Trp Val Ala Gly Gly Leu Thr Leu He Gly Gly Val Met Met 

180 185 190 

Cys He Ala Cys Arg Gly Leu Ala Pro Glu Glu Thr Asn Tyr Lys Ala 

195 200 205 

Val Ser Tyr His Ala Ser Gly His Ser Val Ala Tyr Lys Pro Gly Gly 

210 215 220 

Phe Lys Ala Ser Thr Gly Phe Gly Ser Asn Thr Lys Asn Lys Lys He 
225 ,230 235 240 

Tyr Asp Gly Gly Ala Arg Thr Glu Asp Glu Val Gin Ser Tyr Pro Ser 

245 250 255 

Lys His Asp Tyr Val 
260 

<210> 661 
<211> 451 
<212> DNA 

<213> Homo sapiens 
<400> 661. 

nnacgcgtgt agtttgtgta tcggcgcgga actcgccgcg tctgatctcg aggagcttcc 
60 

cccacggacg agattttaac cttgcttgcc ggaggcggtg acgacgagcc agagtggcat 
120 
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gacaaggcat tatgtgccca gactgatccg gaggcattct tccctgaaaa gggtggatcc 
180 

acccgtgagg ccaagcgcat ctgtgagtcc tgtgaggtcc gccaggagtg cttggagtac 
240 

gcccttgcga atgacgagag gttcggaatc tggggcggat tgtccgagat ggagaggcgt 
300 

cggctgcgca agcgggcgtg acctgacgcc ggagcgcggt cattgacacg gcccggtaaa 
360 

atgccctgtc tgcccgggat ggctgtctgc acgatgcggc atatgcgatg atcgcagacg 
420 

tggtgtgcat cccgtgctcc atgacgtcga c 
451 

<210> 662 
<211> 85 
<212> PRT 

<213> Homo sapiens 
<400> 662 

Met Asp Glu lie Leu 

1 5 
Glu Trp His Asp Lys 
20 

Phe Pro Glu Lys Gly 
35 

Ser Cys Glu Val Arg 

50 

Glu Arg Phe Gly lie 
65 

Leu Arg Lys Arg Ala 
85 

<210> 663 
<211> 552 
<212> DNA 

<213> Homo sapiens 
<400> 663 

ctcgagcgtc tcgacgccga cgccgcccag ggagccaagg aagacctctc gcagcgcgac 
60 

ccctacgacg tgctcgtcgt aggggcgggt cccgccggtg ccgcggccgc cgtgtacgcg 
120 

gcccgtaagg gcattcgcac cgccatggtc gggtctcgga tcggcggcca ggtactcgat 
180 

accgaggcca tcgacaacct catctcggtg ccgcacacca ccggtccgcg tctggccgac 
240 

gccctccgca gccacgtcaa cgactacaac attgacgtta ttgagcgtca gaccgccagc 
300 

gccatagaga ccaccggcgg tatgaccacc gtgcatctga ccgacggcga cctgcgggcg 
360 

cgctcagtca tcgtggccac cggtgcccgc tggcgcaacc ttggcgtacc tggcgaggag 
420 

gaataccgca ccaagggtgt gacctactgc ccgcactgcg acggcccgct actcacaggc 
480 



Thr Leu Leu Ala Gly Gly Gly Asp Asp Glu Pro 

10 15 
Ala Leu Cys Ala Gin Thr Asp Pro Glu Ala Phe 

25 30 
Gly Ser Thr Arg Glu Ala Lys Arg lie Cys Glu 

40 45 
Gin Glu Cys Leu Glu Tyr Ala Leu Ala Asn Asp 

55 60 
Trp Gly Gly Leu Ser Glu Met Glu Arg Arg Arg 
70 75 80 
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aaaaaggtgg ccgtcgtcgg aggtggaaac tccggtattg aggccgctat cgacctcgcc 
540 

ggcgccgtcg ac 
552 

<210> 664 
<211> 184 
<212> PRT 

<213> Homo sapiens 
<400> 664 

Leu Glu Arg Leu Asp Ala Asp Ala Ala Gin Gly Ala Lys Glu Asp Leu 
. ^ 5 10 15 

Ser Gin Arg Asp Pro Tyr Asp Val Leu Val Val Gly Ala Gly Pro Ala 

20 25 30 

Gly Ala Ala Ala Ala Val Tyr Ala Ala Arg Lys Gly lie Arg Thr Ala 

35 40 45 

Met Val Gly Ser Arg He Gly Gly Gin Val Leu Asp Thr Glu Ala He 

50 55 60 

Asp Asn Leu He Ser Val Pro His Thr Thr Gly Pro Arg Leu Ala Asp 
^5 70 75 80 

Ala Leu Arg Ser His Val Asn Asp Tyr Asn He Asp Val He Glu Arg 

85 90 95 

Gin Thr Ala Ser Ala lie Glu Thr Thr Gly Gly Met Thr Thr Val His 

100 105 110 

Leu Thr Asp Gly Asp Leu Arg Ala Arg Ser Val He Val Ala Thr Gly 

115 120 125 

Ala Arg Trp Arg Asn Leu Gly Val Pro Gly Glu Glu Glu Tyr Arg Thr 

130 135 140 

Lys Gly Val Thr Tyr Cys Pro His Cys Asp Gly Pro Leu Phe Thr Gly 
145 150 155 160 

Lys Lys Val Ala Val Val Gly Gly Gly Asn Ser Gly He Glu Ala Ala 

165 170 175 

He Asp Leu Ala Gly Val Val Asp 
180 



<210> 665 

<211> 352 

<212> DNA 

<213> Homo sapiens 



<400> 665 

acgcgtacag ttcgccgtcg aggttgaaca ccacgatcgg tgtaccggtc acttcgtcga 
60 

acacgctctt catttcgccc ggcagcagtt cggcgccggc gcagacaaag gtccaggcct 
120 

cgctcacgcg gtggccccgg ccagcggctt ttccaggatc tcgaaacgca ggtcgtcgco 
180 

cttggggatg ccgaatcgtt cgtcgccata cgggaacggc ttcttgatgc cggtgcgcag 
240 

gtagccgcgg cgctcgtaga agcgatcaga tcgcgcgcac gtcgatcact gtcatctgca 
300 

ttaccggcac gttccattcg cgcgcggcgt gggcttcggc ggcgtccatc aa 
352 
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<210> 666 

<211> 105 

<212> PRT 

<213> Homo sapiens 



<400> 666 

Met Glu Arg Ala Gly Asn Ala Asp Asp Ser Asp Arg Arg Ala Arg Asp 

15 10 15 

Leu lie Ala Ser Thr Ser Ala Ala Ala Thr Cys Ala Pro Ala Ser Arg 

20 25 30 

Ser Arg Ser Arg Met Ala Thr Asn Asp Ser Ala Ser Pro Ser Ala Thr 

35 40 45 

Thr Cys Val Ser Arg Ser Trp Lys Ser Arg Trp Pro Gly Pro Pro Arg 

50 55 60 

Glu Arg Gly Leu Asp Leu Cys Leu Arg Arg Arg Arg Thr Ala Ala Gly 
65 70 75 80 

Arg Asn Glu Glu Arg Val Arg Arg Ser Asp Arg Tyr Thr Asp Arg Gly 

85 90 95 

Val Gin Pro Arg Arg Arg Thr Val Arg 
100 105 

<210> 667 
<211> 391 
<212> DNA 

<213> Homo sapiens 

<400> 667 

nacgcgtacg aatcggtgtt gcgtcgcaac ccaggggagg ccgagttcca ccaggctgtg 
60 

cgggagatct ttgaatctct cggcccggtg ctcgacaaga atccgcagta cgtggaggca 

120 

gccgtgttgt cgcgcatctg cgaaccggaa cgccagatca ttttccgggt gccgtgggtt 
180 

gacgacgagg gcaagatccg tatcaaccgt ggcttccgcg ttgaatattc gtcggtactg 
240 

gggccgtata agggtggatt gcgattccac ccctcggtgt acttaggaac gattaagttc 
300 

cttggttttg agcagatctt caaaaatgct ctgactggca tgccgatcgg tggcgcgaag 

360 

ggtgggtcgg actttgatcc ccatgacgcg t 
391 

<210> 668 

<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 668 

Xaa Ala Tyr Glu Ser Val Leu Arg Arg Asn Pro Gly Glu Ala Glu Phe 

1 5 .10 15 

His Gin Ala Val Arg Glu lie Phe Glu Ser Leu Gly Pro Val Leu Asp 

20 25 30 

Lys Asn Pro Gin Tyr Val Glu Ala Ala Val Leu Ser Arg He Cys Glu 
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35 40 45 

Pro Glu Arg Gin He He Phe Arg Val Pro Trp Val Asp Asp Glu Gly 

50 55 60 

Ly.s He Arg He Asn Arg Gly Phe Arg Val Glu Tyr Ser Ser Val Leu 
^5 70 75 80 

Gly Pro Tyr Lys Gly Gly Leu Arg Phe His Pro Ser Val Tyr Leu Gly 

85 90 95 

Thr lie Lys Phe Leu Gly Phe Glu Gin He Phe Lys Asn Ala Leu Thr 

100 105 110 

Gly Met Pro He Gly Gly Ala Lys Gly Gly Ser Asp Phe Asp Pro His 
115 120 125 

Asp Ala 
130 

<210> 669 
<211> 707 
<212> DNA 

<213> Homo sapiens 
<400> 669 

nngagtccgt tccccgtcta agctcatcgt ggtggtgctg gcatggccgt caacaaggga 
60 

attgagaaca cccttgctgc cttcggccac gcggtcgagg tgggatgcac ctaccttgaa 
120 

actgacgttc acgcgaccag cgacggggtg ctagtggcct tccacgatcc gatactcgat 
180 . . 

cgcgtcactg aatcaggcgg agtcatcgcc gccatgccgt ggcacaaggt caaacaagcc 
240 

aaggttggcg gcgaaccgat ccccacctta gatgagattt tcgacgcctt tcccgacgcg 
300 

ttcatcaata tcgacatcaa gcatgatggc gccaccatgc cgctcatcga cgttctttcc 
360 

cgtcaccggg cttggagtcg ggtttgcgtc gggtcgttca gcagtaaacg catccagacc 
420 

ttccgtcgcc tggttcaggg acgcactgcg actgcagtgg ggtcggtggg agtcnnggct 
480 

gggctgtcat cagccctcat agcatgcaga tggcacagtc ccatgggaat gcgtaccagg 
540 

tgccgcaccg cttgacccgg tnatggggtg ccccttgtga caccgacctt cattaaagct 
600 

gcccatcgtc aggggcgagc tgttcatgtc tggacggtta atgagatctc tgaggctcga 
660 

gaactgatgg atatgggggt cgacggcatc gtcacagatc gtccgga 
707 

<210> 670 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 670 

Met Ala Val Asn Lys Gly He Glu Asn Thr Leu Ala Ala Phe Gly His 

1 .5 10 15 

Ala Val Glu Val Gly Cys Thr Tyr Leu Glu Thr Asp Val His Ala Thr 
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20 




25 






3 0 




Ser 


Asp 


Gly Val Leu Val Ala 


Phe 


His 


Asp 


Pro He Leu 


Asp Arg 


vai 






35 


40 






45 






Thr 


Glu 


Ser Gly Gly Val He 


Ala 


Ala 


Met 


Pro Trp His 


Lys Val 


Lys 




50 


55 








60 






Gin 


Ala 


Lys Val Gly Gly Glu 


Pro 


He 


Pro 


Thr Leu Asp 


Glu He 


erne 


65 




70 








75 






Asp 


Ala 


Phe Pro Asp Ala Phe 


He 


Asn 


He 


Asp He Lys 


His Asp 


wiy 




as 






90 




95 




Ala 


Thr 


Met Pro Leu He Asp 


Val 


Leu 


Ser 


Arg His Arg 


Ala Trp 


Ser 






100 




105 






110 




Arg 


Val 


Cys Val Gly Ser Phe 


Ser 


Ser 


Lys 


Arg He Gin 


Thr Phe 


Arg 




115 


120 






125 






Arg 


Leu 


Val Gin Gly Arg Thr Ala Thr Ala Val Gly Ser Val Gly 


Val 




130 


135 








140 






Xaa 


Ala 


Gly Leu Ser Ser Ala 


Leu 


He 


Ala 


Cys Arg Trp 


His Ser 


Pro 


145 




150 








155 




160 


Met 


Gly 


Met Arg Thr Arg Cys 


Arg 


Thr 


Ala 









165 170 



<210> 671 
<211> 444 
<212> DNA 
<213> Homo sapiens 



<400> 671 

acgcgtgggc cttcgggttg 
60 

cagctcagag catggggcgg 
120 

gtgctggaga gggatctggt 
180 

gcgctctcat cctacgtgtt 
240 

gggacgcagt ggggaaccag 
300 

ccacccaggg tgccatttgc 
360 

gtcgccccct gctctgctca 
420 

agggagaaca cccatgcaca 
444 



atgggatcag aaggggacgg 
ccttggctca ccacgcctgc 
tatctccatt ctcttgtctc 
ttgagaaatc gcattgtccc 
acaggcagtt ggaggtctag 
tgggcgccct agggagctgc 
gtgcccactt ccccgggcag 
caac 



gacctgtaga aaggggcctg 
agctgtgaat tcgttctccg 
cacgtggaaa ggaaggacgt 
cagctctgcg ggaggatctg 
tgcgcgccag aagccagttc 
gtgggcatcc agaggagtga 
ggcaggcgtt attaacgtag 



<210> 672 
<211> 103 
<212> PRT 
<213> Homo sapiens 



<400> 672 

Met Gly Ser Glu Gly Asp Gly Thr Cys Arg Lys Gly Pro Ala Ala Gin 

1 5 10 15 

Ser Met Gly Arg Pro Trp Leu Thr Thr Pro Ala Ala Val Asn Ser Phe 

20 25 30 

Ser Gly Ala Gly Glu Gly Ser Gly Tyr Leu His Ser Leu Val Ser Thr 
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35 40 45 

Trp Lys Gly Arg Thr Cys Ala Leu lie Leu Arg Val Leu Arg Asn Arg 

50 55 60 

He Val Pro Ser Ser Ala Gly Gly Ser Gly Asp Ala Val Gly Asn Gin 
65 70 75 80 

Thr Gly Ser Trp Arg Ser Ser Ala Arg Gin Lys Pro Val Pro Thr Gin 

85 90 95 

Gly Ala lie Cys Trp Ala Pro 
100 

<210> 673 
<211> 452 
<212> DNA 
<213> Homo sapiens 

<400> 673 

acgcgtccct gcagaaatcc tctcggccta ggtcatccgc aagatgtggc agggcatgca 

60 . 

ccgtgaaagc cttcaagtct gccgcagcaa gaccgcacgc ctgctgaaat tcgcagttgt 
120 

gccgcggtcc ctgatgcgga caaactcggc caccacgatc agcctgacgc ttgcggacca 
180 

acgttcaaat actgtgcact tgaaacgtcc gggccgcatc acctgggtga ctttgtgcga 
240 

ccgacattac ttatgttcac gctctttcag ttcttgtcaa taccgtattt ttcgtcgacg 
300 

tctccatcag aaaaatgtcg gtgttaccgc accgcagacg atgcgtaccc ttgcgctgac 
360 

gatggaggcc ttgaaaagtg cattagccac tactgggcga atctacggca aaaagctgtt 
420 

actaggcggt gattggggag gcccgtagtg gc 
452 

<210> 674 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 674 



Met Trp Gin Gly Met 


His 


Arg 


Glu 


Ser Leu 


Gin 


Val 


Cys Arg Ser Lys 


1 5 








10 






15 


Thr Ala Arg Leu Leu 


Lys 


Phe 


Ala 


Val Val 


Pro Arg 


Ser Leu Met Arg 


20 








25 






30 


Thr Asn Ser Ala Thr 


Thr 


He 


Ser 


Leu Thr 


Leu 


Ala 


Asp Gin Arg Ser 


35 






40 








45 


Asn Thr Val His Leu 


Lys 


Arg 


Pro 


Gly Arg 


He 


Thr 


Trp Val Thr Leu 


50 




55 








60 




Cys Asp Arg His Tyr 


Leu 


Cys 


Ser 


Arg Ser 


Phe 


Ser 


Ser Cys Gin Tyr 


65 


70 








75 




80 


Arg lie Phe Arg Arg 


Arg 


Leu 


His 


Gin Lys 


Asn 


Val 


Gly Val Thr Ala 


85 








90 






95 


Pro Gin Thr Met Arg 


Thr 


Leu 


Ala 


Leu Thr 


Met 


Glu 


Ala Leu Lys Ser 


100 








105 






110 


Ala Leu Ala Thr Thr 


Gly Arg He 


Tyr Gly 


Lys 


Lys 


Leu Leu Leu Gly 
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115 120 
Gly Asp Trp Gly Gly Pro 
130 

<210> 675 
<211> 8564 
<212> DNA 

<213> Homo sapiens 
<400> 675 

atgtcgggct ccacacagct tgtggcacag 
60 

ccccacagcc tttcctaccc agtgcagatc 
120 

gagtaccagc accactcccg cgactatgcc 
180 

ccccagcggc ggaggccctc cctgctgtct 
240 

gagctccacc tgcggccaga gtcccactca 
300 

gagttcattg aaagcaagcg ccctcggcta 
360 

tcacccctgc tggccacggg ccagcctgcg 
420 

ctgacgggca agctggaacc ggtgtctccc 
480 

gagctggtgc cgccacggct gtccaaggag 
540 

cgagagatca ccatggtaga gcagcagatc 
600 

gaggaggagg ctgccaagcc gcccgagcct 
660 

tcgaagcacc gcagcctggt gcagatcatc 
720 

gcacatcgga ttctggaagg cctggggccc 
780 

tccgacaccc ggcagtatca tgagaacatc 
840 

atcttgtact tcaagaggag gaatcacgct 
900 

cgctatgacc agctcatgga ggcctgggaa 
960 

cggcggcggg ccaaggagag caaggtgcgc 
1020 

cgcaagcagc gcgagctgca ggagcgcatg 
1080 

ctgtccatgt cggccgcccg cagcgagcac 
1140 

gagcaggaga acctggagaa gcagatgcgc 
1200 

gacgctgacc agcagcgcat caagttcatc 
1260 

aaggtgtaca aagaccgcca ggtcatgaac 
1320 



125 



acgtggaggg ccactgagcc ccgctacccg 
gcccggacgc acacggacgt cgggctcctg 
tcccacctgt cgccgggctc catcatccag 
gagttccagc ccgggaatga acggtcccag 
tacctgcccg agctggggaa gtcagagatg 
gagctgctgc ctgaccccct gctgcgaccg 
ggatctgaag acctcaccaa ggaccgtagc 
cccagccccc cgcacactga ccctgagctg 
gagctgatcc agaacatgga ccgcgtggac 
tctaagctga agaagaagca gcaacagctg 
gagaagcccg tgtcaccgcc gcccatcgag 
tacgacgaga accggaagaa ggctgaagct 
caggtggagc tgccgctgta caaccagccc 
aaaataaacc aggcgatgcg gaagaagcta 
cggaaacaat gggagcagaa gttctgccag 
aaaaaggtgg agcgcatcga gaacaacccc 
gagtactacg aaaagcagtt ccctgagatc 
cagggcaggg tgggccagcg gggcagtggg 
gaggtgtcag agatcatcga tggcctctca 
cagctggccg tgatcccgcc catgctgtac 
aacatgaacg ggcttatggc cgaccccatg 
atgtggagtg agcaggagaa ggagaccttc 
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cgggagaagt tcatgcagca tcccaagaac tttggcctga tcgcatcatt cctggagagg 
1380 

aagacagtgg ctgagtgcgt cctctattac tacctgacta agaagaatga gaactataag 
1440 

agcctggtga gacggagcta tcggcgccgc ggcaagagcc agcagcagca acaacagcag 
1500 

cagcagcagc agcagcagca gcagcagcag cagcccatgc cccgcagcag ccaggaggag 
1560 

aaagatgaga aggagaagga aaaggaggcg gagaaggagg aggagaagcc ggaggtggag 
1620 

aacgacaagg aagacctcct caaggagaag acagacgaca cctcagggga ggacaacgac 
1680 

gagaaggagg ctgtggcctc caaaggccgc aaaactgcca acagccaggg aagacgcaaa 
1740 

ggccgcatca cccgctcaat ggctaatgag gccaacagcg aggaggccat caccbcccag 
1800 

cagagcgccg agctggcctc catggagctg aatgagagtt ctcgctggac agaagaagaa 
1860 

atggaaacag ccaagaaagg tctcctggaa cacggccgca actggtcggc catcgcccgg 
1920 

atggtgggct ccaagactgt gtcgcagtgt aagaacttct acttcaacta caagaagagg 
1980 

cagaacctcg atgagatctt gcagcagcac aagctgaaga tggagaagga gaggaacgcg 
2040 

cggaggaaga agaagaaagc gccggcggcg gccagcgagg aggctgcatt cccgcccgtg 
2100 

gtggaggatg aggagatgga ggcgtcgggc gtgagcggaa atgaggagga gatggtggag 
2160 

gaggctgaag ccttacatgc ctctgggaat gaggtgccca gaggggaatg cagtggccca 
2220 

gccactgtca acaacagctc agacaccgag agcatcccct ctcctcacac ggaggccgcc 
2280 

aaggacacag ggcagaatgg gcccaagccc ccagccaccc tgggcgccga cgggccaccc 
2340 

ccaggcccac ccaccccacc acggaggaca tcccgggccc ccattgagcc caccccggcc 
2400 

tctgaagcca ccggagcccc tacgccccca ccagcacccc catcgccctc tgcacctcct 
2460 

cctgtggtcc ccaaggagga gaaggaggag gagaccgcag cagcgccccc agtggaggag 
2520 

ggggaggagc agaagccccc cgcggctgag gagctggcag tggacacagg gaaggccgag 
2580 

gagcccgtca agagcgagtg cacggaggaa gccgaggagg ggccggccaa gggcaaggac 
2640 

gcggaggccg ctgaggccac ggccgagggg gcgctcaagg cagagaagaa ggagggcggg 
2700 

agcggcaggg ccaccactgc caagagctcg ggcgcccccc aggacagcga ctccagcgct 
2760 

acctgcagtg cagacgaggt ggatgaggcc gagggcggcg acaagaaccg gctgctgtcc 
2820 

ccaaggccca gcctcctcac cccgactggc gacccccggg ccaatgcctc accccagaag 
2880 

ccactggacc tgaagcagct gaagcagcga gcggctgcca tcccccccat ccaggtcacc 
2940 
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aaagtccatg agcccccccg ggaggacgca 
3000 

ccgccaccgc aaaacctgca gccggagagc 
3060 

cggggcaaga gcaggagccc ggcacccccc 
3120 

cagaagctgc ctggggaccc cccttgctgg 
3180 

cgtgaggtga tcaaggcctc cccgcatgcc 
3240 

cctggccacc cactgcccct gggcctccat 
3300 

cccaccatct ccaacccgcc tcccctcatc 

3360 

aggcaaatag gtgccatctc ccaaggaatg 
3420 

catgccaagg ccccggtggg ccctgtcacc 
3480 

aagctggcac ccttcagcgg agtgaagcag 
3540 

ccaccggaga gcctgggggt gcccacagcc 
3600 

ctgggctcag tcccgggcgg aagcatcacc 
3660 

gacagcgcca tcacataccg cggctccatc 
3720 

aagggcacca tcaccaggat catcggcgag 
3780 

gaggacagcc tgcccaaggg ccacgtcatc 
3840 

tatgagggtg gcatgtctgt gacccagtgc 
3900 

cccccccatg agacggccgc ccccaagcgc 
3960 

agagccatct cctcagccag catcgaaggt 
4020 

cacagccccc accaccccaa agagcagcac 
4080 

cctcggtcct acgtggaggc acaggaggac 
4140 

cgggagggca cgcctccgcc cccaccgccc 
4200 

caggccctgg gccccctgaa gctgaagccg 
4260 

gaggcgggcc gctccatcca tgagatcccg 
4320 

cccctggccc cgcggccgct caaggagggc 
4380 

gacaccggcg cgtccaccac tggctccaaa 
4440 

cccggccgga cgttcccacc cgtgcacccg 
4500 

gaacgtgcct gctacgagga gagcctgaag 
4560 



gctcccacca agccagctcc cccagcccca 
gacgcccctc agcagcctgg cagcagcccc 
gccgacaagg aggccttcgc agccgaggcc 
acttccggcc tgcccttccc cgtgcccccc 
ccggacccct cagccttctc ctacgctcca 
gacactgccc ggcccgtcct gccgcgccca 
tcctctgcca agcaccccag cgtcctcgag 
tcggtccagc tccacgtccc gtactcagag 
atggggctgc ccctgcccat ggaccccaaa 
gagcagctgt ccccacgggg ccaggctggg 
caggaggcgt ccgtgctgag agggacagct 
aaaggcattc ccagcacacg ggtgccctcg 
acccacggca cgccagctga cgtcctgtac 
gacagcccga gtcgcttgga ccgcggccgg 
tacgaaggca agaagggcca cgtcttgtcc 
tccaaggagg acggcagaag cagctcagga 
acctatgaca tgatggaggg ccgcgtgggc 
ctcatgggcc gtgccatccc gccggagcga 
cacatccgcg ggtccatcac acaagggatc 
tacctgcgtc gggaggccaa gctcctaaag 
tcacgggacc tgaccgaggc ctacaagacg 
gcccatgagg gcctggtggc cacggtgaag 
cgcgaggagc tgcggcacac gcccgagctg 
tccatcacgc agggcacccc gctcaagtac 
aagcacgacg tacgctccct catcggcagc 
ctggatgtga tggccgacgc ccgggcactg 
agccggccag ggaccgccag cagctcgggg 
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ggctccattg cgcgcggcgc cccggtcatt gtgcctgagc tgggtaagcc gcggcagagc 
4620 

cccctaaccc atgaggacca cggggcaccc tttgccggcc acctcccacg aggttcgccci 
4680 

gtgaccacgc gggagcccac gccgcgcctg caggagggca gcctttcgtc cagcaaggca 
4740 

tcccaggacc gaaagctgac gtcgacgcct cgtgagatcg ccaagtcccc gcacagcacc 
4800 

5^gcccgagc accacccaca ccccatctcg ccctatgagc acctgcttcg gggcgtgagt 

ggcgtggacc tgtatcgcag ccacatcccc ctggccttcg accccacctc cataccccac 
4920 ' 

ggcatccctc tggacgcagc cgctgcctac tacctgcccc gacacctggc ccccaacccc 
4980 

5040^*^*^^^^ ^^^^9^^ccc accctacctc atccgcggct accccgacac ggcggcgctg 
l^^aaccggc agaccatcat caatgactac atcacctcgc agcagatgca ccacaacacg 
5160^^^^^^ ^^Src^^^Scg agctgatatg ctgaggggcc tctcgccccg cgagtcctcg 

ctggcactca actacgctgc gggtccccga ggcatcatcg acctgtccca agtgccacac 
5220 

5280^*^^^^^ ^C9^9ccccc gacaccaggc accccagcca ccgccatgga ccgccttgcc 

tacctcccca ccgcgcccca gcccttcagc agccgccaca gcagctcccc actctcccca 
5340 

ggaggtccaa cacacttgac aaaaccaacc accacgtcct cgtccgagcg ggagcgagac 
5400 

cgggatcgag agcgggaccg ggatcgggag cgggaaaagt ccatcctcac gtccaccacg 
5460 

acggtggagc acgcacccat ctggagacct ggtacagagc agagcagcgg cagcagcggc 

agcagcggcg ggggtggggg cagcagcagc cgccccgcct cccactccca tgcccaccaa 
5580 . ^ 

cactcgccca tctcccctcg gacccaggat gccctccagc agagacccag tgtgcttcac 
5640 

5700^*^^^^ ^5^^999*^at catcaccgct gtggagccca gcacgcccac ggtcctgagg 
5760^*^^^" ^^^cctcacc cgttcgcccg gctgccacat tcccacctgc cacccactgc 

ccactgggcg gcaccctcga tggggtctac cctaccctca tggagcccgt cttgctgccc 
5820 

aaggaggccc cccgggtcgc ccggccagag cggccccgag cagacaccgg ccatgccttc 
5880 

ctcgccaagc ccccagcccg ctccgggctg gagcccgcct cctcccccag caagggctcg 

gagccccggc ccctagtgcc tcctgtctct ggccacgcca ccatcgcccg cacccctqcq 
6000 

aagaacctcg cacctcacca cgccagcccg gacccgccgg cgccacctgc cncggcctcg 
6060 ^ 

gacccgcacc gggaaaagac tcaaagtaaa cccttttcca tccaggaact ggaactccgt 
6X20 

tctctgggtt accacggcag cagctacagc cccgaagggg tggagcccgt cagccctQtg 

61B0 ^ 
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agctcaccca gtctgaccca cgacaagggg 
6240 

agccacctgg agggggagct gcggcccaag 
6300 

gccgcccacc tcccacacct gcggccgctg 
6360 

ctccagaccg ccccaggggt caaaggtcac 
6420 

agtgaggtca tcacacagga ctacacccgg 
6480 

cccgcccccc tctactcctt ccctggggcc 
6540 

cccagcgacc tctacctccc gcccccggac 

6600 

agcgaagggg gcaagaggtc tccagagcca 
6660 

gacggtattg aacctgtgtc cccaccggag 
6720 

gctgtgtacc cgctgctgta ccgggatggg 
6780 

aagtctccag gcaacaccag ccagccgcca 
6840 

tccgccatgg tcaagtccaa gaagcaagag 
6900 

aatgagcctg aatacaatat cagccagcct 
6960 

accggaacag gccttatgac ctatagaagc 

7020 

atggggctgg aggccataat tagaaaggca 
7080 

tccccgccgc tcagcgccaa tgcttttaac 

7140 

gctatgccca taaccgctgc tgacggacgg 
7200 

ggcgggaagg ccaaggtctc tggcagaccc 
7260 

ggcctggcat ctggggaccg gccaccctct 
7320 

aaccgccgga cgccgctcac caaccgcgtg 
7380 

acgccattcc cctacaaccc cctgatcatg 
7440 

cccccaccgg gcctccccgc gggcagcggg 
7500 

gaggagccca agccaccgct ctgctcgcag 
7560 

agaacagggc gggggggggc gggcggtgtw 

7620 

caggagcggg gcggctgccg actcccccaa 
7680 

cctccatcca tctgtccgtc cagagccggc 
7740 

ctcccgcccc gggccggccc tgtgcagacc 
7800 



ctccccaagc acctggaaga gctcgacaag 
cagccaggcc ccgtgaagct tggcggggag 
cctgagagcc agccctcgtc cagcccgctg 
cagcgggtgg tcaccctggc ccagcacatc 
caccacccac agcagctcag cgcacccctg 
agctgccccg tcctggacct ccgccgccca 
catggtgccc cggcccgtgg ctccccccac 
aacaagacgt cggtcttggg tggtggtgag 
ggcatgacgg agccagggca ctcccggagt 
gaacagacgg agcccagcag gatgggctcc 
gccttcttca gcaagctgac cgagagcaac 
atcaacaaga agctgaacac ccacaaccgg 
gggacggaga tcttcaatat gcccgccatc 
caggcggtgc aggaacatgc cagcaccaac 
ctcatgggta aatatgacca gtgggaagag 
cctctgaatg ccagtgccag cctgcccgct 
agtgaccaca cactcacctc gccaggtggc 
agcagccgaa aagccaagtc cccggccccg 
gtctcctcag tgcactcgga gggagactgc 
tgggaggaca ggccctcgtc cgcaggc^cc 
cggctgcagg cgggtgtcat ggcttcccca 
cccctcgctg gcccccacca cgcctgggac 
tacgagacac tctccgacag cgagtgactc 
aggtcccagc gagccacagg aacggccctg 
ccaaggaagg agcccctgag tccgcctgcg 
atccttgcct gtctaaagcc ttaactaaga 
ttactcaggg gatgtttacc tggtgctcgg 
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gaagggaggg gaaggggccg gggagggggc acggcaggcg tgtggcagcc acacacaggc 
7860 

ggccagggcg gccagggacc caaagcagga tgaccacgca cctccacgcc actgcctccc 
7920 

ccgaatgcat ttggaaccaa agtccaaact gagctcgcag cccccgcgcc ctccctccgc 
7980 

ctcccatccc gcttagcgct ctggacagat ggacgcaggc cctgtccagc ccccagtgcg 
6040 

ctcgttctgg tccccacaga ctgccccagc caacgagatt gctggaaacc aagtcaggcc 
8100 

aggtgggcgg acaaaagggc caggtgcggc ctggggggaa cggatgctcc gaggactgga 
8160 

ctgttttttt cacacatcgt tgccgcagcg gtgggaagga aaggcagatg taaatgatgt 
8220 

gttggtttac agggtatatt tttgatacct tcaatgaatt aattcagatg ttttacgcaa 
8280 

ggaaggactt acccagtatt actgctgccg tgcttttgat ctctgcttac cgttcaagag 
8340 

gcgtgtgcag gccgacagtc ggtgacccca tcactcgcag gaccaagggg gcggggactg 
8400 

ctggctcacg ccccgctgtg tcctCGCtcc ctcccttcct tgggcagaat gaattcgatg 
8460 

cgtattctgt ggccgccatt tgcgcagggt ggtggtattc tgtcatttac acacgtcgtt 
6520 

ctaattaaaa agcgaattat actccaaaaa aaaaaaaaaa aaaa 
8564 

<210> 676 
<211> 2518 
<212> PRT 

<213> Homo sapiens 



<400> 67i6 



Met Ser Gly Ser 


Thr 


Gin 


Leu 


Val 


Ala 


Gin 


Thr 


Trp Arg Ala Thr Glu 


1 


5 










10 




15 


Pro Arg Tyr Pro 


Pro 


His 


Ser 


Leu 


Ser 


Tyr 


Pro 


Val Gin He Ala Arg 


20 










25 






30 


Thr His Thr Asp 


Val Gly 


Leu 


Leu 


Glu 


Tyr 


Gin 


His His Ser Arg Asp 


35 








40 








45 


Tyr Ala Ser His 


Leu 


Ser 


Pro Gly 


Ser 


He 


He 


Gin Pro Gin Arg Arg 


50 






55 










60 


Arg Pro Ser Leu 


Leu 


Ser 


Glu 


Phe 


Gin 


Pro Gly Asn Glu Arg Ser Gin 


65 




70 










75 


80 


Glu Leu His Leu 


Arg 


Pro 


Glu 


Ser 


His 


Ser 


Tyr 


Leu Pro Glu Leu Gly 




85 










90 




95 


Lys Ser Glu Met 


Glu 


Phe 


He 


Glu 


Ser 


Lys 


Arg 


Pro Arg Leu Glu Leu 


100 










105 






110 


Leu Pro Asp Pro 


Leu 


Leu 


Arg 


Pro 


Ser 


Pro 


Leu 


Leu Ala Thr Gly Gin 


115 








120 








125 


Pro Ala Gly Ser 


Glu 


Asp 


Leu Thr 


Lys Asp Arg 


Ser Leu Thr Gly Lys 


130 






135 










140 


Leu Glu Pro Val 


Ser 


Pro 


Pro 


Ser 


Pro 


Pro 


His. 


Thr Asp Pro Glu Leu 


145 




150 










155 


160 


Glu Leu Val Pro 


Pro Arg 


Leu 


Ser 


Lys 


Glu 


Glu 


Leu He Gin Asn Met 
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165 170 175 

Asp Arg Val Asp Arg Glu lie Thr Met Val Glu Gin Gin lie Ser Lys 

180 185 190 

Leu Lys Lys Lys Gin Gin Gin Leu Glu Glu Glu Ala Ala Lys Pro Pro 

195 200 205 

Glu Pro Glu Lys Pro Val Ser Pro Pro Pro lie Glu Ser Lys His Arg 

210 215 220 

Ser Leu Val Gin lie lie Tyr Asp Glu Asn Arg Lys Lys Ala Glu Ala 
225 230 235 240 

Ala His Arg lie Leu Glu Gly Leu Gly Pro Gin Val Glu Leu Pro Leu 

245 250 255 

Tyr Asn Gin Pro Ser Asp Thr Arg Gin Tyr His Glu Asn He Lys He 

260 265 270 

Asn Gin Ala Met Arg Lys Lys Leu He Leu Tyr Phe Lys Arg Arg Asn 

275 280 285 

His Ala Arg Lys Gin Trp Glu Gin Lys Phe Cys Gin Arg Tyr Asp Gin 

290 295 300 

Leu Met Glu Ala Trp Glu Lys Lys Val Glu Arg He Glu Asn Asn Pro 
305 310 315 320 

Arg Arg Arg Ala Lys Glu Ser Lys Val Arg Glu Tyr Tyr Glu Lys Gin 

325 330 335 

Phe Pro Glu He Arg Lys Gin Arg Glu Leu Gin Glu Arg Met Gin Gly 

340 345 350 

Arg Val Gly Gin Arg Gly Ser Gly Leu Ser Met Ser Ala Ala Arg Ser 

355 360 365 

Glu His Glu Val Ser Glu He He Asp Gly Leu Ser Glu Gin Glu Asn 

370 375 380 

Leu Glu Lys Gin Met Arg Gin Leu Ala Val He Pro Pro Met Leu Tyr 
385 390 395 400 

Asp Ala Asp Gin Gin Arg He Lys Phe He Asn Met Asn Gly Leu Met 

405 410 415 

Ala Asp Pro Met Lys Val Tyr Lys Asp Arg Gin Val Met Asn Met Trp 

420 425 430 

Ser Glu Gin Glu Lys Glu Thr Phe Arg Glu Lys Phe Met Gin His Pro 

435 440 445 

Lys Asn Phe Gly Leu He Ala Ser Phe Leu Glu Arg Lys Thr Val Ala 

450 455 460 

Glu Cys Val Leu Tyr Tyr Tyr Leu Thr Lys Lys Asn Glu Asn Tyr Lys 
465 470 475 480 

Ser Leu Val Arg Arg Ser Tyr Arg Arg Arg Gly Lys Ser Gin Gin Gin 

485 490 495 

Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Pro 

500 505 510 

Met Pro Arg Ser Ser Gin Glu Glu Lys Asp Glu Lys Glu Lys Glu Lys 

515 520 525 

Glu Ala Glu Lys Glu Glu Glu Lys Pro Glu Val Glu Asn Asp Lys Glu 

530 535 540 

Asp Leu Leu Lys Glu Lys Thr Asp Asp Thr Ser Gly Glu Asp Asn Asp 
545 550 55S 560 

Glu Lys Glu Ala Val Ala Ser Lys Gly Arg Lys Thr Ala Asn Ser Gin 

565 570 575 

Gly Arg Arg Lys Gly Arg He Thr Arg Ser Met Ala Asn Glu Ala Asn 

580 585 590 

Ser Glu Glu Ala He Thr Pro Gin Gin Ser Ala Glu Leu Ala Ser Met 
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595 600 605 

Glu Leu Asn Glu Ser Ser Arg Trp Thr Glu Glu Glu Met Glu Thr Ala 

610 615 620 

Lys Lys Gly Leu Leu Glu His Gly Arg Asn Trp Ser Ala lie Ala Arg 
625 630 635 640 

Met Val Gly Ser Lys Thr Val Ser Gin Cys Lys Asn Phe Tyr Phe Asn 

645 650 655 

Tyr Lys Lys Arg Gin Asn Leu Asp Glu He Leu Gin Gin His Lys Leu 

660 665 670 

Lys Met Glu Lys Glu Arg Asn Ala Arg Arg Lys Lys Lys Lys Ala Pro 

675 680 685 

Ala Ala Ala Ser Glu Glu Ala Ala Phe Pro Pro Val Val Glu Asp Glu 

690 695 700 

Glu Met Glu Ala Ser Gly Val Ser Gly Asn Glu Glu Glu Met Val Glu 
705 710 715 720 

Glu Ala Glu Ala Leu His Ala Ser Gly Asn Glu Val Pro Arg Gly Glu 

725 730 735 

Cys Ser Gly Pro Ala Thr Val Asn Asn Ser Ser Asp Thr Glu Ser He 

740 745 750 

Pro Ser Pro His Thr Glu Ala Ala Lys Asp Thr Gly Gin Asn Gly Pro 

755 760 765 

Lys Pro Pro Ala Thr Leu Gly Ala Asp Gly Pro Pro Pro Gly Pro Pro 

770 775 780 

Thr Pro Pro Arg Arg Thr Ser Arg Ala Pro He Glu Pro Thr Pro Ala 
785 790 795 800 

Ser Glu Ala Thr Gly Ala Pro Thr Pro Pro Pro Ala Pro Pro Ser Pro 

805 810 815 

Ser Ala Pro Pro Pro Val Val Pro Lys Glu Glu Lys Glu Glu Glu Thr 

820 825 830 

Ala Ala Ala Pro Pro Val Glu Glu Gly Glu Glu Gin Lys Pro Pro Ala 

835 840 845 

Ala Glu Glu Leu Ala Val Asp Thr Gly Lys Ala Glu Glu Pro Val Lys 

850 855 860 

Ser Glu Cys Thr Glu Glu Ala Glu Glu Gly Pro Ala Lys Gly Lys Asp 
865 870 875 880 

Ala Glu Ala Ala Glu Ala Thr Ala Glu Gly Ala Leu Lys Ala Glu Lys 

885 890 895 

Lys Glu Gly Gly Ser Gly Arg Ala Thr Thr Ala Lys Ser Ser Gly Ala 

900 905 910 

Pro Gin Asp Ser Asp Ser Ser Ala Thr Cys Ser Ala Asp Glu Val Asp 

915 920 925 

Glu Ala Glu Gly Gly Asp Lys Asn Arg Leu Leu Ser Pro Arg Pro Ser 

930 935 
Leu Leu Thr Pro Thr Gly Asp Pro Arg Ala Asn Ala Ser Pro Gin Lys 

^50 955 960 

Pro Leu Asp Leu Lys Gin Leu Lys Gin Arg Ala Ala Ala He Pro Pro 

965 970 975 

He Gin Val Thr Lys Val His Glu Pro Pro Arg Glu Asp Ala Ala Pro 

980 985 990 

Thr Lys Pro Ala Pro Pro Ala Pro Pro Pro Pro Gin Asn Leu Gin Pro 

995 1000 1005 

Glu Ser Asp Ala Pro Gin Gin Pro Gly Ser Ser Pro Arg Gly Lys Ser 

^010 1015 1020 

Arg Ser Pro Ala Pro Pro Ala Asp Lys Glu Ala Phe Ala Ala Glu Ala 
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1025 1030 1035 1040 

Gin Lys Leu Pro Gly Asp Pro Pro Cys Trp Thr Ser Gly Leu Pro Phe 

1045. 1050 1055 

Pro Val Pro Pro Arg Glu Val He Lys Ala Ser Pro His Ala Pro Asp 

1060 1065 1070 

Pro Ser Ala Phe Ser Tyr Ala Pro Pro Gly His Pro Leu Pro Leu Gly 

1075 1080 1085 

Leu His Asp Thr Ala Arg Pro Val Leu Pro Arg Pro Pro Thr He Ser 

1090 1095 1100 

Asn Pro Pro Pro Leu He Ser Ser Ala Lys His Pro Ser val Leu Glu 
1105 1110 1115 1120 

Arg Gin He Gly Ala He Ser Gin Gly Met Ser Val Gin Leu His Val 

1125 1130 1135 

Pro Tyr Ser Glu His Ala Lys Ala Pro Val Gly Pro Val Thr Met Gly 

1140 1145 1150 

Leu Pro Leu Pro Met Asp Pro Lys Lys Leu Ala Pro Phe Ser Gly Val 

1155 1160 1165 

Lys Gin Glu Gin Leu. Ser Pro Arg Gly Gin Ala Gly Pro Pro Glu Ser 

1170 1175 1180 

Leu Gly Val Pro Thr Ala Gin Glu Ala Ser Val Leu Arg Gly Thr Ala 
1185 1190 1195 1200 

Leu Gly Ser Val Pro Gly Gly Ser He Thr Lys Gly He Pro Ser Thr 

1205 1210 1215 

Arg Val Pro Ser Asp Ser Ala He Thr Tyr Arg Gly Ser He Thr His 

1220 1225 1230 

Gly Thr Pro Ala Asp Val Leu Tyr Lys Gly Thr He Thr Arg He He 

1235 1240 1245 

Gly Glu Asp Ser Pro Ser Arg Leu Asp Arg Gly Arg Glu Asp Ser Leu 

1250 1255 1260 

Pro Lys Gly His Val He Tyr Glu Gly Lys Lys Gly His Val Leu Ser 
1265 1270 1275 1280 

Tyr Glu Gly Gly Met Ser Val Thr Gin Cys Ser Lys Glu Asp Gly Arg 

1285 1290 1295 

Ser Ser Ser Gly Pro Pro His Glu Thr Ala Ala Pro Lys Arg Thr Tyr 

1300 1305 1310 

Asp Met Met Glu Gly Arg Val Gly Arg Ala He Ser Ser Ala Ser He 

1315 1320 1325 

Glu Gly Leu Met Gly Arg Ala He Pro Pro Glu Arg His Ser Pro His 

1330 1335 1340 

His Leu Lys Glu Gin His His He Arg Gly Ser He Thr Gin Gly He 
1345 1350 1355 1360 

Pro Arg Ser Tyr Val Glu Ala Gin Glu Asp Tyr Leu Arg Arg Glu Ala 

1365 1370 1375 

Lys Leu Leu Lys Arg Glu Gly Thr Pro Pro Pro Pro Pro Pro Ser Arg 

1380 1385 1390 

Asp Leu Thr Glu Ala Tyr Lys Thr Gin Ala Leu Gly Pro Leu Lys Leu 

1395 1400 1405 

Lys Pro Ala His Glu Gly Leu Val Ala Thr Val Lys Glu Ala Gly Arg 

1410 1415 1420 

Ser He His Glu He Pro Arg Glu Glu Leu Arg His Thr Pro Glu Leu 
1425 1430 1435 1440 

Pro Leu Ala Pro Arg Pro Leu Lys Glu Gly Ser He Thr Gin Gly Thr 

1445 1450 1455 

Pro Leu Lys Tyr Asp Thr Gly Ala Ser Thr Thr . Gly Ser Lys Lys His 
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1460 1465 1470 

Asp Val Arg Ser Leu He Gly Ser. Pro Gly Arg Thr Phe Pro Pro Val 

1475 1480 1485 

His Pro Leu Asp Val Met Ala Asp Ala Arg Ala Leu Glu Arg Ala Cys 

1490 1495 1500 

Tyr Glu Glu Ser Leu Lys Ser Arg Pro Gly Thr Ala Ser Ser Ser Gly 
1505 1510 1515 1520 

Gly Ser He Ala Arg Gly Ala Pro Val He Val Pro Glu Leu Gly Lys 

1525 1530 1535 

Pro Arg Gin Ser Pro Leu Thr Tyr Glu Asp His Gly Ala Pro Phe Ala 

1540 1545 1550 

Gly His Leu Pro Arg Gly Ser Pro Val Thr Thr Arg Glu Pro Thr Pro 

1555 1560 1565 

Arg Leu Gin Glu Gly Ser Leu Ser Ser Ser Lys Ala Ser Gin Asp Arg 

1570 1575 1580 

Lys Leu Thr Ser Thr Pro Arg Glu He Ala Lys Ser Pro His Ser Thr 
^585 1590 1595 1600 

Val Pro Glu His His Pro His Pro He Ser Pro Tyr Glu His Leu Leu 

1605 1610 1615 

Arg Gly Val Ser Gly Val Asp Leu Tyr Arg Ser His He Pro Leu Ala 

1620 1625 1630 

Phe Asp Pro Thr Ser He Pro Arg Gly He Pro Leu Asp Ala Ala Ala 

1635 1640 1645 

Ala Tyr Tyr Leu Pro Arg His Leu Ala Pro Asn Pro Thr Tyr Pro His 

1650 1655 1660 

Leu Tyr Pro Pro Tyr Leu He Arg Gly Tyr Pro Asp Thr Ala Ala Leu 
1665 1670 1675 1680 

Glu Asn Arg Gin Thr He He Asn Asp Tyr He Thr Ser Gin Gin Met 

1685 1690 1695 

His His Asn Thr Ala Thr Ala Met Ala Gin Arg Ala . Asp Met Leu Arg 

1700. 1705 1710 

Gly Leu Ser Pro Arg Glu Ser Ser Leu Ala Leu Asn Tyr Ala Ala Gly 

1715 1720 1725 

Pro Arg Gly He He Asp Leu Ser Gin Val Pro His Leu Pro Val Leu 

1730 1735 1740 

Val Pro Pro Thr Pro Gly Thr Pro Ala Thr Ala Met Asp Arg Leu Ala 
1*745 1750 1755 1760 

Tyr Leu Pro Thr Ala Pro Gin Pro Phe Ser Ser Arg His Ser Ser Ser 

1765 1770 1775 

Pro Leu Ser Pro Gly Gly Pro Thr His Leu Thr Lys Pro Thr Thr Thr 

1780 1785 1790 

Ser Ser Ser Glu Arg Glu Arg Asp. Arg Asp Arg Glu Arg Asp Arg Asp 

1795 1800 1805 

Arg Glu Arg Glu Lys Ser He Leu Thr Ser Thr Thr Thr Val Glu His 

1810 1815 1820 

Ala Pro He Trp Arg Pro Gly Thr Glu Gin Ser Ser Gly Ser Ser Gly 
1825 1830 1835 1840 

Ser Ser Gly Gly Gly Gly Gly Ser Ser Ser Arg Pro Ala Ser His Ser 

1845 1850 1855 

His Ala His Gin His Ser Pro He Ser Pro Arg Thr Gin Asp . Ala Leu 

I860 1865 1870 

Gin Gin Arg Pro Ser Val Leu His Asn Thr Gly Met Lys Gly He He 

1875 1880 1885 

Thr Ala Val Glu Pro Ser Thr Pro Thr Val Leu Arg Ser Thr Ser Thr 
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1890 1895 1900 

Ser Ser Pro Val Arg Pro Ala Ala Thr Phe Pro Pro Ala Thr His Cys 
1905 1910 1915 1920 

Pro Leu Gly Gly Thr Leu Asp Gly Val Tyr Pro Thr Leu Met Glu Pro 

1925 1930 1935 

Val Leu Leu Pro Lys Glu Ala Pro Arg Val Ala Arg Pro Glu Arg Pro 

1940 1945 1950 

Arg Ala Asp Thr Gly His Ala Phe Leu Ala Lys Pro Pro Ala Arg Ser 

1955 I960 1965 

Gly Leu Glu Pro Ala Ser Ser Pro Ser Lys Gly Ser Glu Pro Arg Pro 

1970 1975 1980 

Leu Val Pro Pro Val Ser Gly His Ala Thr lie Ala Arg Thr Pro Ala 
1985 1990 1995 2000 

Lys Asn Leu Ala Pro His His Ala Ser Pro Asp Pro Pro Ala Pro Pro 

2005 2010 2015 

Ala Ser Ala Ser Asp Pro His Arg Glu Lys Thr Gin Ser Lys Pro Phe 

2020 2025 2030 

Ser He Gin Glu Leu Glu Leu Arg Ser Leu Gly Tyr His Gly Ser Ser 

2035 2040 2045 

Tyr Ser Pro Glu Gly Val Glu Pro Val Ser Pro Val Ser Ser Pro Ser 

2050 2055 2060 

Leu Thr His Asp Lys Gly Leu Pro Lys His Leu Glu Glu Leu Asp Lys 
2065 2070 2075 2080 

Ser His Leu Glu Gly Glu Leu Arg Pro Lys Gin Pro Gly Pro Val Lys 

2085 2090 2095 

Leu Gly Gly Glu Ala Ala His Leu Pro His Leu Arg Pro Leu Pro Glu 

2100 2105 2110 

Ser Gin Pro Ser Ser Ser Pro Leu Leu Gin Thr Ala Pro Gly Val Lys 

2115 2120 2125 

Gly His Gin Arg Val Val Thr Leu Ala Gin His He Ser Glu Val He 

. 2130 2135 2140 

Thr Gin Asp Tyr Thr Arg His His Pro Gin Gin Leu Ser Ala Pro Leu 
2145 2150 2155 2160 

Pro Ala Pro Leu Tyr Ser Phe Pro Gly Ala Ser Cys Pro Val Leu Asp 

2165 2170 2175 

Leu Arg Arg Pro Pro Ser Asp Leu Tyr Leu Pro Pro Pro Asp His Gly 

2180 2185 2190 

Ala Pro Ala Arg Gly Ser Pro His Ser Glu Gly Gly Lys Arg Ser Pro 

2195 2200 2205 

Glu Pro Asn Lys Thr Ser Val Leu Gly Gly Gly Glu Asp Gly He Glu 

2210 2215 2220 

Pro Val Ser Pro Pro Glu Gly Met Thr Glu Pro Gly His Ser Arg Ser 
2225 2230 2235 2240 

Ala Val Tyr Pro Leu Leu Tyr Arg Asp Gly Glu Gin Thr Glu Pro Ser 

2245 2250 2255 

Arg Met Gly Ser Lys Ser Pro Gly Asn Thr Ser Gin Pro Pro Ala Phe 

2260 2265 2270 

Phe Ser Lys Leu Thr Glu Ser Asn Ser Ala Met Val Lys Ser Lys Lys 

2275 2280 2285 

Gin Glu He Asn Lys Lys Leu Asn Thr His Asn Arg Asn Glu Pro Glu 

2290 2295 2300 

Tyr Asn He Ser Gin Pro Gly Thr Glu He Phe Asn Met Pro Ala He 
2305 2310 2315 2320 

Thr Gly Thr Gly Leu Met Thr Tyr Arg Ser Gin Ala Val Gin Glu His 
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2325 2330 2335 

Ala Ser Thr Asn Met Gly Leu Glu Ala lie He Arg Lys Ala Leu Met 

2340 2345 2350 

Gly Lys Tyr Asp Gin Trp Glu Glu Ser Pro Pro Leu Ser Ala Asn Ala 

2355 2360 2365 

Phe Asn Pro Leu Asn Ala Ser Ala Ser Leu Pro Ala Ala Met Pro He 

2370 2375 2380 

Thr Ala Ala Asp Gly Arg Ser Asp His Thr Leu Thr Ser Pro Gly Gly 
2385 2390 2395 2400 

Gly Gly Lys Ala Lys Val Ser Gly Arg Pro Ser Ser Arg Lys Ala Lys 

2405 2410 2415 

Ser Pro Ala Pro Gly Leu Ala Ser Gly Asp Arg Pro Pro Ser Val Ser 

2420 2425 2430 

Ser Vai His Ser Glu Gly Asp Cys Asn Arg Arg Thr Pro Leu Thr Asn 

2435 2440 2445 

Arg Val Trp Glu Asp Arg Pro Ser Ser Ala Gly Ser Thr Pro Phe Pro 

2450 2455 2460 

Tyr Asn Pro Leu He Met Arg Leu Gin Ala Gly Val Met Ala Ser Pro 
2465 2470 2475 2480 

Pro Pro Pro Gly Leu Pro Ala Gly Ser Gly Pro Leu Ala Gly Pro His 

2485 2490 2495 

His Ala Trp Asp Glu Glu Pro Lys Pro Leu Leu Cys Ser Gin Tyr Glu 

2500 2505 2510 

Thr Leu Ser Asp Ser Glu 
2515 



<210> 677 

<211> 345 . 

<212> DNA 

<213> Homo sapiens 



<400> 677 

gtaatgcaag gtgaacgccc aatggctgcg cagaacaaga gcattggtca gttcaccctt 
60 

gagggtatag ctccggcacg ccgtggtgtt ccacagattg aagttacttt cgatatcgat 
120 

gccaacggta tcttgaatgt gagcgcaaag gataaggcta ccggtaagga acagaagatt 
180 

cgcatcgaag cttcaagtgg tttgagtcag gaagaaatcg acagaatgaa agctgaggca 
240 

gaacagaatg cagcagcagg caaggctgaa cgcgaaaaga ttgataagct gaaccaagct 
300 • 

gactcaatga tttccccccc cgaaaactcc tgaaagacaa cgatn 
345 



<210> 678 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 678 

Val Met Gin Gly Glu Arg Pro Met Ala Ala Gin Asn Lys Ser He Gly 

1 5 10 15 

Gin Phe Thr Leu Glu Gly He Ala Pro Ala Arg Arg Gly Val Pro Gin 
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20 25 30 

lie Glu Val Thr Phe Asp He Asp Ala Asn Gly He Leu Asn Val Ser 

35 40 45 

Ala Lys Asp Lys Ala Thr Gly Lys Glu Gin Lys lie Arg He Glu Ala 

50 55 €0 

Ser Ser Gly Leu Ser Gin Glu Glu He Asp Arg Met Lys Ala Glu Ala 
65 70 75 80 

Glu Gin Asn Ala Ala Ala Gly Lys Ala Glu Arg Glu Lys He Asp Lys 

85 90 95 

Leu Asn Gin Ala Asp Ser Met He Ser Pro Pro Glu Asn Ser 
100 105 110 

<210> 679 
<211> 362 
<212> DNA 
<213> Homo sapiens 

<400> 679 

acgcgtgacg tcaccgctcc atggggaaga tgacgactat ccctgtgaaa gtaaagcata 
60 

atgggaaaaa tgtacgttaa atgtgctaac gcgcagtatg atgtatctat gaatcttgag 
120 

ggtacaggcc tggatttcaa gcgtgccatt gctgacgtca cgcatgtgcc acccgaacgc 
180 

caaaaagtac tcatcaaggg aggattgcta aaagacgata ccccattagg taaagtgggt 
240 

gcgcgtgcag gacagcagtt catggtgctg ggtgctgtgg gtgagctgcc caaggcccca 
300 

gaaaaacctg tgctgttcct ggaggatttg ccggaagacg agctcaacaa ggctaaggat 

360 

cc 

362 

<210> 680 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 680 

Met Gly Lys Met Tyr Val Lys Cys Ala Asn Ala Gin Tyr Asp Val Ser 

1 5 10 15 

Met Asn Leu Glu Gly Thr Gly Leu Asp Phe Lys Arg Ala He Ala Asp 

20 25 30 

Val Thr His Val Pro Pro Glu Arg Gin Lys Val Leu He Lys Gly Gly 

35 40 45 

Leu Leu Lys Asp Asp Thr Pro Leu Gly Lys Val Gly Ala Arg Ala Gly 

50 55 60 

Gin Gin Phe Met Val Leu Gly Ala Val Gly Glu Leu Pro Lys Ala Pro 
65 70 75 80 

Glu Lys Pro Val Leu Phe Leu Glu Asp Leu Pro Glu Asp Glu Leu Am 
85 90 95 

Lys Ala Lys Asp 
100 
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<210> 681 
<211> 357 
<212> DNA 

<213> Homo sapiens 
<400> 681 

acgcgtccaa atggacaaac gcttgatgat ttctaccatg aaattagagc aaaatatcca 
60 

gaacaattac tgatggcaga ctgttcaaca gtagaagaaa tgattcacgc tgatgaactc 
120 

ggctttgatt ttatcggaag tactttagta ggatatacaa aacaaagtaa aggtgacaaa 
180 

atcgaagaaa atgactttga aatcttgaga acagttttag aacgaattaa acatccacta 
240 

attgcagaag gcaatatcga tacacctgaa aaggtgaaac gtgtgcttga gttaggcgcg 
300 

tatagtgtcg ttgtagggtc agcgattact cgtccacaac tcatcacgaa aaaattt 
357 

<210> 682 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 682 

Thr Arg Pro Asn Gly Gin Thr Leu Asp Asp Phe Tyr His Glu He Arg 

^5 10 15 

Ala Lys Tyr Pro Glu Gin Leu Leu Met Ala Asp Cys Ser Thr Val Glu 

20 25 30 

Glu Met He His Ala Asp Glu Leu Gly Phe Asp Phe He Gly Ser Thr 

35 40 45 

Leu Val Gly Tyr Thr Lys Gin Ser Lys Gly Asp Lys He Glu Glu Asn 

50 55 60 

Asp Phe Glu He Leu Arg Thr Val Leu Glu Arg He Lys His Pro Leu 
65 70 75 80 

He Ala Glu Gly Asn He Asp Thr Pro Glu Lys Val Lys Arg Val Leu 
85 90 95 . 

Glu Leu Gly Ala Tyr Ser Val Val Val Gly Ser Ala He Thr Arg Pro 

100 105 110 

Gin Leu He Thr Lys Lys Phe 
115 

<210> 683 
<211> 411 
<212> DNA 

<213> Homo sapiens 
<400> 683 

ntctccgacc gcgtggtaaa actggcgacc ttaattgctg aagatgagca agctgaaatg 
60 

aatattgttt tgcccgcagc gtggttgcat gattgcgtca gttaccctaa aaaccatgta 
120 

ttaagagcac aaagtgcatt acatgcagca gataaagcga ttgtattttt gcgcagtatt 
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aattacccca aacaatactt attagcaatt catcatgcaa tttcagcgca cagtgtcagt 
240 

ggtaaaatac aggcaatgag ttcagaagct caaatagtgc aagatgcaga tagattggat 
300 

gcgctagggg caattggcgt ggctcgttgc attcaagtaa gtagccagtt acagcgccca 

360 

ctatattctg aagttgaccc cttcagcgag acacgatctc tagtctgcat g 
411 

<210> 684 
<211> 137 
<212> PRT 

<213> Homo sapiens 
<400> 684 

Xaa Ser Asp Arg Val Val Lys Leu Ala Thr Leu He Ala Glu Asp Glu 

15 10 15 

Gin Ala Glu Met Asn He Val Leu Pro Ala Ala Trp Leu His Asp Cys 

20 25 30 

Val Ser Tyr Pro Lys Asn His Val Leu Arg Ala Gin Ser Ala Leu His 

35 40 45 

Ala Ala Asp Lys Ala He Val Phe Leu Arg Ser He Asn Tyr Pro Lys 

50 55 60 

Gin Tyr Leu Leu Ala He His His Ala He Ser Ala His Ser Val Ser 
65 70 75 80 

Gly Lys He Gin Ala Met Ser Leu Glu Ala Gin He Val Gin Asp Ala 

85 90 95 

Asp Arg Leu Asp Ala Leu Gly Ala lie Gly Val Ala Arg Cys He Gin 

100 105 110 

Val Ser Ser Gin Leu Gin Arg Pro Leu Tyr Ser Glu Val Asp Pro Phe 

115 120 125 

Ser Glu Thr Arg Ser Leu Val Cys Met 
130 135 

<210> 685 
<211> 417 
<212> DNA 

<213> Homo sapiens 
<400> 685 

acgcgttgcg ttgcggagtg aacccggaac gatggatgga ttgacactat tcggcctgtt 
60 

cgccgtcact gcgatgctgg tctgctatgc catggaggac cgcagccact ggttcgtgct 
120 

gctgttcgcg gccgcttggc gctcggttcg gcctacggct tcctccaagg cgcctggccg 
180 

ttcggcttcg tcgaggcgat atgggcgctc gttgcctgcg gcgtggtgga cgatcaggcc 

240 

gcgatgaccg catcgtccgg cttaagcccg gaaacgaaac cgaccagtgc gctggtttga 

300 

tgggcggcgc gtcgctggat gcacagcgtc tcgacgcgag cgtgatgatg gcctcagcgc 
360 

gtgcatgccg acgctgtcgc tcatcgcgct acgctcgacc acggcgcgcg gcaatag 
417 
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<210> 686 
<211> 110 
<212> PRT 

<213> Homo sapiens 
<400> 686 

Met Pro Trp Arg Thr Ala Ala Thr Gly Ser Cys Cys Cys Ser Arg Pro 

15 10 15 

Leu Gly Ala Arg Phe Gly Leu Arg Leu Pro Pro Arg Arg Leu Ala Val 

20 25 30 

Arg Leu Arg Arg Gly Asp Met Gly Ala Arg Cys Leu Arg Arg Gly Gly 

35 40 45 

Arg Ser Gly Arg Asp Asp Arg lie Val Arg Leu Lys Pro Gly Asn Glu 

50 55 60 

Thr Asp Gin Cys Ala Gly Leu Met Gly Gly Ala Ser Leu Asp Ala Gin 
65 70 75 80 

Arg Leu Asp Ala Ser Val Met Met Ala Ser Ala Arg Ala Cys Arg Arg 

85 90 95 

Cys Arg Ser Ser Arg Tyr Ala Arg Pro Arg Arg Ala Ala He 
100 105 110 

<210> 687 
<211> 412 
<212> DNA 

<213> Homo sapiens 
<400> 687 

nnacgcgtga ccgaccaact gcgagccacc ctgctcgcca tggctgctat ggggttgcac 
60 

gacggcatcg atattccgtc tggggcgatt attgaaagct gccgcacctt atcagccgtt 
120 

ctcgatgaaa cccacggtgg tcgcacgatc gagcttcggg taccacctgc gtgcgcggtt 
180 

caattggcgg ccattgagtc gggccccaac caccaccggg gcactccgcc caatgtggcc 
240 

gagaccgacc ctgtcacctt cctgcagttg gcaactggct tctcacactg gccagaaatg 
300 

cgctcagcag gacgggttca ggcgtctgga tcccacgtcg acgacgttgc tggcgtgttc 
360 

ccagtcgttg atatggccgg ggttttccgc gacatttttg ccgacgacta ga 
412 

<210> 688 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<40C> 688 

Xaa Arg Val Thr Asp Gin Leu Arg Ala Thr Leu Leu Ala Met Ala Ala 

15 10 15 

Met Gly Leu His Asp Gly He Asp He Pro Ser Gly Ala lie He Glu 

20 25 30 

Ser Cys Arg Thr Leu Ser Ala Val Leu Asp Glu Thr His Gly Gly Arg 
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35 




40 






45 








Thr 


lie 
50 


Glu Leu Arg Val 


Pro 
55 


Pro Ala Cys 


Ala 


Val 

60 


Gin 


Leu 


Ala 


Ala 


He 


Glu 


Ser Gly Pro Asn 


His 


His Arg Gly Thr 


Pro 


Pro 


Asn 


Val 


Ala 


65 




70 






75 










80 


Glu 


Thr 


Asp Pro Val Thr 


Phe 


Leu Gin Leu 


Ala 


Thr Gly 


Phe 


Ser 


His 






85 




90 










95 




Trp 


Pro 


Glu Met Arg Ser 


Ala 


Gly Arg Val 


Gin 


Ala 


Ser 


Gly 


Ser 


His 




100 




105 








110 






Val 


Asp 


Asp Val Ala Gly Val 


Phe Pro Val 


Val 


Asp 


Met 


Ala Gly Val 






115 




120 






125 








Phe 


Arg 
130 


Asp He Phe Ala 


Asp 
135 


Asp 















<210> 689 
<211> 499 
<212> DNA 
<213> Homo sapiens 

<400> 689 

cgcgtcgcgg tactcgacgt cgattttcat cacggtaacg gcacccagaa cattttttac 
60 

ccgcgcaatg acgtgatgtt catatcgctg cacggcgagc cggccgtgtc ctatccctac 
120 

tattcggggt tcagcgatga agtcggcgca ggtgttggcg aagggttcaa cctcaactac 
180 

ccgctgccga aaaacaccgc ctgggatacc taccgcgacg ccctgctgca tgcctgcagg 
240 

aaactccagc aattctcgcc gcaggtattg gtgatctcac tgggggtcga caccttcaag 
300 

gacgacccga tcagtcactt cctgctggaa ggcgaggatt tcatcgggat cggcgagctg 
360 

atagcgagtg tgggttgccc caccctgttt gtgatggaag gcggctatat ggtcgatgaa 
420 

atcggaatca acgcggtgaa cgtactgcat ggcttcgaga gcaagcgcgc ttgagcatcc 
480 

gcccgaagac ggcgtgata 
499 

<210> 690 
<211> 157 
<:212> PRT 
<213> Homo sapiens 



<400> 690 



Arg Val Ala Val Leu Asp 


Val Asp 


Phe 


His 


His Gly 


Asn 


Gly Thr 


Gin 


1 5 






10 








15 




Asn He Phe Tyr Pro Arg 


Asn Asp 


Val 


Met 


Phe He 


Ser 


Leu 


His 


Gly 


20 




25 








30 






Glu Pro Ala Val Ser Tyr 


Pro Tyr 


Tyr 


Ser 


Gly Phe 


Ser 


Asp 


Glu 


Val 


35 


40 








45 








Gly Ala Gly Val Gly Glu 


Gly Phe 


Asn 


Leu 


Asn Tyr 


Pro 


Leu 


Pro 


Lys 


50 


55 






60 










Asn Thr Ala Trp Asp Thr 


Tyr Arg 


Asp 


Ala 


Leu Leu 


His 


Ala 


Cys 


Arg 
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65 70 75 80 

Lys Leu Gin Gin Phe Ser Pro Gin Val Leu Val lie Ser Leu Gly Val 

85 90 95 

Asp Thr Phe Lys Asp Asp Pro lie Ser His Phe Leu Leu Glu Gly Glu 

100 105 110 

Asp Phe He Gly lie Gly Glu Leu He Ala Ser Val Gly Cys Pro Thr 

115 120 125 

Leu Phe Val Met Glu Gly Gly Tyr Met Val Asp Glu He Gly He Asn 

130 135 140 

Ala Val Asn Val Leu His Gly Phe Glu Ser Lys Arg Ala 
145 150 155 

<210> 691 

<211> 336 • 
<212> DNA 

<213> Homo sapiens 
<400> 691 

ntgctgcgtg aaaacgtgca gcgcggcgca tcagcgactg gcgagcgctt tggctggagt 
60 

tcgcaaaggc aaggcccctg ggagttggcc tgcgacatcg cgctgccgtg cgccacccag 
120 

aacgaactgg acgccgacgc cgcccgcacg ctgctgcgca acggctgcct ttgcgtggct 
180 

ggaggcgcga atatgccgcc cgcgcttgag gctgtggata tctttatcga ggcgggcatt 
240 

ctgttcgcgc ccggcaaggc atccaatgcc ggcggcgtgg ccgtgagtgg cctggaaatg 
300 

tcgcagaacg ccatgcgcct gctgtggacc gccggc 
336 

<210> 692 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 692 

Xaa Leu Arg Glu Asn Val Gin Arg Gly Ala Ser Ala Thr Gly Glu Arg 

1.5 10 15 

Phe Gly Trp Ser Ser Gin Arg Gin Gly Pro Trp Glu Leu Ala Cys Asp 

20 25 30 

He Ala Leu Pro Cys Ala Thr Gin Asn Glu Leu Asp Ala Asp Ala Ala 

35 40 45 

Arg Thr Leu Leu Arg Asn Gly Cys Leu Cys Val Ala Gly Gly Ala Asn 

50 55 60 

Met Pro Pro Ala Leu Glu Ala Val Asp He Phe He Glu Ala Gly. He 
65 70 75 80 

Leu Phe Ala Pro Gly Lys Ala Ser Asn Ala Gly Gly Val Ala Val Ser 

85 90 95 

Gly Leu Glu Met Ser Gin Asn Ala Met Arg Leu Leu Tifp Thr Ala Gly 
100 105 110 

<210> 693 
<211> 580 
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<212> DNA 

<213> Homo sapiens 

<400> 693 

ngggcaaccc ggaaggtccg gcgtcccagc cgcctacctc gctgggaccc tggtcttgct 
60 

gtcccccgct ggcctcctgc ccaagcgact gcggccagga tgggccggaa ggtgaccgtg 
120 

gccacctgcg cactcaacca gtgggccctg gacttcgagg gcaatttgca aagaatttta 

180 

aagagtattg aaattgccaa aaacagagga gcaagataca ggcctggacc agagctggaa 

240 

atatgcggct gcggatgttg ggatcattat tacgagtcgg acaccctctt gcactcgttt 
300 

caagtcctag cggcccttgt ggagtctccc gtcactcagg acatcatctg cgacgtgggg 
.360 

atacctgtaa tgcaccgaaa cgtccgctac aactgcagag tgatattcct caacaggaag 
420 

atcctgctca tcagacccaa gatggccttg gccaatgaag gcaaccaccg cgagctgcgc 

480 

tggttcaccc cgtggtcgag gagtcggtga gtcgggtgcc tgaccactcc tgggatgtgc 
540 

gttaagcacc tccgccgtgt gtagccttgg gtcctgatca 
580 

<210> 694 
<211> 136 
<212> PRT 

<213> Homo sapiens 
<400> 694 

Met Gly Arg Lys Val Thr Val Ala Thr Cys Ala Leu Asn Gin Trp Ala 

1 5 10 15 

Leu Asp Phe Glu Gly Asn Leu Gin Arg lie Leu Lys Ser lie Glu lie 

20 25 30 

Ala Lys Asn Arg Gly Ala Arg Tyr Arg Leu Gly Pro Glu Leu Glu lie 

35 40 45 

Cys Gly Cys Gly Cys Trp Asp His Tyr Tyr Glu Ser Asp Thr Leu Leu 

50 55 60 

His Ser Phe Gin Val Leu Ala Ala Leu Val Glu Ser Pro Val Thr Gin 
65 70 75 80 

Asp lie He Cys Asp Val Gly He Pro Val Met His Arg Asn Val Arg 

85 90 95 

Tyr Asn Cys Arg Val He Phe Leu Asn Arg Lys He Leu Leu He Arg 

100 105 110 

Pro Lys Met Ala Leu Ala Asn Glu Gly Asn Tyr Arg Glu Leu Arg Trp 

115 120 125 

Phe Thr Pro Trp Ser Arg Ser Arg 
130 135 

<210> 695 

<211> 439 

<212> DMA 

<213> Homo sapiens 
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<400> 695 

ntggtgactc aggcgtccaa tggcacgatg gctgacgtcg tcaatatgcc gtcctcgacc 
60 

atcatggctc tgtcgagggc tgattacctg ctcgatatcg agacttcggt gcccggtatc 
120 

ggcgacaagt tcgtcccgga cgtctggggc aaacccaaac tcggcaagga caacgagcac 
180 

accgctctgc cctggtactt cggcccgttc gtcgtgacgt acaacaagga cattttcaag 
240 

gatgttggcc tcgatcccga aatcccgccg aagacgatga ccgagtacct cgacttcgcc 
300 

aagaaaatca ccgctgccgg caagcaggcg gtctatggca acacgtcgtg gtacatgctc 
360 

gcggaatggc gtgccctcgg cgtcaaggtc atgaatgacg acttcaccaa gttcactttt 
420 

gcctcggaat ccaacgcgt 
439 



<210> 696 
<2X1> 146 

<212> PRT 

<213> Homo sapiens 



<400> 696 

Xaa Val Thr Gin Ala Ser Asn Gly Thr Met Ala Asp Val Val Asn Met 

15 10 15 

Pro Ser Ser Thr lie Met Ala Leu Ser Arg Ala Asp Tyr Leu Leu Asp 

20 25 30 

He Glu Thr Ser Val Pro Gly lie Gly Asp Lys Phe Val Pro Asp Val 

35 40 45 

Trp Gly Lys Leu Lys Leu Gly Lys Asp Asn Glu His Thr Ala Leu Pro 

50 55 60 

Trp Tyr Phe Gly Pro Phe Val Val Thr Tyr Asn Lys Asp He Phe Lys 
65 70 75 80 

Asp Val Gly Leu Asp Pro Glu He Pro Pro Lys Thr Met Thr Glu Tyr 

85 90 95 

Leu Asp Phe Ala Lys Lys He Thr Ala Ala Gly Lys Gin Ala Val Tyr 

100 105 110 

Gly Asn Thr Ser Trp Tyr Met Leu Ala Glu Trp Arg Ala Leu Gly Val 

lis 120 125 

Lys Val Met Asn Asp Asp Phe Thr Lys Phe Thr Phe Ala Ser Glu Ser 

130 135 140 

Asn Ala 
145 

<210> 697 
<211> 368 
<212> DNA 

<213> Homo sapiens 
<400> 697 

nggcaataac gccgtcgtcg aaatccgttc ccttgatctc gaacatgccg atgaagcggt 
60 
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cgtcggtgat ggggtcggag atgtcgccct cccacaactt gaacttgatc ggaccaaccc 

120 

tttccaccct ggagagactc gcctgccttg aaagtcttct tgcccttctt gggcaactga 
180 

tcgccctccc gaacgagata atccaagctc aagcgaccgc ccaccttgtc gcgcgcctcc 
240 

acaccgacgg aatgcgatgc cgggatcgca tcgatgctag cggcggtgcg tgcaatgaca 

300 

atcttgtctt cacgcagcga tacgggcccg ccgttggaat cgaacacaaa caccttgaag 

360 

gcgttgtn 
368 

<210> 698 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 696 

Met Pro Met Lys Arg Leu Ser Val Met Gly Ser Glu Met Ser Pro Ser 

1 5 10 15 

His Asn Leu Asn Leu lie Gly Pro Thr Leu Ser Thr Leu Glu Arg Leu 

20 25 30 

Ala Cys Leu Glu Ser Leu Leu Ala Leu Leu Gly Gin Leu lie Ala Leu 

35 40 45 

Pro Asn Glu lie lie Gin Ala Gin Ala Thr Ala His Leu Val Ala Arg 

50 55 60 

Leu His Thr Asp Gly Met Arg Cys Arg Asp Arg He Asp Ala Ser Gly 
65 70 75 80 

Gly Ala Cys Asn Asp Asn Leu Val Phe Thr Gin Arg Tyr Gly Pro Ala 

85 90 95 

Val Gly He Glu His Lys His Leu Glu Gly Val Val 
100 105 

<210> 699 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 699 

nacgcgtaca caaacagtat cggaatcatt tcctatcatg ctgctatgac gagatttctc 
60 

cacacctcag attggcaact ggggatgact cggcactacc tgtcgaagcg cggcgacgac 
120 

gacccacagg cacggtttac tgccgatcga atcgagacgg tgcgcaggct gggcgacgtt 
180 

gcccggaagg agggctgcga gtttgtcgtc gtcgccggag atgtcttcga aacccacaat 
240 

gtctccactc agatcattgc ccgcgcgtgt gaggcgatag cctccattga tctccccgtg 
300 

tacctgctgc ccggaaatca cgacagctta gagccggggt gtctctggga tgggccagaa 

360 

ttc 

363 
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<210> 700 
<211> 121 
<212> PRT 
. <213> Homo sapiens 

<400> 700 

Xaa Ala Tyr Thr Asn Ser lie Gly lie lie Ser Tyr His Ala Ala Met 

1 5 10 15 

Thr Arg Phe Leu His Thr Ser Asp Trp Gin Leu Gly Met Thr Arg His 

20 25 30 

Tyr Leu Ser Lys Arg Gly Asp Asp Asp Pro Gin Ala Arg Phe Thr Ala 

35 40 45 

Asp Arg lie Glu Thr Val Arg Arg Leu Gly Asp Val Ala Arg Lys Glu 

50 55 60 

Gly Cys Glu Phe Val Val Val Ala Gly Asp Val Phe Glu Thr His Asn 
^5 70 75 80 

Val Ser Thr Gin He He Ala Arg Ala Cys Glu Ala He Ala Ser He 

85 90 95 

Asp Leu Pro Val Tyr Leu Leu Pro Gly Asn His Asp Ser Leu Glu Pro 

100 105 110 

Gly Cys Leu Trp Asp Gly Pro Glu Phe 
115 120 

<210> 701 
<211> 585 
<212> DNA 

<213> Homo sapiens 

<400> 701 

nacgcgtccg ggcacaccgt caccgaggcg acgttccacg gccaccccac gctgatctat 
60 

ttcggctacg tccattgcgc ggatgtctgc ccgctgacac tgggcaacat ggtctcggcc 
120 

ctcgatcgcc tgggctcccg ggcggacggc atcgttccga tcttcatctc cgtcgatccg 
180 

gcccgcgaca cacccgcgct ggtcggacag tatgtcgcgc atttctcgcc gcggatcgtc 
240 

gggctgaccg gcaccgcagc gcagctggcg ccggtactgg cggagttcca catcaccgcg 
300 

cgcgccgaac ctgcggcaca cgacatggcc gccgacatgt atgccgtcga ccacagcgcc 
360 

ctcctctatc tgatggacgg caacaaccgc ctgttgcggg tgatggcggt cagcgccgac 

420 

gctgcctcgc tgacgcacca gctggcggcc ggcctggccg gggcaagaat gagaccatga 
480 

aagcgatcgg accgacggac gcccccgaac aggcagcgcc gggctggtcg ttcggcatca 
540 

tcctgctgct cggcatcgcc ggcatgctcg atttcgtcga ccggt 
585 

<210> 702 
<211> 159 
<212> PRT 
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<213> Homo sapiens 

<400> 702 

Xaa Ala Ser Gly His Thr Val Thr Glu Ala Thr Phe His Gly His Pro 

15 10 15 

Thr Leu lie Tyr Phe Gly Tyr Val His Cys Ala Asp Val Cys Pro Leu 

20 25 30 

Thr Leu Gly Asn Met Val Ser Ala Leu Asp Arg Leu Gly Ser Arg Ala 

35 40 45 

Asp Gly lie Val Pro lie Phe He Ser Val Asp Pro Ala Arg Asp Thr 

50 55 60 

Pro Ala Leu Val Gly Gin Tyr Val Ala His Phe Ser Pro Arg He Val 
65 70 75 80 

Gly Leu Thr Gly Thr Ala Ala Gin Leu Ala Pro Val Leu Ala Glu Phe 

85 ' 90 95 

His He Thr Ala Arg Ala Glu Pro Ala Ala His Asp Met Ala Ala Asp 

100 105 110 

Met Tyr Ala Val Asp His Ser Ala Leu Leu Tyr Leu Met Asp Gly Asn 

115 120 125 

Asn Arg Leu Leu Arg Val Met Ala Val Ser Ala Asp Ala Ala Ser Leu 

130 135 140 

Thr His Gin Leu Ala Ala Gly Leu Ala Gly Ala Arg Met Arg Pro 
145 150 155 

<210> 703 
<211> 390 
<212> DNA 

<213> Homo sapiens 

<400> 703 

ttctctgctc catacacacc tcagcagaat ggcatcgccg agcgcaagaa cataactctt 
60 

attgagatgg cccgaacgat gcttgatgag tacaagactc cgcggaagtt ctggcctgaa 
120 

gccattgata ctgcttgtca caccatcaac cgcgtttatc ttcacaaggt tttggagaaa 
180 

acctcttatg agttcctaac tggtaagaaa cccaatgtaa gctatttcag agtatttggt 
240 

gctaggtgct ggatcaagga tcctcatcac acttcaaaat ttgcaccgaa agcacatgaa 
300 

ggttttatgc ttggttacgg aaaggattcg cactcctaca gagtcttcaa cctctttcac 
360 

tataaagtgg ttcaaactgt ggatgtgcgn 
390 

<210> 704 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 704 

Phe Ser Ala Pro Tyr Thr Pro Gin Gin Asn Gly He Ala Glu Arg Lys 

15 10 15 

Asn He Thr Leu He Glu Met Ala Arg Thr Met Leu Asp Glu Tyr Lys 
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20 25 30 

Thr Pro Arg Lys Phe Trp Pro Glu Ala lie Asp Thr Ala Cys His Thr 

35 40 45 

lie Asn Arg Val Tyr Leu His Lys Val Leu Glu Lys Thr Ser Tyr Glu 

50 55 60 

Phe Leu Thr Gly Lys Lys Pro Asn Val Ser Tyr Phe Arg Val Phe Gly 
65 70 75 80 

Ala Arg Cys Trp He Lys Asp Pro His His Thr Ser Lys Phe Ala Pro 

8 5 90 95 

Lys Ala His Glu Gly Phe Met Leu Gly Tyr Gly Lys Asp Ser His Ser 

100 105 110 

Tyr Arg Val Phe Asn Leu Phe His Tyr Lys Val Val Gin Thr Val Asp 
115 120 125 

Val Arg 
130 



<210> 705 
<211> 513 
<212> DNA 

<213> Homo sapiens 
<400> 705 

acgcgtattt cgtccaaatg attcaaatca aaacgccgcc gttaaaaacg atgcaggcga 
60 

agacaatgcg aataaaaaag gtggtaaata agcatgagtt ttaaaatgac acaatctcaa 

120 

tacacaagtc tttatggacc aactgtagga gactccgtga gattaggaga tacgaacttg 
180 

tttgcacaag ttgagaaaga ctatgcaaat tatggggatg aagctacttt cggtggcgga 
240 

aaatcaattc gtgatggtac ggctcaaaat cctaatgtga caagagatga taaaaatgta 
300 

gccgatttag ttttaactaa cgcattaatt attgattatg acaagattgt taaagcagat 
360 

atcggtatta aaaatggtta tatttttaag attggtaaag ctggaaaccc agatataatq 
420 

gataacgttg acatcatcat tggtgcaaca actgatatta ttgctgctga aggtaaaatt 
480 

gttactgccg gcggtatcga tacacacgtg cac 
513 



<210> 706 
<211> 140 
<212> PRT 

<213> Homo sapiens 



<400> 706 

Met Ser Phe Lys Met Thr Gin Ser 

1 5 
Thr Val Gly Asp Ser Val Arg Leu 

20 

Val Glu Lys Asp Tyr Ala Asn Tyr 

35 40 
Gly Lys Ser He Arg Asp Gly Met 



Gin Tyr Thr Ser Leu Tyr Gly Pro 

10 15 
Gly Asp Thr Asn Leu Phe Ala Gin 
25 30 
Gly Asp Glu Ala Thr Phe Gly Gly 
45 

Ala Gin Asn Pro Asn Val Thr Arg 
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SO 




55 


60 








Asp Asp Lys Asn 


Val Ala Asp Leu Val Leu Thr 


Asn 


Ala 


Leu lie 


He 


65 






70 75 








80 


Asp 


Tyr Asp 


Lys 


He Val Lys Ala Asp He Gly 


He 


Lys 


Asn Gly Tyr 








85 90 






95 




He 


Phe Lys 


He 


Gly Lys Ala Gly Asn Pro Asp 


He 


Met 


Asp Asn 


Val 






100 


105 






110 




Asp 


He He 


He 


Gly Ala Thr Thr Asp He He 


Ala 


Ala 


Glu Gly 


Lys 




115 




120 




125 






He 


Val Thr 


Ala 


Gly Gly He Asp Thr His Val 


His 










130 




135 


140 









<210> 707 
<211> 409 

<212> DNA 

<213> Homo sapiens 

<400> 707 

acgcgtggca tcctcagacc accaaagaca atcctgtcct gggaggcagg gagaaagccg 
60 

gcacactaca cagtgcacag gtgaagccct cagggggtcc tggagcaggg ccacctccct 
120 

gggggatccc caggtgccat tttcatggca gtgtctatgg acggctcccc ttggcatggt 
180 

gctgggtggc aatcctggct gtagctgcca ccccctgccc tttttgcttc cctccgaggg 
240 

cattgtgatc atcagtgtga gtctgttggg aaggagagcc aggtccccag gtttgggaaa 
300 

ggagtagggt ttcccagcct gtctggccat caccccccag cccagcccct cctgctgggt 
360 

gacgtgctca gttcggcccc tgctgtactg ggagggggct aggagcata 
409 

<210> 708 
<211> 136 
<212> PRT 
<213> Homo sapiens 



<400> 708 



Met 


Leu 


Leu 


Ala 


Pro 


Ser 


Gin 


Tyr 


Ser 


Arg 


Gly 


Arg 


Thr 


Glu 


His 


Val 


1 








5 










10 










15 




Thr 


Gin 


Gin 


Glu 


Gly 


Leu 


Gly 


Trp 


Gly 


Val 


Met 


Ala 


Arg 


Gin 


Ala 


Gly 








20 










25 










30 






Lys 


Pro 


Tyr 


Ser 


Phe 


Pro 


Lys 


Pro 


Gly 


Asp 


Leu 


Ala 


Leu 


Leu 


Pro 


Asn 






35 










40 










45 








Arg 


Leu 


Thr 


Leu 


Met 


He 


Thr 


Met 


Pro 


Ser 


Glu 


Gly 


Ser 


Lys 


Lys 


Gly 




50 










55 










60 










Arg 


Gly 


Trp 


Gin 


Leu 


Gin 


Pro 


Gly 


Leu 


Pro 


Pro 


Ser 


Thr 


Met 


Pro 


Arg 


65 










70 










75 










80 


Gly 


Ala 


Val 


His 


Arg 


His 


Cys 


His 


Glu 


Asn 


Gly 


Thr 


Trp 


Gly 


Ser 


Pro 










85 










90 










95 




Arg 


Glu 


Val 


Ala 


Leu 


Leu 


Gin 


Asp 


Pro 


Leu 


Arg 


Ala 


Ser 


Pro 


Val 


His 








100 










105 










110 






Cys 


Val 


Val 


Cys 


Arg 


Leu 


Ser 


Pro 


Cys 


Leu 


Pro 


Gly 


Gin 


Asp 


Cys 


Leu 
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115 120 125 

Trp Trp Ser Glu Asp Ala Thr Arg 
130 135 

<210> 709 

<211> 771 

<212> DNA 

<213> Homo sapiens 



<400> 709 

acgcgtctga cggagagcct cctgagtctc cccacgcaga ggactcagaa agggaatcgg 
60 

tgaccacacc tgggccagcg acgtgtggtg cgccagcctc cccagcggat cacctcctcc 
120 

tcccctccca ggaggagagt ttctccgaag tccccatgag tgaagcaagc tcagcgaaag 
180 

acactccact ctttaggatg gagggagagg atgcccttgt gactcagtat cagagcaaag 
240 

ccagtgacca cgaaggttta ttgtctgacc ccttgagtga ccttcagttg gtctcagatt 
300 

ttaaatctcc aatcatggcc gatctgaact taagccttcc ttccattcct gaagtcgcat 
360 

cggatgatga aagaacagat caggttgaag atgacggaga tcaggttgaa gatgatggag 
420 

agacagcaaa gtcgtcaact ctggacatag gagctttgtc cttgggcttg gtagtcccct 
480 

gtcctgagag gggaaagggg cccagtggcg aggcagatag gttggtactg ggggagggcc 
540 

tgtgtgattt caggctgcaa gcaccccagg catctgtgac agctccttca gagcagacca 
600 

cagagttcgg aattcacaaa ccacatcttg gcaagagctc aagcttggat aaacagctgc 
660 

caggccccag tggtggtgag gaagaaaaac cgatgggaaa tgggagtcca agcccgcctc 
720 

ctggcacatc cctggacaat cctgtaccca gcccctcccc ttctgagatc t 

771 

<210> 710 
<211> 205 
<212> PRT 

<213> Homo sapiens 



<400> 710 

Met Ser Glu Ala Ser Ser Ala Lys Asp Thr Pro Leu Phe Arg Met Glu 

i 5 10 . IS 

Gly Glu Asp Ala Leu Val Thr Gin Tyr Gin Ser Lys Ala Ser Asp His 

20 25 30 

Glu Gly Leu Leu Ser Asp Pro Leu Ser Asp Leu Gin Leu Val Ser Asp 

35 40 45 

Phe Lys Ser Pro He Met Ala Asp Leu Asn Leu Ser Leu Pro Ser He 

50 55 60 

Pro Glu Val Ala Ser Asp Asp Glu Arg He Asp Gin Val Glu Asp Asp 
65 70 75 80 

Gly Asp Gin Val Glu Asp Asp Gly Glu Thr Ala Lys Ser Ser Thr Leu 
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Asp XXg 


Glv 

OA/ 


Ala 






100 


Gly Lys 


Gly 


Pro 




115 




Leu Cys 


Asp 


Phe 


130 






Ser Glu 


Gin 


Thr 


145 






Ser Ser 


Ser 


Leu 


Glu Lys 


Pro 


Met 






180 


Leu Asp 


Asn 


Pro 



85 

Leu Ser 

Ser Gly 

Arg Leu 

Thr Glu 
150 
Asp Lys 
165 

Gly Asn 
Val Pro 



195 



Leu Gly 

Glu Ala 
120 
Gin Ala 

135 

Phe Gly 

Gin Leu 

Gly Ser 

Ser Pro 
200 



90 

Leu Val Val 
105 

Asp Arg Leu 

Pro Gin Ala 

lie His Lys 
155 

Pro Gly Pro 

170 
Pro Ser Pro 
185 

Ser Pro Ser 



Pro Cys 

Val Leu 
125 
Ser Val 
140 

Pro His 

Ser Gly 

Pro Pro 

Glu He 
205 



95 

Pro Glu Arg 
110 

Gly Glu Gly 

Thr Ala Pro 

Leu Gly Lys 
160 

Gly Glu Glu 

175 
Gly Thr Ser 
190 



<210> 711 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 711 

nnggacccga cggcgcaaag ccttaatgaa gggtaggcag ttaccccttt ttccgtagga 
60 

attctcctgt tttatatcta ctccccccta ggttcatcct actccctcat cttctgagct 
120 

aatgtgcccg ctttatttgc acttgcatgg aatatgatta tgaacacagt ttttatcatt 

180 

gatgaccacc ccgttatcag gttggcgatt cgtatgttgt tggaacacga gggttataag 
240 

gtcgttggtg aaacggacaa cggttgtgac gcgatccaaa tggttcgcga atgcctgccg 
300 

gacctgatca tcctggatat cagcatcccg aaactcgacg gcctcgaagt gctctgccga 
360 

ttcaacgcca tgaacacatc catgaaaacc ctgattctta ccgcccagag tccgacgttg 

420 

ttcgccacgc gt 
432 



<210> 712 

<211> 93 

<212> PRT 

<213> Homo sapiens 



<400> 712 

Met He Met Asn Thr Val Phe He 

1 5 
Leu Ala lie Arg Met Leu Leu Glu 
20 

Glu Thr Asp Asn Gly Cys Asp Ala 

35 40 
Pro Asp Leu He He Leu Asp lie 

50 55 
Glu Val Leu Cys Arg Phe Asn Ala 



He Asp Asp His Pro Val He Arg 

10 15 
His Glu Gly Tyr Lys Val Val Gly 
25 30 
He Gin Met Val Arg Glu Cys Leu 
45 

Ser He Pro Lys Leu Asp Gly Leu 
60 

Met Asn Thr Ser Met Lys Thr Leu 
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^5 70 . 75 80 

lie Leu Thr Ala Gin Ser Pro Thr Leu Phe Ala Thr Arg 
85 90 

<210> 713 
<211> 465 
<212> DNA 

<213> Homo sapiens 
<400> 713 

atcctgatcg ccaacggtgg tatgcagaac ccggtgggcg cggtgttcaa ccccgacacc 
6 0 

atgcgcatgg aaatgaccga cttcgccgcg gtgatcttca acccggtggc gcaggccaag 

ttcgtgcata cggtcagcgc gggctacgtg gccggcgcca tgttcgtcat gtcgatcaac 
180 ^3 

gcctggtacc tgctcaaggg ccgccacacc gacctggcca agcgctcgat ggcggtcgcc 
240 

gccagcttcg gcctggcgtc ggcgctgtcg gtcgtcgtgc tgggtgacga aagcggttat 

ctcaccaccg aacaccagaa gatgaagatc gcggccatgg aatccatgtg gcacaccgag 
360 

ccggcgcccg cgtccttcaa cctgatcgcg ctgcccaacc aggccgaacg caagaacgac 

ttcgccatcg agattcccta cgtcatgngc ctcatcggca cgcgt 
.465 

<210> 714 
<211> 155 

<212> PRT 

<213> Homo sapiens 
<400> 714 

He Leu lie Ala Asn Gly Gly Met Gin Asn Pro Val Gly Ala Val Phe 

Asn Pro Asp Thr Met Arg Met Glu Met Thr Asp Phe Ala Ala Val He 

20 25 30 

Phe Asn Pro Val Ala Gin Ala Lys Phe Val His Thr Val Ser Ala Gly 

35 40 . 45 

Tyr Val Ala Gly Ala Met Phe Val Met Ser He Ser Ala Trp Tyr Leu 

50 55 60 

Leu Lys Gly Arg His Thr Asp Leu Ala Lys Arg Ser Met Ala Val Ala 
^5 70 75 80 

Ala Ser Phe Gly Leu Ala Ser Ala Leu Ser Val Val Val Leu Gly Asp 

85 90. 95 

Glu Ser Gly Tyr Leu Thr Thr Glu His Gin Lys Met Lys He Ala Ala 

105 110 
Met Glu Ser Met Trp His Thr Glu Pro Ala Pro Ala Ser Phe Asn Leu 

115 120 125 

He Ala Leu Pro Asn Gin Ala Glu Arg Lys Asn Asp Phe Ala He Glu 

130 135 
He Pro Tyr Val Met Xaa Leu He Gly Thr Arg 
145 150 155 
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<210> 715 
<211> 354 
<212> DNA 

<213> Homo sapiens 
<400> 715 

nnaccggtgg atgccaacga atatcgtggc gagctgaaag tcggcgccat caccaccgcc 
60 

cagaccggcc tgctgcctca ggcactggtg cgtttgcgcc aggcagcgcc gacggtggag 

120 

tgcaagttgg taccgggggt ttccctggag ttgctcagcc aggtggacgc aggcgagctg 
180 

gactcggcga tcatcattcg cccgcccttt gatttgccca aggagttgca cgtacaggta 
240 

ctgcgcaagg agccgtttgt gttgatcgtg ccccaggcgg tcgggggtga tgacccgttg 
300 

caactgctcg aagctcatcc ccacgtgcgc tacgaccgcg cttcgtttgg cggg 
354 

<210> 716 
<211> 118 
<:212> PRT 

<213> Homo sapiens 
<400> 716 



Xaa Pro 


Val 


Asp 


Ala 


Asn 


Glu 


Tyr 


Arg 


Gly 


Glu 


Leu 


Lys 


Val 


Gly 


Ala 


1 






5 










10 










15 




He Thr 


Thr 


Ala 
20 


Gin 


Thr 


Gly 


Leu 


Leu 
25 


Pro 


Gin 


Ala 


Leu 


Val 
30 


Arg 


Leu 


Arg Gin 


Ala 
35 


Ala 


Pro 


Thr 


Val 


Glu 
40 


Cys 


Lys 


Leu 


Val 


Pro 
45 


Gly 


Val 


Ser 


Leu Glu 


Leu 


Leu 


Ser 


Gin 


Val 


Asp 


Ala 


Gly 


Glu 


Leu 


Asp 


Ser 


Ala 


He 


50 










55 










60 










He He 


Arg 


Pro 


Pro 


Phe 


Asp 


Leu 


Pro 


Lys 


Glu 


Leu 


His 


Val 


Gin 


Val 


65 








70 










75 










80 


Leu Arg 


Lys 


Glu 


Pro 
85 


Phe 


Val 


Leu 


He 


Val 
90 


Pro 


Gin 


Ala 


val 


Gly 
95 


Gly 


Asp Asp 


Pro 


Leu 
100 


Gin 


Leu 


Leu 


Glu 


Ala 
105 


His 


Pro 


His 


Val 


Arg 
110 


Tyr 


Asp 


Arg Ala 


Ser 


Phe 


Gly 


Gly 























115 



<210> 717 
<211> 401 
<212> DNA 
<213> Homo sapiens 

<400> 717 

acgcgtatct tttcggtaaa cctactaatt tttcattcaa cgctcgacgc ccaggtaaag 
60 

ccgttaagtc atccaaatag gccattctgt ggctctccat cagtaagaac caaatccata 
120 

ggagaagtcg agcggatagc aatgcatcaa attgatgccg agaaaccgaa aaatgggaca 
180 
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atataatcaa gccgacaata ctgaccaaac cactcgcatg aaagctacta ccgcttgacc 
240 

accaagcaga aaaaaccaat gaaatgctta aaaataaaat cgtccaaagt aaaaagctag 
300 

accaggtggt agccagatta aaaataggcc gctctagaaa atgaaaagaa atccaatgag 
360 

actcaacggc gtagcaccag cacagcaaca tagccactag t 
401 

<210> 718 
<211> 130 
<212> PRT 

<213> Homo sapiens 
<400> 718 



Met 


Leu 


Leu 


Cys Trp Cys Tyr Ala 


Val 


Glu 


Ser His 


Trp 


He 


Ser 


Phe 


1 






5 




10 








15 




His 


Phe 


Leu 


Glu Arg Pro lie Phe 


Asn 


Leu 


Ala Thr 


Thr 


Trp 


Ser 


Ser 








20 


25 








30 






Phe 


Leu 


Leu 


Trp Thr lie Leu Phe 


Leu 


Ser 


lie Ser 


Leu 


Val 


Phe 


Ser 






35 


40 








45 








Ala 


Trp 


Trp Ser Ser Gly Ser Ser 


Phe 


His 


Al Ser 


Gly 


Leu 


He 


Ser 




50 




55 






60 










lie 


Val 


Ser 


Leu lie lie Leu Ser 


His 


Phe 


Ser Val 


Ser 


Gin 


His 


Gin 


€5 






70 






75 








80 


Phe 


Asp 


Ala 


Leu Leu Ser Ala Gin 


Leu 


Leu 


Leu Trp 


He 


Trp 


Phe 


Leu 








85 




90 








95 




Leu 


Met 


Glu 


Ser His Arg Met Ala 


Tyr 


Leu 


Asp Asp 


Leu 


Thr 


Ala 


Leu 








100 


105 








1X0 






Pro Gly 


Arg 


Arg Ala Leu Asn Glu 


Lys 


Leu 


Val Gly 


Leu 


Pro Lys Arg 






115 


120 








125 









Tyr Ala 
130 



<210> 719 
<211> 685 
<212> DNA 

<213> Homo sapiens . 
<400> 719 

tatatagggc tatctacctt attcacagca cattccatct acacaacctt gtagcgttca 
60 

ctcttgaagg cggattttca taggcgctgc gcctctcata ttcaagcatc aaggcaatcc 
120 

aatctccctg cgttggtaac tgggcaaaag aaagacctct gcagtccagc aacctcatcg 
180 

tgcaaatgcc gtggcgtggt caactctgac ggcctggaag ctgcagacct tgtcaaagga 
240 

cctcggccga aattcaccct tgatctcttt gtcttgtcca actcttgtcc ctgagaatga 
300 

aactgtcttc tgagagtcca tcaatgcgac gctgactcgt gagaagtgct gaatcacgtc 

360 

gccattttgg agacctgcca acgcagctct ggaacctgcc aggacgcctt ccacaacacc 
420 
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agaacgcagc gactttgcgt taaatccaag ctcaaacacc tcttgctcca caggcctgag 
480 

cataaaaagg tattctgcga cgggaaatgt aaagtctgag cttaggtgca gagtaccgcc 
540 

atcgatcagt gtctgatact gcttgtccgc gacttctttg ccgagcaatg ggtatagcgt 
600 

tttcaaccaa gtggaagcag tcgtttgctc accctggcga ttccggcgag ttagggacat 
660 

gaccacgtca tcgatgggat tttgc 
685 

<210> 720 
<211> 161 
<212> PRT 

<2I3> Homo sapiens 



<400> 720 



Met 


Ser 


Leu Thr 


Arg Arg 


Asn 


Arg 


Gin 


Gly 


Glu Gin 


Thr 


Thr 


Ala 


Ser 


1 






5 










10 








15 




Thr 


Trp 


Leu Lys 

20 . 


Thr 


Leu 


Tyr 


Pro 


Leu 
25 


Leu 


Gly Lys 


Glu 


Val 
30 


Ala 


Asp 


Lys 


Gin 


Tyr Gin 
35 


Thr 


Leu 


lie 


Asp 
40 


Gly 


Gly 


Thr Leu 


His 
45 


Leu 


Ser 


Ser 


Asp 


Phe 
50 


Thr Phe 


Pro 


Val 


Ala 
55 


Glu 


Tyr 


Leu 


Phe Met 

60 


Leu 


Arg 


Pro 


Val 


Glu 


Gin 


Glu Val 


Phe 


Glu 


Leu 


Gly 


Phe 


Asn 


Ala Lys 


Ser 


Leu 


Arg 


Ser 


65 








70 










75 








80 


Gly 


Val 


Val Glu 


Gly Val 


Leu 


Ala 


Gly 


Ser 


Arg Ala 


Ala 


Leu 


Ala 


Gly 








85 










90 








95 




Leu 


Gin 


Asn Gly 
100 


Asp 


Val 


lie 


Gin 


His 
105 


Phe 


Ser Arg 


val 


Ser 
110 


Val 


Ala 


Leu 


Met 


Asp Ser 
115 


Gin 


Lys 


Thr 


Val 
120 


Ser 


Phe 


Ser Gly 


Thr 
125 


Arg 


Val 


Gly 


Gin 


Asp 
130 


Lys Glu 


He 


Lys 


Gly 
135 


Glu 


Phe 


Arg 


Pro Arg 

140 


Ser 


Phe 


Asp 


Lys 


Val 


Cys 


Ser Phe 


Gin 


Ala 


Val 


Arg 


Val 


Asp 


His Ala 


Thr 


Ala 


Phe 


Ala 


145 








150 










155 








160 



Arg 

<210> 721 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 721 

aagcttggga tcagggtgtg gcagtgtggc gggagtgtgg aggtcctgcc ctgctcacgg 
60 

attgcccaca ttgagcgagc ccacaagccc tacacagagg acctcaccgc ccatgtccgc 
120 

aggaacgctc tcagggtggc tgaagcctgg atggatgaat ttaaaagcca cgtctactgg 
180 

catggaacat accaggagga ctcaggaatt gacattgggg acatcaccgc aaggaaggct 
240 
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ctcaggaaac agctgcagtg caagaccttc cggtggtacc tggtcagcgt gtacccagag 
300 

atgaggatgt actccgacat cattgcctat ggagtgctgc agaattctcc gaagactgat 
360 

ttgtgtcttg accaggggcc agatacagag aatgtcccca tcatgtacat ctgccatggg 

420 

atgacgcctc agaacgtgta ctacacgagc agtcagcaga tccatgtggg cattctgagc 
480 

cccaccgtgg atgatgatga caaccgatgc ctggtggacg tcaacagccg gccccggctc 
540 

atcgaatgca gctacgccaa agccaagagg atgaagctt 
579 

<210> 722 
<211> 193 
<212> PRT 

<213> Homo sapiens 
<400> 722 

Lys Leu Gly He Arg Val Trp Gin Cys Gly Gly Ser Val Glu Val Leu 

^5 10 15 

Pro Cys Ser Arg He Ala His He Glu Arg Ala His Lys Pro Tyr Thr 

20 25 30 

Glu Asp Leu Thr Ala His Val Arg Arg Asn Ala Leu Arg Val Ala Glu 

35 40 45 

Val Trp Met Asp Glu Phe Lys Ser His Val Tyr Trp His Gly Thr Tyr 

50 55 60 

Gin Glu Asp Ser Gly He Asp He Gly Asp He Thr Ala Arg Lys Ala 
^5 70 75 80 

Leu Arg Lys Gin Leu Gin Cys Lys Thr Phe Arg Trp Tyr Leu Val Ser 

85 90 95 

Val Tyr Pro Glu Met Arg Met Tyr Ser Asp He He Ala Tyr Gly Val 

100 105 110 

Leu Gin Asn Ser Leu Lys Thr Asp Leu Cys Leu Asp Gin Gly Pro Asp 

115 120 125 

Thr Glu Asn Val Pro He Met Tyr He Cys His Gly Met Thr Pro Gin 

130 135 140 

Asn Val Tyr Tyr Thr Ser Ser Gin Gin He His Val Gly He Leu Ser 
145 150 155 160 

Pro Thr Val Asp Asp Asp Asp Asn Arg Cys Leu Val Asp Val Asn Ser 

165 170 175 

Arg Pro Arg Leu He Glu Cys Ser Tyr Ala Lys Ala Lys Arg Met Lys 
180 185 190 

Leu 



<210> 723 
<211> 384 
<212> DNA 

<213> Homo sapiens 
<400> 723 

acgcgtcctc ttacgctcag ttttgacaat gcgtgctggc agccaaccga agccgtaaaa 
60 
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ctcaacgaaa tgctctcgct taaaccgtgc gaaggaaccc caccgcaatg gcgcttattc 
120 

cgcgaagggg attaccaaat gcgcattgat acgcgctccg gaacgcctac gctgatgctt 
180 

accgtacaaa gtgtaaccga caaacctgtt acggacgtca ctcgacaatg ccctaaatgg 
240 

gacggcaagc ccctcaccct tgacgtaacg aatacattcc cggaaggctc cgtcgtacga 
300 

gacttctaca gcaagcaaac cgctatggtg cagcaaggta aaatcacact tcagcctgcc 

360 

gctaacagca atggcctgct gctg 
384 

<210> 724 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 724 

Thr Arg Pro Leu Thr Leu Ser Phe Asp Asn Ala Cys Trp Gin Pro Thr 

15 10 15 

Glu Ala Val Lys Leu Asn Glu Met Leu Ser Leu Lys Pro Cys Glu Gly 

20 25 30 

Thr Pro Pro Gin Trp Arg Leu Phe Arg Glu Gly Asp Tyr Gin Met Arg 

35 40 45 

lie Asp Thr Arg Ser Gly Thr Pro Thr Leu Met Leu Thr Val Gin Ser 

50 55 60 

Val Thr Asp Lys Pro Val Thr Asp Val Thr Arg Gin Cys Pro Lys Trp 
65 70 75 80 

Asp Gly Lys Pro Leu Thr Leu Asp Val Thr Asn Thr Phe Pro Glu Gly 

85 90 95 

Ser Val Val Arg Asp Phe Tyr Ser Lys Gin Thr Ala Met Val Gin Gin 

100 105 110 

Gly Lys lie Thr Leu Gin Pro Ala Ala Asn Ser Asn Gly Leu Leu Leu 
115 120 125 

<210> 725 
<211> 521 
<212> DNA 

<213> Homo sapiens 
<400> 725 

tcatgacttg ctttattgca gtggtctgga actgttggat ggaacgaatt ttatctagag 
60 

cctggtgaac agcttcccag gtgtgcattt agggcctcct agggatcatc aaagttttta 
120 

gaaaataggt ttccttcttc cacaggcatg gagaaggaag gaaattttgc actggccttt 
180 

gggaagctga agaagagctg gggggaggct tgttctgaca aaatagtgac tctctccctg 
240 

cttgaaatgt cccacagaag gctgtttctg gttcacattt gcccctctag gtccactccc 
300 

tccccttcat cctgctcact gccagagaga ctatgctggg agtggtgcat cggtggtctc 
360 
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caggcccttt taggctcaag gtgttcattc cctggctcct tccctgccat gtctttgttc 
420 

cttcctccct ccttcccatc ccagcagcca ccctcctcct tccaccagac ctgggaacca 
480 

tcatcccaac cacaatcacc ccgtggttct attacacgcg t 
521 

<210> 726 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 726 

Met Glu Lys Glu Gly Asn Phe Ala Leu Ala Phe Gly Lys Leu Lys Lys 

^5 10 15 

Ser Trp Gly Glu Ala Cys Ser Asp Lys lie Val Thr Leu Ser Leu Leu 

20 25 30 

Glu Met Ser His Arg Arg Leu Phe Leu Val His lie Cys Pro Ser Arg 

35 40 45 

Ser Thr Pro Ser Pro Ser Ser Cys Ser Leu Pro Glu Arg Leu Cys Trp 

50 55 60 

Glu Trp Cys lie Gly Gly Leu Gin Ala Leu Leu Gly Ser Arg Cys Ser 
^5 70 75 80 

Phe Pro Gly Ser Phe Pro Ala Met Ser Leu Phe Leu Pro Pro Ser Phe 

85 90 95 

Pro Ser Gin Gin Pro Pro Ser Ser Phe His Gin Thr Trp Glu Pro Ser 

100 105 110 

Ser Gin Pro Gin Ser Pro Arg Gly Ser lie Thr Arg 
lis 120 

<210> 727 
<211> 629 

<212> DNA 

<213> Homo sapiens 
<400> 727 

naccggtgtt cgtcccaact ccggtgtcta cgcccgcacg aaccagattg gtgctccggc 
60 

tctgttgcct gacggcacgg tggctcagga ctcgatctcg ggaaccttgg cgactcgcgg 
120 

tgccattatc gacgctggtg agttgaaggc tccgacgcat cgggcgtttg cgtcaatcag 
180 

tgccgcccgc cacgaggtcc aaggagaact cgaatgaatc cgaatgacta cctggtgctc 
240 

tcggcgatct tgttcgctat cggcatcgtg ggcttcctga cgaggcgtaa tgccctggtg 
300 

gcctttatgt cggtggagtt gatgctcaac gccgcgaacc tggcgctggt gactttcgct 
360 

cacgtacacg gctctctcga cggacaggtc ggggttttct tcgtgatgat cgtggcagcc 
420 

gctgaggcgg ttgtcggttt ggcgatcatc gtcactattt tccgttcccg tcgcaccact 
480 

tcggtggacg acaccaacct gctgaagttc tgagggaggt accgtgactg tcttggaaac 
540 
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cggcttgctc aacgtggcct ggctcatgat tgcggtgcca ctggcggttg ccgcgctgct 

600 

attggtgctg ggacgccgca gcgacgcgt 
629 

<210> 728 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 728 



Met 


Asn 


Pro 


Asn 


Asp Tyr 


Leu Val Leu Ser Ala He Leu 


Phe 


Ala 


He 


1 








5 


10 




15 




Gly 


lie 


Val 


Gly 


Phe Leu 


Thr Arg Arg Asn Ala Leu Val 


Ala 


Phe 


Met 








20 




25 


30 






Ser 


Val 


Glu 


Leu 


Met Leu 


Asn Ala Ala Asn Leu Ala Leu 


Val 


Thr 


Phe 






35 






40 45 








Ala 


His 


Val 


His 


Gly Ser 


Leu Asp Gly Gin Val Gly Val 


Phe 


Phe 


Val 




50 








55 60 








Met 


lie 


Val 


Ala 


Ala Ala 


Glu Val Val Val Gly Leu Ala 


He 


He 


Val 


65 








70 


75 






80 


Thr 


He 


Phe 


Arg 


Ser Arg 


Arg Thr Thr Ser Val Asp Asp 


Thr 


Asn 


Leu 










85 


90 




95 




Leu 


Lys 


Phe 















<210> 729 
<211> 4716 
<212> DNA 

<213> Homo sapiens 
<400> 729 

nnaggagaga agaaattgaa aagcaggcac ttgagaagtc taagagaagc tttaagacgt 
60 

ttaaggaaat gctgcaggac agggaatccc aaaatcaaaa gtctacagtt ccgtcaagaa 

120 

ggagaatgta ttcttttgat gatgtgctgg aggaaggaaa gcgaccccct acaatgactg 
180 

tgtcagaagc aagttaccag agtgagagag tagaagagaa gggagcaact tattcttcag 
240 

aaattcccaa agaagattct accacttttg caaaaagaga ggacccgtgt aacaactgaa 
300 

attcagcttc cttctcaaag tcctgtggaa gaacaaagcc cagcctcttt gtcttctctg 
360 

cgttcacgga gcacacaaat ggaatcaacc cgtgtttcag cttctctccc cagaagttac 
420 

cggaaaactg atacagccag gttaacatct gtggtcacac caagaccctt tggctctcag 
480 

acaaggggaa tctcatcact ccccagatct tacacgatgg atgatgcttg gaagtataat 
540 

ggagatgttg aagacactaa gagaactcca aacaatgtgg tcagcacccc tgcaccaagc 
600 

ccggacgcaa gccaaccggc ttcaagctta tctagccaga aagaggtagc agcaacagaa 
660 
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gaagatgtga caaggctgcc ctctcctaca tcccccttct catctctttc ccaagaccag 
720 

gctgccactt ctaaagccac attgtcttcc acatctggtc ttgatttaat gtctgaatct 
780 

ggagaagggg aaatctcccc acaaagagaa gtctcaagat cccaggatca gttcagcgat 
840 

atgagaatca gcataaacca gacgcctggg aagagtcttg actttgggtt tacaataaaa 
900 

tgggatattc ctgggatctt cgtagcatca gttgaagcag gtagcccagc agaattttct 
960 

cagctacaag tagatgatga aattattgct attaacaaca ccaagttttc atataacgat 

1020 

tcaaaagagt gggaggaagc catggctaag gctcaagaaa ctggacacct agtgatggat 
1080 

gtgaggcgct atggaaaggc tggttcacct gaaacaaagt ggattgatgc aacttctgga 

114 0 

atttacaact cagaaaaatc ttcaaatcta tctgtaacaa ctgatttctc cgaaagccct 
1200 

cagagttcta atattgaatc caaagaaatc aatggaattc atgatgaaag caatgctttt 
1260 

gaatcaaaag catctgaatc catttctttg aaaaacttaa aaaggcgatc acaatttttt 
1320 

gaacaaggaa gctctgattc ggtggttcct gatcttccag ttccaaccat cagtgccccg 
1380 

agtcgctggg tgtgggatca agaggaggag cggaagcggc aggagaggtg gcagaaggag 

1440 

caggaccgcc tactgcagga aaaatatcaa cgtgagcagg agaaactgag ggaagagtgg 
1500 

caaagggcca aacaggaggc agagagagag aattccaagt acttggatga ggaactgatg 
1560 

gtcctaagct caaacagcat gtctctgacc acacgggagc cctctcttgc cacctgggaa 
1620 

gctacctgga gtgaagggtc caagtcttca gacagagaag gaacccgagc aggagaagag 
1680 

gagaggagac agccacaaga ggaagttgtt catgaggacc aaggaaagaa gccgcaggat 
1740 

cagcttgtta ttgagagaga gaggaaatgg gagcaacagc ttcaggaaga gcaagagcaa 
1800 

aagcggcttc aggctgaggc tgaggagcag aagcgtcctg cggaggagca gaagcgccag 
1860 

gcagagatag agcgggaaac atcagtcaga atataccagt acaggaggcc tgttgattcc 
1920 

tatgatatac caaagacaga agaagcatct tcaggttttc ttcctggtga caggaataaa 
1980 

tccagatcta ctactgaact ggatgattac tccacaaata aaaatggaaa caataaatat 
2040 

ttagaccaaa ttgggaacac gacctcttca cagaggagat ccaagaaaga acaagtacca 
2100 

tcaggagcag aattggagag gcaacaaatc cttcaggaaa tgaggaagag aacacccctt 
2160 

cacaatgaca acagctggat ccgacagcgc agtgccagtg tcaacaaaga gcctgttagt 
2220 

cttcccggga tcatgagaag aggcgaatct ttagataacc tggactcccc ccgatccaat 
2280 
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tcttggagac agcctccttg gctcaatcag 
2340 

caagacttta gtcgcccacc acctcagctg 
2400 

aacccctcct ccagcgtgcc cccaccttca 
2460 

gtggccacca cacagtcccc caccccgaga 
2520 

tctcagctgc gtaacaggtc agtcagtggg 

2580 

ctgggcaaag gagccgccat gatcatcgag 
2640 

tttaagtgtg ttgcctgtga gtgtgacctc 
2700 

atcagaaacc accaactgta ctgcaacgac 
2760 

accgccatgt gatgtaagcc tccatacgaa 
2820 

tgctgctcat gtagatctat aaatatgtgt 
2880 

aaaagaataa ctttttttgc ctctttagat 
2940 

cagtattttt gttgtttatt tataaggtaa 
3000 

tgttgaatcc agcatcttga gagcacaagg 
3060 

ggcagataat gatctagttt gactttctag 

3120 

gttttttaaa aaaaggttct taaacattat 
3180 

atttgctctg tttattgtaa tgtattctaa 
3240 

taaaatctat ccccaaatgt gctttctgta 

3300 

aaaaatgcag ttaatgtacc atttatttgc 

3360 

gaaatgttgc taagtaattc ccaatagaaa 
3420 

atggcttgta tactagaagt cttcttcaga 
3480 

tgtaaataaa cttgctgacg catttaacga 
3540. 

ctgacctcag gccttttagc catatttcag 
3600 

ccagtagccc tactaaggta taattgatgc 
3660 

ttgacaaatt ttgacatggt gtataccttc 
3720 

tgaaacattt taataaggaa gtttattttt 
3780 

ttgtatggcg agagtgatga attgttggat 
3840 

gataaaagga gaagacaaca gtgagctitag 
3900 



cccacaggat tctatgcttc ttcctctgtg 
gtgtccacat caaaccgtgc ctacatgcgg 
gctggctccg tgaagacctc caccacaggt 
agccattccc cttcagcttc acagtcaggc 
aagcgcatac gctcctactg caataacatt 
tccctgggtc tttgttatca tttgcattgt 
ggaggccctt cctcaggagc tgaagtcagg 
tgctatctca gattcaaatc tggacggcca 
agcactgttg cagatagaag aagaggtggt 
tgtatgtctt ttttgctttt ttttttaaaa 
tacatagaag cattgtagtc ttggtagaac 
ttgtgtgcgg ggaaaagtgc agtatttacc 
gaaaaaataa gaacctacga atatttttga 
ttagtggtgt tttgaagagg gtattttatt 
ttgaaatagt taatataaat acataattgc 
attaatgcag aaccacatgg aaaatttcat 
tccttccttc tacctattat tctgattttt 
ttgatgaagg gagctctatt tcctttacca 
gctgcttatt ttcattaatg aaaaataacc 
aactggtgag cctttctgtt caattgcatt 
gtgggtcgtc tttttcctag gtgtatgtgt 
tatgtggcct tttttgatgt tatgttttat 
aataaactgc atatatttaa agtgtatact: 
gaaactatgc cacagtctgg atgtgtttac 
gataaagtta tgtttttgga tacaatatat 
catttgaata aaatctttta ctaaccccat 
aatatctata aagcaaaaaa tgtagtctct: 
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tgtttaaaaa atctggagcg ggaatgcaag gatacaaaac tttagcatgc tttgagcaaa 
3960 

aatttaaact tactggaatc ttttataata atgtaagtgg aatggaggat tctaggaact 
4020 

gagaactgta ttggaatagg ttcaaaatat gtaagaaatg ctaatgtggg agataaaaat 
4080 

tttatttagt acttattctg attattatta aagtaataat gcgttccttg aggataactt 
4140 

gtcaaatgcc ccaaagcata aagaatataa ttctgaatcc caaattccaa agacaagaac 
4200 

tctgtgtttg aattcattct gcatataatt atttataagt atagattgtg aatttttcca 
4260 

tgttcttaaa attattttta tcttttttca tggttgcata gtgctccatt gtttggcctt 
4320 

ggtaatattt agttgataat tccattactg tgtatttttc acttgtttct aagatcaaac 
4380 

attttaatat gtgcatgtta tatataaata tgtaaattct gtgatactct atgatcatct 

4440 

ctttctttat attattttca tagacatgaa atagttgctc agagattatg cattttaaga 
4500 

cactcatagt atatattgcc aaagtggttt ccagaaaggc actgctggct tcgactccta 
4560 

taagcagcac gtgggcttgt tcatctcact gcatgtttat gaagatacag ttcttttgcc 
4620 

ttgttctctg cctgatgtgt atgcagaggc agccctcaat atgcagtggt tgaataaatg 
4680 

aatgaagaaa ccactatcaa aaaaaaaaaa aaaaaa 

4716 

<210> 730 
<211> 797 
<212> PRT 

<213> Homo sapiens 



<400> 730 



Met Glu Ser Thr 


Arg 


Val Ser 


Ala 


Ser 


Leu 


Pro Arg 


Ser 


Tyr Arg Lys 


1 


5 








10 






15 


Thr Asp Thr Val 


Arg 


Leu Thr 


Ser 


Val 


Val 


Thr Pro 


Arg 


Pro Phe Gly 


20 








25 








30 


Ser Gin Thr Arg 


Gly lie Ser 


Ser 


Leu 


Pro 


Arg Ser 


Tyr Thr Met Asp 


35 






40 








45 




Asp Ala Trp Lys 


Tyr Asn Gly 


Asp Val 


Glu Asp lie 


Lys 


Arg Thr Pro 


50 




55 








60 




Asn Asn Val Val 


Ser 


Thr Pro 


Ala 


Pro 


Ser 


Pro Asp 


Ala 


Ser Gin Leu 


65 




70 








75 




80 


Ala Ser Ser Leu 


Ser 
85 


Ser Gin 


Lys 


Glu 


Val 
90 


Ala Ala 


Thr 


Glu Glu Asp 
95 


Val Thr Arg Leu 


Pro 


Ser Pro 


Thr 


Ser 


Pro 


Phe Ser 


Ser 


Leu Ser Gin 


100 








105 








110 


Asp Gin Ala Ala 


Thr 


Ser Lys 


Ala 


Thr 


Leu 


Ser Ser 


Thr Ser Gly Leu 


115 






120 








125 




Asp Leu Met Ser 


Glu 


Ser Gly 


Glu Gly Glu 


He Ser 


Pro 


Gin Arg Glu 


130 




135 








140 




Val Ser Arg Ser 


Gin 


Asp Gin 


Phe 


Ser Asp Met Arg 


lie 


Ser He Asn 
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145 ISO 155 160 

Gin Thr Pro Gly Lys Ser Leu Asp Phe Gly Phe Thr lie Lys Trp Asp 

165 170 175 

He Pro Gly He Phe Val Ala Ser Val Glu Ala Gly Ser Pro Ala Glu 

180 185 190 

Phe Ser Gin Leu Gin Val Asp Asp Glu He He Ala He Asn Asn Thr 

195 200 205 

Lys Phe Ser Tyr Asn Asp Ser Lys Glu Trp Glu Glu Ala Met Ala Lys 

210 215 220 

Ala Gin Glu Thr Gly His Leu Val Met Asp Val Arg Arg Tyr Gly Lys 
225 230 235 240 

Ala Gly Ser Pro Glu Thr Lys Trp He Asp Ala Thr Ser Gly He Tyr 

245 250 255 

Asn Ser Glu Lys Ser Ser Asn Leu Ser Val Thr Thr Asp Phe Ser Glu 

260 265 270 

Ser Leu Gin Ser Ser Asn He Glu Ser Lys Glu He Asn Gly He His 

275 280 285 

Asp Glu Ser Asn Ala Phe Glu Ser Lys Ala Ser Glu Ser He Ser Leu 

290 295 300 

Lys Asn Leu Lys Arg Arg Ser Gin Phe Phe Glu Gin Gly Ser Ser Asp 
305 310 315 320 

Ser Val Val Pro Asp Leu Pro Val Pro Thr He Ser Ala Pro Ser Arg 

325 330 335 

Trp Val Trp Asp Gin Glu Glu Glu Arg Lys Arg Gin Glu Arg Trp Gin 

340 345 350 

Lys Glu Gin Asp Arg Leu Leu Gin Glu Lys Tyr Gin Arg Glu Gin Glu 

355 360 365 

Lys Leu Arg Glu Glu Trp Gin Arg Ala Lys Gin Glu Ala Glu Arg Glu 

370 375 380 

Asn Ser Lys Tyr Leu Asp Glu Glu Leu Met Val Leu Ser Ser Asn Ser 
385 390 395 400 

Met Ser Leu Thr Thr Arg Glu Pro Ser Leu Ala Thr Trp Glu Ala Thr 

405 410 415 

Trp Ser Glu Gly Ser Lys Ser Ser Asp Arg Glu Gly Thr Arg Ala Gly 

420 425 430 

Glu Glu Glu Arg Arg Gin Pro Gin Glu Glu Val Val His Glu Asp Gin 

435 440 445 

Gly Lys Lys Pro Gin Asp Gin Leu Val He Glu Arg Glu Arg Lys Trp 

450 455 460 

Glu Gin Gin Leu Gin Glu Glu Gin Glu Gin Lys Arg Leu Gin Ala Glu 
465 470 475 480 

Ala Glu Glu Gin Lys Arg Pro Ala Glu Glu Gin Lys Arg Gin Ala Glu 

485 490 495 

He Glu Arg Glu Thr Ser Val Arg He Tyr Gin Tyr Arg Arg Pro Val 

500 505 510 

Asp Ser Tyr Asp He Pro Lys Thr Glu Glu Ala Ser Ser Gly Phe Leu 

515 520 525 

Pro Gly Asp Arg Asn Lys Ser Arg Ser Thr Thr Glu Leu Asp Asp Tyr 

530 535 540 

Ser Thr Asn Lys Asn Gly Asn Asn Lys Tyr Leu Asp Gin He Gly Asn 
545 550 555 560 

Thr Thr Ser Ser Gin Arg Arg Ser Lys Lys Glu Gin Val Pro Ser Gly 

565 570 575 

Ala Glu Leu Glu Arg Gin Gin He Leu Gin Glu Met Arg Lys Arg Thr 
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580 585 590 

Pro Leu His Asn Asp Asn Ser Trp lie Arg Gin Arg Ser Ala Ser Val 

595 600 605 

Asn Lys Glu Pro Val Ser Leu Pro Gly He Met Arg Arg Gly Glu Ser 

610 615 620 

Leu Asp Asn Leu Asp Ser Pro Arg Ser Asn Ser Trp Arg Gin Pro Pro 
625 630 635 640 

Trp Leu Asn Gin Pro Thr Gly Phe Tyr Ala Ser Ser Ser Val Gin Asp 

645 650 655 

Phe Ser Arg Pro Pro Pro Gin Leu Val Ser Thr Ser Asn Arg Ala Tyr 

6€0 665 670 

Met Arg Asn Pro Ser Ser Ser Val Pro Pro Pro Ser Ala Gly Ser Val 

675 680 685 

Lys Thr Ser Thr Thr Gly Val Ala Thr Thr Gin Ser Pro Thr Pro Arg 

690 695 700 

Ser His Ser Pro Ser Ala Ser Gin Ser Gly Ser Gin Leu Arg Asn Arg 
'705 710 715 720 

Ser Val Ser Gly Lys Arg He Cys Ser Tyr Cys Asn Asn He Leu Gly 

725 730 735 

Lys Gly Ala Ala Met He He Glu Ser Leu Gly Leu Cys Tyr His Leu 

740 745 750 

His Cys Phe Lys Cys Val Ala Cys Glu Cys Asp Leu Gly Gly Ser Ser 

755 760 765 

Ser Gly Ala Glu Val Arg He Arg Asn His Gin Leu Tyr Cys Asn Asp 

770 775 780 

Cys Tyr Leu Arg Phe Lys Ser Gly Arg Pro Thr Ala Met 
785 790 795 

<210> 731 
<211> 513 
<212> DNA 

<213> Homo sapiens 
<400> 731 

tcgcgagcac actccagcct ctgcttttct cagtggcttg gccagaacag aatttgttct 

actcgaatga ccccagattc cctccaagaa cttccctcct ctcattcagc ttctctggat 
120 

tcttcaaatg actgactggg gaaacagatt gttggaaaaa cactttcggg ttgcctcgat 
180 

ggggtcaata ccttatcagg ccacaggaaa gacaaaggaa aatgcttcct gctggagcat 
240 

gtgcacatat gttgttcctt taactccaaa tacgtatgca ggggtggtgg taggatcaga 
300 

aaatgtgtga tcagaaagtg accagttccc caccattttg tgtgggtttt attttctttc 
360 

tgctccgtgt tgactctttt ccccacaaca cggaagctgc ttaatccaaa gacttggacc 
420 

atttcattct gtttcagatc cattccaaca aaatgatcag ttggtggctt atgtaaaaag 
480 

cagctccatg actacattta aatattgact agt 

513 



<210> 732 
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<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 732 

Met Asp Leu Lys Gin Asn Glu Met Val Gin Val Phe Gly Leu Ser Ser 

15 10 15 

Phe Arg Val Val Gly Lys Arg Val Asn Thr Glu Gin Lys Glu Asn Lys 

20 25 30 

Thr His Thr Lys Trp Trp Gly Thr Gly His Phe Leu He Thr His Phe 

35 40 45 

Leu He Leu Pro Pro Pro Leu His Thr Tyr Leu Glu Leu Lys Glu Gin 

50 55 60 

His Met Cys Thr Cys Ser Ser Arg Lys His Phe Pro Leu Ser Phe Leu 
65 70 75 80 

Trp Pro Asp Lys Val Leu Thr Pro Ser Arg Gin Pro Glu Ser Val Phe 

85 90 95 

Pro Thr He Cys Phe Pro Ser Gin Ser Phe Glu Glu Ser Arg Glu Ala 
100 105 110 

Glu 



<210> 733 
<211> 4366 
<212> DNA 

<213> Homo sapiens 

<400> 733 

nctttaacaa aaaaaatata ttaataaaaa 
60 

ctttggggtg cgatggcttc aaatccaaac 
120 

ggaggcctct tgaagaactc caggcctatc 
180 

gaggtcagag gattcaggaa ggctctgcag 
240 

aggcggggag agggaaggac cgcacggagc 
300 

gcgctggggg gcagaggagc ggagttgagg 
360 

taggcaggct gtcgctgccg ccgccgctgc 
420 

ggaagaaaca gcggagggtt cgtggaaaaa 
480 

ccaggttagg gggaggaaac ggtagagaga 

540 

gggaaggggc gcccgtgggg tgcggacgca 
600 

ggcgcggaat ttggagaccc acttcgggaa 
660 

ctgtgggacc cgggctctta gggtcttgac 
720 

acgcccgacc agagagcgtt tctccactcc 
780 



agttcaaaaa agggggggga ttgtcatctc 
tgaggctctc cgggtggtaa ggatgtgcga 
atgctgtctc tccgctaaag cctgaggccc 
tcggcccagg agggcggggt cccgtggtgg 
accaacccct gctcggcccc gtaccaggaa 
cagaagccag gtgaggctgg agtcctgggg 
ctgagatgga aatcggggga ggaagctcgc 
aaagcaatgg ctgagctaag ggatggggta 
aataggtggg gctcccgcgc atgctcaata 
tgcgtagtgg gcttctcggg cggtggggtg 
aggtaaaatg cgggcgcaat tttagggtac 
acaggacggg cctgggccga aagcccaggc 
cggactctgc cagtcaggat ggtggtgcct 
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tcgccgaagc tccaggacct caccgaagag attcgcgggg ccaagactca ggcccaggag 
840 

cgggaggtga tccaaaagga gtgtgcccac atccgggcct ccttccgcga cggggaccca 
900 

gtgcacaggc accggcagct ggccaaactg ctctacgtcc acatgttggg ctaccccgcc 
960 

cactttggac agatggagtg cctgaaactg atcgcctcct ccagattcac agacaagaqo 
1020 

gtgggctacc tgggggccat gcttctattg gatgagaggc acgatgccca cctgctcatt 
1080 

accaacagca tcaagaatga cctgagccag gggattcagc cagtacaagg cctggccttg 
1140 

1200^^^^^^ ctctgctgag atgtgccgag acctggcccc agaggtggag 

aaactgctcc tgcagcccag tccctacgtg cgcaagaagg ctattctgac tgcagtgcac 
1260 

atgatccgga aggtccctga actctccagt gtcttcctcc caccctgcgc ccaactoctt 
1320 ^ 

catgagcgtc accatggcat cctgctgggc accatcacgc tgatcacgga gctctgcgaa 
1380 

cgaagccctg cagccctcag gcacttccga aaggtggtac cccagctggt acacatcctc 
1440 

^^gactccgg tgacaatggg atactccaca gaacacagca tatctggagt cagcgacccc 
ISe"^*^^^^ ^^^^9^tact tcgtctgctt cggatcctgg gccggaacca cgaggagagc 

agtgagacca tgaatgactt gctggcccag gtggccacta acacggacac cagccgaaat 
1620 

gccggaaatg cggtcctgtt tgagacagta ctcaccatca tggatatccg ctctgcaqct 
1680 

174o"^^^^ ^^^^^S^tgt caacattctt ggtcgcttcc tactcaacag tgacaggaac 

attaggtatg tagccctgac atcactgctt cgactggtgc agtctgatca cagtQctgta 
1800 ^ 

cagcggcatc ggcccactgt ggtggaatgt ctacgggaaa ctgatgcctc cctcagccgo 
1860 ^ 

tgagccctgg aactaagcct ggctctggta aatagctcca atgtgcgagc catgatgcaa 
1920 

gagctgcagg cctttctgga gtcctgccct cctgacctac gggctgactg tgcctcaggc 
1980 

2040^^^^^^ ^^^c^S^g^g gtttgctcca accaaacgct ggcacataga caeca tcctg 

2100^^*^^^^ ^^^^ggcggg cacccatgtg cgggatgatg cagtggccaa cctgacccag 

2160^*^^^^ gg9^^*=^9g^ gctacatgcc tactctgtgc gccgcctcta caatgccctg 

2220^^^^" ^^*^^^cagca accactggtg caggtggcag cctggtgcat tggggagtat 

ggggacctcc tgctggcagg gaactgcgag gagattgagc cccttcaggt ggacgaagag 
2280 

gaagtgctgg cattgctgga aaaggtgctg cagtcccaca tgtccctgcc agccactcga 
2340 

24o"^^^^*^ ^^^^^gccct catgaagctc agcactcgcc tctgtgggga caacaaccgc 
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atccgccagg tggtgtccat 
2460 

gtggagtatg acacactctt 
2520 

atgcctcttg tggagcgaga 
2580 

gcagcccagc tttcagaagc 
2640 

gatctgctag atctcctgga 
2700 

ccctccccag gaggtgccct 
2760 

gctcccatcc cagatctcaa 
2820 

attcgacccc ctgaaaaccc 
2880 

gagggtgatg tcacccattt 
2940 

ctgcaggccc ccagtgggaa 
3000 

ttcagaatcc tcaatcctaa 
3060 

cactttcacc agtcggtgca 
3120 

cagtaactgt ctccactcac 
3180 

agcagcttcg aacctacacc 
3240 

aaaactgggg accagccccc 
3300 

gaaagccata tttgggtata 
3360 

gcattcttac ataggaggta 
3420 

gggcggggag ggggcagctg 
3480 

gcccctaaac ttccacagga 
3540 

agtcagatta gaatttctag 
3600 

tctgtttccc acatcccaag 
3660 

gctgtaaggc ggttcaggag 
3720 

tggcaaggga ttttcctgtg 
3780 

cgagcggaaa tcaatggagg 
3840 

atctgacgga tgagcgagag 
3900 

agggggaaga aacaggcagc 
3960 

ggagaggcac agcgggccca 
4020 



ctacgggagc tgcttggacg 
ccggaaatac gaccacatga 
tggccctcag gctgatgagg 
agccccagtg cccacagagc 
tggggcttct ggggatgtcc 
ggtacacctg cttgaccttc 
agtgtttgag cgtgagggag 
tgctttgctg ttaatcacca 
catctgccag gctgctgtgc 
cacagttcca gctcggggtg 
caaggccccc ctgcggctaa 
ggagatcttt gaggtgaaca 
agcctgaaat tctcctgtgt 
tgagggctac cagcaggtgg 
ttctcccaca aataaagccc 
cttgaagtgg aaagtgtgta 
tgcatcttcc cctgagcctt 
ttggttcttt ctaaccctct 
ggcactctac cctctgggcc 
agttccaaca gcgattccca 
gcagggaaat ccctgctgcc 
ccgctggcag. aatcaatggc 
cttaactact gatcacggct 
ctgcttagcg gccaggggag 
gaagcagcca gggagggctc 
gctggagaga gaggagtcac 
ggagtggact ccgttagacc 



tggagctgca gcagcgggct 
gggctgccat cccggaaaaa 
aagcaaagga aagcaaagaa 
cccaggcctc acagctcctg 
agcatcctcc ccatctggac 
cctgtgtacc tccaccccca 
tacagctgaa tctgtctttc 
tcactgccac caacttctca 
ccaagagtct ccagctgcag 
gccttcctat cacccagctc 
agctgcgcct cacctacgac 
acttgcctgt ggaatcgtgg 
cccaaacccc agggggcccc 
cgctctggct ttgcactgca 
aataaagcct gagaagtgag 
tgaataacag caagggaaga 
gagaacctgt ctcaacacgg 
ccaggtcagg gaacaaatct 
agagctgggc acagtggcaa 
accatttcct caacttttct 
tctcctcatc ttctaactca 
atcgaccaag ggaggggggg 
aagtggaaat cctataaaca 
aggggcggcc cacagattgc 
aaggaagagt agcttagagg 
tgtcagaagg gacactgagg 
cagagttccc ttccccttct 
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aggaagtgac acccctagcc caggcagtgg 
4080 

ctggagctgt tcacttctag caggcgctga 
4140 

acaatcagct tggctggtgc tgtctcctgt 
4200 

tcgcgggacc cacagagggg gaagggagcc 
4260 

gcagttccgg atcccggacc tcggcccgac 
4320 

gcggccatat tacgcccgtt gtggcggtgc 
4366 



tcaggatctt cagtctcctg tggcctctct 
tagtcttgag gccggaaacg ctgtagatac 
gcaggcacac ctcaaagccc gagagtctcc 
cacgccatac actcgcgagg aatgccggga 
cctccgcgcg cccggcaggt cccggcacca 
cgagagcagg ccaggc 



<210> 734 
<211> 364 
<212> PRT 
<213> Homo sapiens 



<400> 734 

Met Val Val Pro Ser Leu Lys Leu Gin Asp Leu lie Glu Glu lie Arg 

^5 10 15 

Gly Ala Lys Thr Gin Ala Gin Glu Arg Glu Val He Gin Lys Glu Cys 

20 25 30 

Ala His He Arg Ala Ser Phe Arg Asp Gly Asp Pro Val His Arg His 

35 40 45 

Arg Gin Leu Ala Lys Leu Leu Tyr Val His Met Leu Gly Tyr Pro Ala 

50 55 60 

His Phe Gly Gin Met Glu Cys Leu Lys Leu He Ala Ser Ser Arg Phe 
^5 70 75 80 

Thr Asp Lys Arg Val Gly Tyr Leu Gly Ala Met Leu Leu Leu Asp Glu 

85 90 95 

Arg His Asp Ala His Leu Leu He Thr Asn Ser He Lys Asn Asp Leu 

100 105 110 

Ser Gin Gly He Gin Pro Val Gin Gly Leu Ala Leu Cys Thr Leu Ser 

115 120 125 

Thr Met Gly Ser Ala Glu Met Cys Arg Asp Leu Ala Pro Glu Val Glu 

130 135 3^4Q 

Lys Leu Leu Leu Gin Pro Ser Pro Tyr Val Arg Lys Lys Ala He Leu 
145 150 155 160 

Thr Ala Val His Met He Arg Lys Val Pro Glu Leu Ser Ser Val Phe 

165 170 175 

Leu Pro Pro Cys Ala Gin Leu Leu His Glu Arg His His Gly He Leu 

180 185 190 

Leu Gly Thr He Thr Leu He Thr Glu Leu Cys Glu Arg Ser Pro Ala 

195 200 205 

Ala Leu Arg His Phe Arg Lys Val Val Pro Gin Leu Val His He Leu 

210 215 220 

Arg Thr Leu Val Thr Met Gly Tyr Ser Thr Glu His Ser He Ser Gly 
225 230 235 240 

Val Ser Asp Pro Phe Leu Gin Val Gin He Leu Arg Leu Leu Arg He 

245 250 255 

Leu Gly Arg Asn His Glu Glu Ser Ser Glu Thr Met Asn Asp Leu Leu 

260 265 270 

Ala Gin Val Ala Thr Asn Thr Asp Thr Ser A3;g Asn Ala Gly Asn Ala 
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275 280 285 

Val Leu Phe Glu Thr Val Leu Thr lie Met Asp He Arg Ser Ala Ala 

290 295 300 

Gly Leu Arg Val Leu Ala Val Asn He Leu Gly Arg Phe Leu Leu Asn 
305 .310 315 320 

Ser Asp Arg Asn He Arg Tyr Val Ala Leu Thr Ser Leu Leu Arg Leu 

325 330 335 

Val Gin Ser Asp His Ser Ala Val Gin Arg His Arg Pro Thr Val Val 

340 345 350 

Glu Cys Leu Arg Glu Thr Asp Ala Ser Leu Ser Arg 
355 360 

<210> 735 
<211> 597 
<212> DNA 

<213> Homo sapiens 
<400> 735 

gtcgaccagc caaaccgccc gggaaagtct tgtaccaccg atcctggttt atgcggatct 
60 

catcgccacc atggactcgc gcaatctgga aaccgccaac cttattccag aaaaaataat 

120 

tgcctggtgt cctcgatccc gctctgaccg cccactggac cgctcaaccc aggacatcct 
180 

cagtgccatc cacgacgtgg ctgcaccgct ggcactaccc atcttcgtgg tgggtgccac 
240 

agcgcgcgac attctgctga cacacgtgtt cggtatcgag accggacgtg ccacgctcga 
300 

cgtggatttc gccgttgccg tagaacattg gccgcagttc gaaaacatca agcagcacct 
360 

gctagccaac gaccatttcg actctgccgc cagcatcacc catcgactgc tctatcgcac 
420 

gagcgacaac acgatcgccc ggccaatcga tctcatccca ttcggcggca tcgaacagcc 
480 

gccagccacc atcaaatggc cgcccgacat ggctgtcatg atgaatgttg ctggctacgc 
540 

agatgcctgg cgggccgcag ccgaagtaga gtttgtgccc gggcgcagca tacgcgt 

597 . 

<210> 736 
<211> 175 
<212> PRT 

<213> Homo sapiens 

<400> 736 

Met Asp Ser Arg Asn Leu Glu Thr Ala Asn Leu He Pro Glu Lys He 

1 5 10 15 

He Ala Trp Cys Pro Arg Ser Arg Ser Asp Arg Pro Leu Asp Arg Ser 

20 25 30 

Thr Gin Asp He Leu Ser Ala He His Asp Val Ala Ala Pro Leu Ala 

35 40 45 

Leu Pro He Phe Val Val Gly Ala Thr Ala Arg Asp He Leu Leu Thr 

50 55 60 

His Val Phe Gly He Glu Thr Gly Arg Ala Thr Leu Asp Val Asp Phe 
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^5 70 75 80 

Ala Val Ala Val Glu His Trp Pro Gin Phe Glu Asn He Lys Gin His 

85 90 95 

Leu Leu Ala Asn Asp His Phe Asp Ser Ala Ala Ser He Thr His Arg 

100 105 110 

Leu Leu Tyr Arg Thr Ser Asp Asn Thr He Ala Arg Pro He Asp Leu 

lis 120 125 

He Pro Phe Gly Gly He Glu Gin Pro Pro Ala Thr He Lys Trp Pro 
130 135 

Pro Asp Met Ala Val Met Met Asn Val Ala Gly Tyr Ala Asp Ala Trp 

150 155 160 

Arg Ala Ala Val Glu Val Glu Phe Val Pro Gly Arg Ser He Arg 
165 170 175 

<210> 737 
<211> 497 
<212> DNA 

<213> Homo sapiens 
<400> 737 

ntgcgcctgg ccaattccgg cgccatcctc gggcacgatc cggggaaaac ctccatggtg 
60 

cgcgccggca tcgttgggta cggatacgat cccaaccctc acgccgaccg tgccgaccta 

120 

caccctgccc tgtcctggat cagccacgtc accttcgcta aaactgtcag tgtgggggat 
180 

accatcggct acggcagaac atggacagcc agcgaaacga caaaaatcgc caccgtccca 

gtcggttacg ccgacggact gtcccgagga ctgtcaaata aaggacacgt tctcattaga 
300 

gggtccgttc atcccatcgt cggtcggatc tgcatggacc aattcatggt cgatcttggc 

cccgattcga acgtcacggt gggagatgag gtggtgctca ttggaaccca ggaggacgaa 
420 

480^^^^^^^ ggccgaactc ctcggaacca ttagctacga gatcacttgc 

gccatttcca aacgcgt 
497 

<210> 738 
<211> 165 
<212> PRT 

<213> Homo sapiens 
<400> 738 

Xaa Arg Leu Ala Asn Ser Gly Ala He Leu Gly His Asp Leu Gly Lys 

^ 5 10 15 

Thr Ser Met Val Arg Ala Gly He Val Gly Tyr Gly Tyr Asp Pro Asn 

20 25 30 

Pro His Ala Asp Arg Ala Asp Leu His Pro Ala Leu Ser Trp He Ser 

35 40 45 

His Val Thr Phe Val Lys Thr Val Ser Val Gly Asp Thr He Gly Tyr 

50 55 60 

Gly Arg Thr Trp Thr Ala Ser Glu Thr Thr Lys He Ala Thr Val Pro 
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65 


70 


75 






80 


Val Gly Tyr Ala 


Asp Gly 


Leu Ser Arg Gly Leu Ser Asn Lys Gly His 




85 


90 




95 




Val Leu lie Arg 


Gly Ser 


Val His Pro lie Val Gly Arg 


lie 


Cys 


Met 


100 




105 


110 






Asp Gin Phe Met 


Val Asp 


Leu Gly Pro Asp Ser Asn Val 


Thr 


val 


Gly 


115 




120 125 








Asp Glu Val Val 


Leu lie 


Gly Thr Gin Glu Asp Glu Thr 


Leu 


Thr 


Ala 


130 




135 140 








Asp Asp Met Ala 


Glu Leu 


Leu Gly Thr lie Ser Tyr Glu 


He 


Thr 


Cys 


145 


150 


155 






160 


Ala lie Ser Lys 


Arg 
165 











<210> 739 
<211> 438 
<212> DNA 
<213> Homo sapiens 

<400> 739 

cggctgcggg aagagcgggc gcacgcgctc aagaccaagg aaaagctggc acagaccgcc 
60 

acggcctcat cagcagctgt gggctcaggc ccccctcccg aggcggagca ggcgtggccg 
120 

cagagcagcg gggaggagga gctgcagctc cagctggccc tggccatgag caaggaggag 
180 

gccgaccagc ccccgtcctg cggccccgag gacgacgccc agctccagct ggcccttagt 

240 

ttgagccgag aagagcatga taaggaggag cggatccgtc gcggggatga cctgcggctg 
300 

cagatggcaa tcgaggagag caagagggag actgggggca aggaggagtc gtccctcatg 
360 

gaccttgctg acgtcttcac gcccccagct cctgccccga ccacagaccc ctgggggggc 
420 

ccagcaccca tggctgct 
438 

<210> 740 
<211> 146 
<212> PRT 

<213> Homo sapiens 



<400> 740 



Arg 


Leu Arg 


Glu 


Glu 


Arg 


Ala His 


Ala 


Leu 


Lys Thr Lys Glu 


Lys 


Leu 


1 








5 








10 




15 




Ala 


Gin 


Thr 


Ala 


Thr 


Ala 


Ser Ser 


Ala 


Ala 


Val Gly Ser Gly 


Pro 


Pro 








20 








25 




30 






Pro 


Glu 


Ala 


Glu 


Gin 


Ala 


Trp Pro 


Gin 


ser 


Ser Gly Glu Glu 


Glu 


Leu 






35 








40 






45 






Gin 


Leu 


Gin 


Leu 


Ala 


Leu 


Ala Met 


Ser 


Lys 


Glu Glu Ala Asp 


Gin 


Pro 




50 










55 






60 






Pro 


Ser 


Cys 


Gly 


Pro 


Glu 


Asp Asp Ala Gin 


Leu Gin Leu Ala 


Leu 


Ser 


65 










70 








75 




80 


Leu 


ser 


Arg 


Glu 


Glu 


His 


Asp Lys 


Glu 


Glu 


Asg He Arg Arg 


Gly Asp 
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85 90 95 

Asp Leu Arg Leu Gin Met Ala He Glu Glu Ser Lys Arg Glu Thr Gly 

100 105 110 

Gly Lys Glu Glu Ser Ser Leu Met Asp Leu Ala Asp Val Phe Thr Pro 

120 125 
Pro Ala Pro Ala Pro Thr Thr Asp Pro Trp Gly Gly Pro Ala Pro Met 

130 135 140 

Ala Ala 
145 

<210> 741 
<211> 726 
<212> DNA 

<213> Homo sapiens 
<400> 741 

gcctctctcc gaccgcgttg ttgtaaggat gtcgcgacgg tgcgcaaaaa tgaatatgtg 
60 

^^^^^Sccgg tcatctgcct cgtcgggccc actgctagcg gaaaatcagg gctagcggtg 

cgagtgtgcc gccgcttgta tgtcgatgag caccccgccg aaattattaa tactgactca 
180 ^ 

atggtggtgt atcgcgggat ggacattggc actgccaccc ctacactgcg cgagcagcgc 

acggtagtgc atcacctggt gtcgattctt gatgtgactg tgccctcctc gctagtacto 
300 ^7 a 3 

atgcagacgc tggcccgtga tgccgtcgag gattgtctgt cgcgtggtgt catccctgtc 
360 

ttggtgggag ggtctgcgct gtacaccaag gccatcattg acgaaatgtc catcccgcca 
420 

actgatccgg aagtgagggc tcggtggcag gagaagctag atgccgaggg gccgcgagtt 
480 

ctgcatgacg agcttgcccg tcgcgatccc aaggcggctg agtcaatctt gcccggcaac 
540 

ggcaggcgaa tcgtttcgtg ccctcgaagt ttattgaccc tgacagggtc ctttactgcc 
600 

accgatcccc gacgggaccc tccactggcc aagacggtgc aaatgggctt agaactgtcg 
660 

72"^^^^" ^^Sraccagcg tattgccgat cgggttgacc agatgtgggc atacggtttc 

gtcgac 
726 

<210> 742 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 742 

Ala Ser Leu Arg Pro Arg Cys Cys Lys Asp Val Ala Thr Val Arg Lys 

15 10 15 

Asn Glu Tyr Val Asn Leu Pro Val He Cys Leu Val Gly Pro Thr Ala 

20 25 30 

Ser Gly Lys Ser Gly Leu Ala Val Arg Val Cys Arg Arg Leu Tyr Val 
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35 40 45 



Asp 


Glu 


His Pro Ala 


Glu 


He 


He 


Asn 


Thr Asp Ser Met Val val Tyr 


50 






55 






60 


Arg 


Gly 


Met Asp lie 


Gly 


Thr 


Ala 


Thr 


Pro Thr Leu Arg Glu Gin Arg 


65 






70 








75 80 


Thr 


Val 


Val His His 


Leu 


Val 


Ser 


He 


Leu Asp Val. Thr Val Pro Ser 






85 










90 95 


Ser 


Leu 


Val Leu Met 


Gin 


Thr 


Leu 


Ala 


Arg Asp Ala Val Glu Asp Cys 






100 








105 


110 


Leu 


Ser 


Arg Gly Val 


He 


Pro 


Val 


Leu 


Val Gly Gly Ser Ala Leu Tyr 






115 






120 




125 


Thr 


Lys 


Ala He He 


Asp 


Glu 


Met 


Ser 


He Pro Pro Thr Asp Pro Glu 




130 






135 






140 


Val 


Arg 


Ala Arg Trp 


Gin 


Glu 


Lys 


Leu 


Asp Ala Glu Gly Pro Arg Val 


145 




150 








155 160 


Leu 


His 


Asp Glu Leu 


Ala 


Arg 


Arg Asp 


Pro Lys Ala Ala Glu Ser He 






165. 










170 175 


Leu 


Pro 


Gly Asn Gly 


Arg 


Arg 


He 


Val 


Ser Cys Pro Arg Ser Leu Leu 






180 








185 


190 


Thr 


Leu 


Thr Gly Ser 


Phe 


Thr 


Ala 


Thr 


Asp Pro Arg Arg Asp Pro Pro 






195 






200 




205 


Leu 


Ala 


Lys Thr Val 


Gin Met Gly Leu 


Glu Leu Ser Arg Lys Asp He 




210 






215 






220 


Asp 


Gin 


Arg He Ala 


Asp Arg Val Asp 


Gin Met Trp Ala Tyr Gly Phe 


225 






230 








235 240 



Val Asp 



<210> 743 
<211> 430 
<212> DNA 
<213> Homo sapiens 

<400> 743 

naaaaaagtg atggtttcgg atctgtggcc agtcgtcttg caagaaatca ttatgacgtg 
60 

gatgagggca acagcancat tcatgttaat caagacattg cgcgcagaac agggacggga 
120 

aagctattgg tacgagtgtg cccggcgcac gtgtactcag aggagcccga tggcactatt 
180 

tccgtggagt acgcagcgtg tctggagtgt ggcacttgtc tggcggttgc tgcgccaggg 
240 

tcgcctgaat ggcactatcc cgcaggtgca atgggtattt cgttcagaga aggatgaagt 
300 

ccttgtgggc gactgtaaag cgacatggcc gtcgctcggt aggaggaatt gtggtgtccg 

360 

caccaaatag tgctcaggat gaagctcgtc atggaaatcc ggctccaacc gtttcgggag 
420 

ctggtcgcga 
430 

<210> 744 
<211> 98 
<212> PRT 
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<213> Homo sapiens 
<400> 744 

Xaa Lys Ser Asp Gly Phe Gly Ser Val Ala Ser Arg Leu Ala Arg Asn 

15 10 15 

His Tyr Asp Val Asp Glu Gly Asn Ser Xaa He His Val Asn Gin Asp 

20 25 30 

He Ala Arg Arg Thr Gly Thr Gly Lys Leu Leu Val Arg Val Cys Pro 

35 40 45 

Ala His Val Tyr Ser Glu Glu Pro Asp Gly Thr He Ser Val Glu Tyr 

50 55 60 

Ala Ala Cys Leu Glu Cys Gly Thr Cys Leu Ala Val Ala Ala Pro Gly 
€5 70 75 80 

Ser Leu Glu Trp His Tyr Pro Ala Gly Ala Met Gly He Ser Phe Arg 
85 90 95 

Glu Gly 



<210> 745 
<211> 362 
<212> ONA 

<213> Homo sapiens 
<400> 745 

cggccgattg aagcgtcgct gcggtttgag tcggtgatgg atgcggtgga cggtgcttcg 
60 

gcgtcgtggt ggcgcatggc gcggtatttc atcgccgagc ttgaacgcag cagcgagttg 
120 

tatgagcagg cggcgtttac ccgcgatctg gaaagctcgc tgatcaaggg cctgatcctc 
180 

gcccagccga acaactactc cgaagaactg cgcgacgcac tcggcgtgaa gctgccgcat 
240 

tacttgattc gcgcgcggca gtacatccac gacaacgccc gcgaagccgt gcatctggaa 
300 

gacctggaaa ccgctgccgg ggtatcgcgg ttcaagttgt tcgatgcgtt tcgcaaatac 

360 

tt 

362 

<210> 746 
<211> 108 
c2l2> PRT 

<213> Homo sapiens 
<400> 746 

Met Asp Ala Val Asp Gly Ala Ser Ala Ser Trp Trp Arg Met Ala Arg 

15 10 15 

Tyr Phe He Ala Glu Leu Glu Arg Ser Ser Glu Leu Tyr Glu Gin Ala 

20 25 30 

Ala Phe Thr Arg Asp Leu Glu Ser Ser Leu He Lys Gly Leu He Leu 

35 40 45 

Ala Gin Pro Asn Asn Tyr Ser Glu Glu Leu Arg Asp Val Leu Gly Val 

50 55 60 

Lys Leu Pro His Tyr Leu He Arg Ala Arg Gin Tyr He His Asp Asn 
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65 70 75 80 

Ala Arg Glu Ala Val His Leu Glu Asp Leu Glu Thr Ala Ala Gly Val 

85 90 95 

Ser Arg Phe Lys Leu Phe Asp Ala Phe Arg Lys Tyr 
100 105 



<210> 747 
c211> 416 
<212> DNA 

<213> Homo sapiens 
<400> 747 

nacgcgctga tcgccgccga ccgtttcatc 
60 

ctgaatgccg atggcacgcc taaagccacc 
120 

gccgtgttca aacgtatcgc caaggaagga 
180 

gacgagatcg cgcgcaaggt tcagggcaac 

240 

ctcaaggctt acaccgccaa ggaacgcacg 
300 

gtgtgcggca tgccaccgcc gtcgtcaggc 
360 

ctgcaggccg tggaagcccg cgacccacgc 
416 



ccgcaatcac ccgacatggc ggcctatttt 
ggcacgctgc tcaagaaccc agcgctggcc 
ccggacgcgc tgtaccacgg gccgattgcc 
cgcaatgcgg gcagcctgtc gcaagcggac 
ccgctgtgca ccgactacaa gcaatatcag 
gggattgcgg tggcgcagat cctcggcacg 
ctggccatcg cccccatgaa accggt 



<210> 748 
<211> 138 

<212> PRT 

<213> Homo sapiens 
<400> 748 

Xaa Ala Leu He Ala Ala Asp Arg Phe lie Pro Gin Ser Pro Asp Met 

1 5 10 15 

Ala Ala Tyr Phe Leu Asn Ala Asp Gly Thr Pro Lys Ala Thr Gly Thr 

20 25 30 

Leu Leu Lys Asn Pro Ala Leu Ala Ala Val Phe Lys Arg He Ala Lys 

35 40 45 

Glu Gly Pro Asp Ala Leu Tyr His Gly Pro He Ala Asp Glu He Ala 

50 55 60 

Arg Lys Val Gin Gly Asn Arg Asn Ala Gly Ser Leu Ser Gin Ala Asp 
65 70 * 75 80 

Leu Lys Ala Tyr Thr Ala Lys Glu Arg Thr Pro Leu Cys Thr Asp Tyr 

85 90 95 

Lys Gin Tyr Gin Val Cys Gly Met Pro Pro Pro Ser Ser Gly Gly He 

100 105 110 

Ala Val Ala Gin He Leu Gly Thr Leu Gin Ala Val Glu Ala Arg Asp 

115 120 125 

Pro Arg Leu Ala He Ala Pro Met Lys Pro 
130 135 

<210> 749 
<211> 1211 
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<212> DNA 

<213> Homo sapiens 
<400> 749 

nagtcctaga cgccagaccc gctcagaccc tcctgccagg tgacagccgc caagatgggg 
60 

tcttgggccc tgctgtggcc tcccctgctg ttcaccgggc tgctcgtccg acccccgggg 
120 

accatggccc aggcccagta ctgctctgtg aacaaggaca tctttgaagt agaggagaac 
180 

acaaatgtca ccgagccgct ggtggacatc cacgtcccgg agggccagga ggtgaccctc 
240 

ggagccttgt ccaccccctt tgcatttcgg atccagggaa accagctgtt tctcaacgtg 
300 

actcctgatt acgaggagaa gtcactgctt gaggctcagc tgctgtgtca gagcggaggc 
360 

acattggtga cccagctaag ggtgttcgtg tcagtgctgg acgtcaatga caatgccccc 
420 

gaattcccct ttaagaccaa ggagataagg gtggaggagg acacgaaagt gaactccacc 
480 

gtcatccccg agacgcaact gcaggctgag gaccgcgaca aggacgacat tctgttctac 

540 

accctccagg aaatgacagc aggtgccagt gactacttct ccctggtgag tgtaaaccgt 
600 

cccgccctga ggctggaccg gcccctggac ttctacgagc ggccgaacat gaccttctgg 
660 

ctgctggtgc gggacactcc gggggagaat gtggaaccca gccacactgc caccgccaca 
720 

ctagtgctga acgtggtgcc cgccgacctg cggcccccgt ggttcctgcc ctgcaccttc 
780 

tcagatggct acgtctgcat tcaagctcag taccacgggg ccgtccccac ggggcacata 
840 

ctgccatctc ccctcgtcct gcgtcccgga cccatctacg ctgaggacgg agaccgcggc 
900 

atcaaccagc ccatcatcta cagcatcttt aggggaaacg tgaatggtac attcatcatc 
960 

cacccagact cgggcaacct caccgtggcc aggagtgtcc ccagccccat gaccttcctt 
1020 

ctgctggtga agggccaaca ggccgacctt gcccgctact cagtgaccca ggtcaccgtg 
1080 

gagggctgtg gctgcggccg ggagcccgcc ccgcttcccc cagagcctgt atcgtggcac 
1140 

cgtggcgcgt ggcgctggag cgggcgttgt ggtcaaggat gcagctgccc cttttcagcc 
1200 

tctgaggatc c 
1211 

<210> 750 
<211> 385 
<212> PRT 

<213> Homo sapiens 
<400> 750 

Met Gly Ser Trp Ala Leu Leu Trp Pro Pro Leu Leu Phe Thr Gly Leu 
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15 10 15 

Leu Val Arg Pro Pro Gly Thr Met Ala Gin Ala Gin Tyr Cys Ser Val 

20 25 30 

Asn Lys Asp He Phe Glu Val Glu Glu Asn Thr Asn Val Thr Glu Pro 

35 40 45 

Leu Val Asp He His Val Pro Glu Gly Gin Glu Val Thr Leu Gly Ala 

50 55 60 

Leu Ser Thr Pro Phe Ala Phe Arg He Gin Gly Asn Gin Leu Phe Leu 
65 70 75 80 

Asn Val Thr Pro Asp Tyr Glu Glu Lys Ser Leu Leu Glu Ala Gin Leu 

85 90 95 

Leu Cys Gin Ser Gly Gly ihr Leu Val Thr Gin Leu Arg Val Phe Val 

100 105 110 

Ser Val Leu Asp Val Asn Asp Asn Ala Pro Glu Phe Pro Phe Lys Thr 

lis 120 125 

Lys Glu He Arg Val Glu Glu Asp Thr Lys Val Asn Ser Thr Val He 

130 135 140 

Pro Glu Thr Gin Leu Gin Ala Glu Asp Arg Asp Lys Asp Asp He Leu 
145 150 155 160 

Phe Tyr Thr Leu Gin Glu Met Thr Ala Gly Ala Ser Asp Tyr Phe Ser 

165 170 175 

Leu Val Ser Val Asn Arg Pro Ala Leu Arg Leu Asp Arg Pro Leu Asp 

180 185 190 

Phe Tyr Glu Arg Pro Asn Met Thr Phe Trp Leu Leu Val Arg Asp Thr 

195 200 205 

Pro Gly Glu Asn Val Glu Pro Ser His Thr Ala Thr Ala Thr Leu Val 

210 215 220 

Leu Asn Val Val Pro Ala Asp Leu Arg Pro Pro Trp Phe Leu Pro Cys 
225 230 235 240 

Thr Phe Ser Asp Gly Tyr Val Cys He Gin Ala Gin Tyr His Gly Ala 

245 250 255 

Val Pro Thr Gly His He Leu Pro Ser Pro Leu Val Leu Arg Pro Gly 

260 265 270 

Pro He Tyr Ala Glu Asp Gly Asp Arg Gly He Asn Gin Pro He He 

275 280 285 

Tyr Ser He Phe Arg Gly Asn Val Asn Gly Thr Phe He He His Pro 

290 295 300 

Asp Ser Gly Asn Leu Thr Val Ala Arg Ser Val Pro Ser Pro Met Thr 
305 310 315 320 

Phe Leu Leu Leu Val Lys Gly Gin Gin Ala Asp Leu Ala Arg Tyr Ser 

325 330 335 

Val Thr Gin Val Thr Val Glu Gly Cys Gly Cys Gly Arg Glu Pro Ala 

340 345 350 

Pro Leu Pro Pro Glu Pro Val Ser Trp His Arg Gly Ala Trp Arg Trp 

355 360 365 

Ser Gly Arg Cys Gly Gin Gly Cys Ser Cys Pro Phe Ser Ala Ser Glu 
370 375 380 

Asp 
385 

<210> 751 
<211> 345 
<212> DNA 

<213> Homo sapiens 
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<400> 751 

cgcgtcgcgg tcatcgtcaa cgacatgagc gaggtcaaca tcgacgcggc gctggtggcg 
60 

gcaggcggcg ggctgtcgcg caccgaggag aagctcgtcg agatgtcgaa cggctgcatc 
120 

tgctgcacgc tgcgcgacga cctgatgcag gaagtggcga gactggcggg cgaaggccgc 
180 

ttcgatgcgc tggtcatcga gagcaccggc gtgtccgagc cgatgccggt cgccgccacg 
240 

ttcgatttcc gtgaccagga cggcgtctcg ctcgccgacg tcgcgcggct ggataccatg 
300 

gtcaccgtcg tcgacgccgc gtccttcctg cgcgactacg gctcg 
345 

<210> 752 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 752 



Arg 


Val 


Ala 


Val 


He Val Asn Asp Met 


Ser Glu Val 


Asn. He Asp Ala 


1 








S 


10 


15 


Ala 


Leu 


Val 


Ala 


Ala Gly Gly Gly Leu 


Ser Arg Thr 


Glu Glu Lys Leu 








20 


25 




30 


Val 


Glu 


Met 


Ser 


Asn Gly Cys He Cys 


Cys Thr Leu 


Arg Asp Asp Leu 






35 




40 




45 


Met 


Gin 


Glu 


Val 


Ala Arg Leu Ala Gly 


Glu Gly Arg 


Phe Asp Ala Leu 




50 






55 


60 




Val 


He 


Glu 


Ser 


Thr Gly Val Ser Glu 


Pro Met Pro 


Val Ala Ala Thr 


65 








70 


75 


80 


Phe 


Asp 


Phe 


Arg 


Asp Gin Asp Gly Val 


Ser Leu Ala 


Asp Val Ala Arg 










85 


90 


95 


Leu 


Asp 


Thr 


Met 


Val Thr Val Val Asp 


Ala Ala Ser 


Phe Leu Arg Asp 








100 


105 




110 


Tyr Gly 


Ser 














115 











<210> 753 

<211> 352 

<212> DNA 

<213> Homo sapiens 

<400> 753 

gcgcgccagt acgccaagac cgtccgcaag gaccgcaagg gcgaacggcg gcgtcggggc 
60 

gcgtcggact agtccacgat gcatccgaac cgcgccttcc gctttgccga tgatgtctcg 
120 

atgctcgatt tcgcggccaa gcgagccttt gcgcacatct tcgtgagcac gcccgagggg 
180 

cccatggtag cgcatgcccc ggttacgccc ttcgacggag ccttccgctt ccatgtcgcg 
240 

cgcggcaatc ggatcgcgcg gcacctggat ggcgcgacgc tgctgctcag catcagcgcg 
300 
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accgacggct atatcagccc gagctggtac gccgacccgc agggaccaca gt 
352 

<210> 754. 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 754 

Met His Pro Asn Arg Ala Phe Arg Phe Ala Asp Asp Val Ser Met Leu 

15 10 15 

Asp Phe Ala Ala Lys Arg Ala Phe Ala His He Phe Val Ser Thr Pro 

20 25 30 

Glu Gly Pro Met Val Ala His Ala Pro Val Thr Pro Phe Asp Gly Ala 

35 40 45 

Phe Arg Phe His Val Ala Arg Gly Asn Arg He Ala Arg His Leu Asp 

50 55 60 

Gly Ala Thr Leu Leu Leu Ser He Ser Ala Thr Asp Gly Tyr He Ser 
65 70 75 80 

Pro Ser Trp Tyr Ala Asp Pro Gin Gly Pro Gin 
85 90 

<210> 755 
<211> 301 

<212> DNA 

<213> Homo sapiens 
<400> 755 

tgggatgcag ggtctttctt ctccaaggat ttcattcctg gagggagaaa agggccccag 
60 

ctgtctgcca tcaaaccggg ttgccgggct ggagctcctc ccaggcccgt gtgaggaaga 
120 

gcaaaggccg gcaggggctc gatgggacca gtcgctcgct caggcccagg aaaaccacac 
180 

agctgggggc tgtcaggatt ggaccagggt caggccggcc aggcgatggc gggaaaagca 
240 

ggcccactct gcagacctca atgtctcagg tgcactgcag ggcaaccccg cctaccccgg 
300 

g 

301 

<210> 756 

<211> 99 

<212> PRT. 

<213> Homo sapiens 

<400> 756 

Met Glh Gly Leu Ser Ser Pro Arg He Ser Phe Leu Glu Gly Glu Lys 

1 5 10 15 

Gly Pro Ser Cys Leu Pro Ser Asn Arg Val Ala Gly Leu Glu Leu Leu 

20 25 30 

Pro Gly Pro Cys Glu Glu Glu Gin Arg Pro Ala Gly Ala Arg Trp Asp 

35 40 45 

Gin Ser Leu. Ala Gin Ala Gin Glu Asn His Thr Ala Gly Gly Cys Gin 
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50 55 60 

Asp Trp Thr Arg Val Arg Pro Ala Arg Arg Trp Arg Glu Lys Gin Ala 
^5 70 75 80 

His Ser Ala Asp Leu Asn Val Ser Gly Ala Leu Gin Gly Asn Pro Ala 
85 90 95 

Tyr Pro Gly 



<210> 757 
<211> 311 
<212> DNA 

<213> Homo sapiens 
<400> 757 

actgaggcga tcgccagagg ggtgggcgtg cgagggctgc tcaacatcca gttcgccctg 
60 

gtctccgatg ttctctacgt catcgaggcc aaccccaggg catcgcgcac agtccccttc 
120 

gtctcaaagg catccggcgt gcagctcgcc aaagcggcgg ccctcatcat gacaggggag 
180 

acgatcgcct cgctcaggcg ctccggccac ctgcccgagg ccgacgccgc cgtcaccgat 
240 

cccgatgacc cgatcgccgt caaggaggcg gtcctaccct tcaaacgatt ccgcaccacc 
300 

gagggacgcg t 
311 

<210> 758 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 758 

Thr Glu Ala He Ala Arg Gly Val Gly Val Arg Gly Leu Leu Asn He 

^ 5 10 15 

Gin Phe Ala Leu Val Ser Asp Val Leu Tyr Val He Glu Ala Asn Pro 

20 25 30 

Arg Ala Ser Arg Thr Val Pro Phe Val Ser Lys Ala Ser Gly Val Gin 

35 40 45 

Leu Ala Lys Ala Ala Ala Leu He Met Thr Gly Glu Thr He Ala Ser 

50 55 60 

Leu Arg Arg Ser Gly His Leu Pro Glu Ala Asp Ala Ala Val Thr Asp 
^5 70 75 80 

Pro Asp Asp Pro He Ala Val Lys Glu Ala Val Leu Pro Phe Lys Arg 

85 90 95 

Phe Arg Thr Thr Glu Gly Arg 
100 

<210> 759 
<211> 391 
<212> DNA 

<213> Homo sapiens 
<400> 759 
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gtgcacaccg gcaagctggt gtggaactgg gacagcggca acccggacga cactacgccg 
60 

attgccgagg gcaagaccta cacccgcaac tcgccgaaca tgtggtccat gttcgccgtc 

120 

gacgaaaaac tcggcatgct ctacctgccg atgggcaacc agaccccgga ccagttcggg 
180 

ggctaccgca cgcctgcgtc ggaactgcac gctgccggcc tgacagcgct ggatatcgac 
240 

actggtaaag tgcgctggca ctaccagttc acccaccatg acctgtggga catggacgtg 
300 

ggcggccagc cgagcctgat cgacatcaag accgccgccg gcgtgaaaca agccgtgatg 
360 

gcctcgacca agcaaggcag catctacgcg t 
391 

<210> 760 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 760 

Val His Thr Gly Lys Leu Val Trp Asn Trp Asp Ser Gly Asn Pro Asp 

15 10 15 

Asp Thr Thr Pro lie Ala Glu Gly Lys Thr Tyr Thr Arg Asn Ser Pro 

20 25 30 

Asn Met Trp Ser Met Phe Ala Val Asp Glu Lys Leu Gly Met Leu Tyr 

35 40 45 

Leu Pro Met Gly Asn Gin Thr Pro Asp Gin Phe Gly Gly Tyr Arg Thr 

50 55 60 

Pro Ala Ser Glu Leu His Ala Ala Gly Leu Thr Ala Leu Asp He Asp 
65 70 75 80 

Thr Gly Lys Val Arg Trp His Tyr Gin Phe Thr His His Asp Leu Trp 

85 . 90 95 

Asp Met Asp Val Gly Gly Gin Pro Ser Leu He Asp He Lys Thr Ala 

100 105 110 

Ala Gly Val Lys Gin Ala Val Met Ala Ser Thr Lys Gin Gly Ser He 
115 120 . 125 

Tyr Ala 
130 

<210> 761 
<211> 324 
<212> DNA 
<213> Homo sapiens 

<400> 761 

cccaggtagg cccaaagggg cctaactttc ttgctgccct ggtggagcaa gaaatatctt 

60 

ctaggagagg ccaatccttc cctgccccac agctccttct ctgcaaagct cagggggcaa 
120 

tcaggtacct cctgcccaag aggcccccat ggttcctcgc ctaaggaagg cagggcgggg 
180 

cattgggagc cgttgacagc tgggctcagc tggggggagg ggtcagtttg ggagcaggtg 
240 
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cagatttcag ggaggggggg gcctaaaggg aagtagggat cttggtaggc tgcaaaattt 
300 

tcctccccat cccccatcca caga 
324 

<210> 762 
<211> 105 
<212> PRT 

<213> Homo sapiens 

<:400> 762 

Met Gly Asp Gly Glu Glu Asn Phe Ala Ala Tyr Gin Asp Pro Tyr Phe 
.1 5 10 15 

Pro Leu Gly Pro Pro Leu Pro Glu lie Cys Thr Cys Ser Gin Thr Asp 

20 25 30 

Pro Ser Pro Gin Leu Ser Pro Ala Val Asn Gly Ser Gin Cys Pro Ala 

35 40 45 

Leu Pro Ser Leu Gly Glu Glu Pro Trp Gly Pro Leu Gly Gin Glu Val 

50 55 60 

Pro Asp Cys Pro Leu Ser Phe Ala Glu Lys Glu Leu Trp Gly Arg Glu 
^5 70 75 80 

Gly Leu Ala Ser Pro Arg Arg Tyr Phe Leu Leu His Gin Gly Ser Lys 

85 90 95 

Lys Val Arg Pro Leu Trp Ala Tyr Leu 
100 105 

<210> 763 
<211> 301 
<212> DNA 

<213> Homo sapiens 
<400> 763 

acgcgttatg ggcggcccgg atgggcgatg cgctatccca cacctcgatg atggcggaca 
60 

tcctcggcgg tgtgctggaa gtggcggcca atatcgcgat tactgcgggc gcgaccgctg 
120 

ccgcggtggc cgccaccggc tttaccgagg ccaccggcgg cctcggctgc ttcctgccgg 
180 

gcgctgcctt gggcaccatt gccggcctgg ccatgagcaa cattggcgcg gacacagggc 
240 

tgaccaagat atgcaatgcc tttaacaacg ccttatttgc gcccaccgtg catgcgaaca 

300 

t 

301 

<210> 764 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 764 

Met Phe Ala Cys Thr Val Gly Ala Asn Lys Ala Leu Leu Lys Ala Leu 

^5 10 15 

His lie Leu Val Ser Pro Val Ser Ala Pro Met Leu Leu Met Ala Arg 
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20 25 30 

Pro Ala Met Val Pro Lys Ala Ala Pro Ser Arg Lys .Gln Pro Arg Pro 

35 40 45 

pro Val Ala Ser Val Ly5 Pro Val Ala Ala Thr Ala Ala Ala Val Ala 

50 55 60 

Pro Ala Val He Ala He Leu Ala Ala Thr Ser Ser Thr Pro Pro Arg 
65 70 75 80 

Met Ser Ala He He Glu Val Trp Asp Ser Ala Ser Pro He Arg Ala 
85 90 95 

Ala His Asn Ala 
100 

<210> 765 
<211> 831 
<212> DNA 
<213> Homo sapiens 

<400> 765 

ngcacactcc agcctctgtt ctttctctcc ttgtgccttt gcccttacca cggttcctca 

60 

taacattgtt gttcctgtat ttaaggccct ataaacaggg agatgcgcca cctcatcagt 
120 

agcctccaga atcacaatca ccagctgaaa ggggaggtcc tgagatataa gcggaaattg 
180 

agagaagccc agtctgacct gaacaagaca cgcctgcgta gtggtagtgc cctcctgcag 
240 

tcccagtcta gtactgagga cccgaaggat gagcctgcgg agctaaaacc agattctggg 
300 

gacttatcct cccagtcctc agcttcaaag gcatctcagg aggatgccaa tgaaatcaag 

360 

tctaaacggg atgaagaaga acgagaacga gaaaggaggg agaaggagag ggaacgagaa 
420 

agagaacggg agaaggagaa ggagagagaa cgagagaagc agaagctaaa agagtcagaa 
480 

aaagagagag attctgctaa ggataaagag aaaggcaaac atgatgatgg acggaaaaag 
540 

gaagcagaaa ttatcaaaca attgaagatt gaactcaaga aggcacagga gagccaaaag 
600 

gagatgaaac tattgctgga tatgtaccgt tctgccccaa aggaacagag agacaaagtt 
660 

cagctgatgg cagctgagaa gaagtctaag gcagagttgg aagatctaag gcaaagactc 
720 

aaggatctgg aagataaaga gaagaaagag aacaagaaaa tggctgatga ggatgccttg 
780 

aggaagatcc gggcagtgga ggagcagata gaatacctac agaagaagct a 
831 

<210> 766 
<211> 243 
<212> PRT 
<213> Homo sapiens 

<400> 766 

Met Arg His Leu He Ser Ser Leu Gin Asn His Asn His Gin Leu Lys 
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1 5 
Gly Glu Val Leu Arg 
20 

Leu Asn Lys Thr Arg 
35 

Ser Ser Thr Glu Asp 
50 

Ser Gly Asp Leu Ser 
65 

Asp Ala Asn Glu lie 
85 

Glu Arg Arg Glu Lys 
100 

Lys Glu Arg Glu Arg 
115 

Arg Asp Ser Ala Lys 
130 

Lys Lys Glu Ala Glu 
145 

Ala Gin Glu Ser Gin 
165 

Ser Ala Pro Lys Glu 
180 

Lys Lys Ser Lys Ala 
195 

Leu Glu Asp Lys Glu 

210 

Ala Leu Arg Lys lie 
225 

Lys Lys Leu 



10 

Tyr Lys Arg Lys Leu Arg 
25 

Leu Arg Ser Gly Ser Ala 
40 

Pro Lys Asp Glu Pro Ala 
55 

Ser Gin Ser Ser Ala Ser 
70 75 
Lys Ser Lys Arg Asp Glu 
90 

Glu Arg Glu Arg Glu Arg 
105 

Glu Lys Gin Lys Leu Lys 
120 

Asp Lys Glu Lys Gly Lys 

135 

lie lie Lys Gin Leu Lys 
150 155 
Lys Glu Met Lys Leu Leu 
170 

Gin Arg Asp Lys Val Gin 
185 

Glu Leu Glu Asp Leu Arg 
200 

Lys Lys Glu Asn Lys Lys 
215 

Arg Ala Val Glu Glu Gin 
230 235 



15 

Glu Ala Gin Ser Asp 
30 

Leu Leu Gin Ser Gin 
45 

Glu Leu Lys Pro Asp 
60 

Lys Ala Ser Gin Glu 
80 

Glu Glu Arg Glu Arg 
95 

Glu Arg Glu Lys Glu 
110 

Glu Ser Glu Lys Glu 
125 

His Asp Asp Gly Arg 
140 

He Glu Leu- Lys Lys 
160 

Leu Asp Met Tyr Arg 
175 

Leu Met Ala Ala Glu 
190 

Gin Arg Leu Lys Asp 
205 

Met Ala Asp Glu Asp 
220 

He Glu Tyr Leu Gin 
240 



<210> 767 
<211> 431 
<212> DNA 

<213> Homo sapiens 
<400> 767 

gctagctcgc tcgcactcat tctcgggagg cttccccgcg ccggccgcgt cccgcccgct 
60 

ccccggcacc agaagttcct ctgcgcgtcc gacggcgaca tgggcgtccc cacggccccg 
120 

gaggccggca gctggcgctg gggatccctg ctcttcgctc tcttcctggc tgcgtcccta 
180 

ggtccggtgg cagccttcaa ggtcgccacg ccgtattccc tgtatgtctg tcccgagggg 

240 

cagaacgtca ccctcacctg caggctcttg ggccctgtgg acaaagggca cgatgtgacc 
300 

ttctacaaga cgtggcaccg cagctcgagg ggcgaggtgc agacctgctc agagcgccgg 
360 

cccatccgca acctcacgtt ccaggacctt cacctgcacc atggaggcca ccaggctgcc 
420 

aacaccagcc a 
431 
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<210> 768 

<211> 110 

<212> PRT 

<213> Homo sapiens 



<400> 768 

Met Gly Val Pro Thr Ala Pro Glu Ala Gly Ser Trp Arg Trp Gly Ser 

15 10 15 

Leu Leu Phe Ala Leu Phe Leu Ala Ala Ser Leu Gly Pro Val Ala Ala 

20 25 30 

Phe Lys Val Ala Thr Pro Tyr Ser Leu Tyr Val Cys Pro Glu Gly Gin 

35 40 45 

Asn Val Thr Leu Thr Cys Arg Leu Leu Gly Pro Val Asp Lys Gly His 

• 50 55 60 

Asp Val Thr Phe Tyr Lys Thr Trp Tyr Arg Ser Ser Arg Gly Glu Val 
65 70 75 80 

Gin Thr Cys Ser Glu Arg Arg Pro lie Arg Asn Leu Thr Phe Gin Asp 

85 90 95 

Leu His Leu His His Gly Gly His Gin Ala Ala Asn Thr Ser 
100 105 110 

<210> 769 
<211> 422 
<212> DNA 

<213> Homo sapiens 
<400> 769 

tgtacacctc gtaatacatg atcgcgatac cgcccgcgat gaccctaagc aactcattct 

60 

cgacttcgaa ctccatcaag tgatttttgc ggtcgacgaa tctggtttcc gtatgaaaga 
120 

acggtatgtt ttgtatgtcg cggccctgcc actcaaacct caccgtgtca cccacctcaa 
180 

aaaaatcccg ggtcggccca caaataaatc aattgcgccg ctcctccgag ttcttccatg 
240 

tcaacgatct cccctggctg ctcaagccaa ggccctcgcg gccgtgggac tccaaggttg 

300 

acgttgaccc gactgatttc ggaccagttg gcgtcggtat tgggggcagg gtagttaccg 
360 

cccatgtcga tgatctacat cgccaccggc agcgtgtctt cgtagtcgtc atgcctgatc 
420 

an ' 
422 

<210> 770 
<211> 99 
<212> PRT 

<213> Homo sapiens 



<400> 770 

Met Phe Cys Met Ser Arg Pro Cys His Ser Asn Leu Thr Val Ser Pro 

IS 10 15 

Thr Ser Lys Lys Ser Arg Val Gly Pro Gin lie Asn Gin Leu Arg Arg 
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20 

Ser Ser Glu Phe Phe His Val Asn 

35 40 
Arg Pro Ser Arg Pro Trp Asp Ser 

50 55 
Phe Gly Pro Val Gly Val Gly lie 
65 70 
Val Asp Asp Leu His Arg His Arg 
85 

Pro Asp Xaa 



25 30 
Asp Leu Pro Trp Leu Leu Lys Pro 
45 

Lys Val Asp Val Asp Pro Thr Asp 
60 

Gly Gly Arg Val Val Thr Ala His 

75 80 
Gin Arg Val Phe Val Val Val Met 
90 95 



<210> 771 
<211> 369 
<212> DNA 
<213> Homo sapiens 



<400> 771 

gcctacgcgc aattcctcgc gggtatggcg tttaacaatg cgtctctcgg gtatgtgcat 
60 

gcaatggcgc atcagctggg cggtttttac gatctgccgc acggcgtgtg caatgcgata 
120 

ctgttgccac acgtgcagac gtttaactgc aaagtggcgg cctcgcgcct gcgtgattgc 
180 

gcccaggcca tgggtgtcga tgtcagtcaa atgacagcag aacagggcgc acaggcgtgt 
240 

atcgcagaga ttcgctctct ggcacgtcag gtgaatatcc cggtgggatt gcgtgacctc 
300 

aacgtgaagg aagcggactt cccgattctg gcgaccaacg cgctaaaaga ccctgtgggt 
360 

ttgattaat 
369 



<210> 772 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 772 

Ala Tyr Ala Gin Phe Leu Ala Gly Met Ala Phe Asn Asn Ala Ser Leu 

15 10 15 

Gly Tyr Val His Ala Met Ala His Gin Leu Gly Gly Phe Tyr Asp Leu 

20 25 30 

Pro His Gly Val Cys Asn Ala He Leu Leu Pro His Val Gin Thr Phe 

35 40 . ^ 45 

Asn Cys Lys Val Ala Ala Ser Arg Leu Arg Asp Cys Ala Gin Ala Met 

50 55 60 

Gly Val Asp Val Ser Gin Met Thr Ala Glu Gin Gly Ala Gin Ala Cys 
€5 70 75 80 

He Ala Glu He Arg Ser Leu Ala Arg Gin Val Asn He Pro Val Gly 

85 90 95 

Leu Arg Asp Leu Asn Val Lys Glu Ala Asp Phe Pro He Leu Ala Thr 

100 105 110 

Asn Ala Leu Lys Asp Pro Val Gly Leu He Asn 
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115 120 

<210> 773 
<211> 309 
<212> DNA 
<213> Homo sapiens 

<400> 773 

ccgccgttgc cggcggtgga ttttctggta ggcttgaatc agcgcctggc tgccgacatc 

60 

ggttacttga tccgcgtgga gccgggcgta caaactccgg aattcaccct ggaaaacgcc 
120 

tccggttcct gccgggattc ggcgtggttg ctggtgcaac tgctgcgcaa cctgggcctg 
180 

gcggcgcgat ttgtgtctgg ctatctgatc caactgaccg ccgacgtcaa agccctcgac 
240 

ggcccgtccg gcaccgaggt ggatttcacc gacctgcatg cctggtgcga agtgtatttg 

300 

cccggcgcc 
309 

<210> 774 

<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 774 



Pro 


Pro 


Leu 


Pro 


Ala 


Val 


Asp 


Phe 


Leu 


Val Gly Leu Asn Gin Arg 


Leu 


1 








5 










10 


15 




Ala 


Ala 


Asp 


He 
20 


Gly 


Tyr 


Leu 


He 


Arg 
25 


Val Glu Pro Gly Val 
30 


Gin 


Thr 


Pro 


Glu 


Phe 

35 


Thr 


Leu 


Glu 


Asn 


Ala 

40 


Ser 


Gly Ser Cys Arg Asp 
45 


Ser 


Ala 


Trp 


Leu 
50 


Leu 


Val 


Gin 


Leu 


Leu 
55 


Arg 


Asn 


Leu Gly Leu Ala Ala 
60 


Arg 


Phe 


Val 


Ser 


Gly 


Tyr 


Leu 


He 


Gin 


Leu 


Thr 


Ala Asp Val Lys Ala 


Leu 


Asp 


65 










70 








75 




80 


Gly Pro 


Ser 


Gly 


Thr 


Glu 


Val 


Asp 


Phe 


Thr Asp Leu His Ala 


Trp 


Cys 










85 










90 


95 




Glu 


Val 


Tyr 


Leu 
100 


Pro 


Gly 


Ala 













<210> 775 

<211> 4125 

<212> DNA 

<213> Homo sapiens 

<400> 775 

nncaggatgg gcgcgaacaa tggcaaacag tacggcagtg agggcaaagg cagctcgagc 
60 

atctcacctg acgtgagttc aagtacagat cacacgccca ctaaagccca gaagaatgtg 
120 

gctaccagcg aagactccga cctgagcatg cgcacaccga gcacgcccag cccagccctg 
180 
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atatgtccac cgaatctccc aggatttcag aatggaaggg gctcgtccac ctcctcgtcc 
240 

tccatcaccg gggagacggt ggccatggtg cactccccgc ccccgacccg cctcacacac 
300 

ccgctcatcc ggctcgcctc cagaccccag aaggatcagg ccagcataga ccggctcccg 
360 

gaccactcca tggtgcagat cttctccttc ctgcccacca accagctgcg ccgctgcgcg 
420 

cgagtgtgcc gccgctggta caacctggcc tgggacccgc ggctctggag gactatccgc 
480 

ccgacgggcg agaccatcaa cgtggaccgc gccctcaagg tgctgacccg cagactctgc 
540 

caggacaccc ccaacgtgtg tctcatgctg gaaaccgtaa ctgtcagtgg ctgcaggcgg 
600 

ctcacagacc gagggctgta caccatcgcc cagtgctgcc ccgaactgag gcgactggaa 
660 

gtctcaggct gttacaatat ctccaacgag gccgtctttg atgtggtgtc cctctgccct 
720 

aatctggagc acctggatgt gtcaggatgc tccaaagtga cctgcatcag cttgacccgg 
780 

gaggcctcca ttaaactgtc acccttgcat ggcaaacaga tttccatccg ctacctggac 
840 

atgacggact gcttcgtgct ggaggacgaa ggcctgcaca ccatcgcggc gcactgcacg 
900 

cagctcaccc acctctacct gcgccgctgc gcccgcctga ccgacgaagg cctgcgctac 
960 

ctggtgatct actgcgcctc catcaaggag ctgagcgtca gcgactgccg cttcgtcagc 
1020 

gacttcggcc tgcgggagat cgccaagctg gagtcccgcc tgcggtacct gagcatcgcg 
1080 

cactgcggcc gggtcaccga cgtgggcatc cgctacgtgg ccaagtactg cagcaagctg 
1140 

cgctacctca acgcgagggg ctgcgagggc atcacggacc acggtgtgga gtacctcgcc 

1200 

aagaactgca ccaaactcaa atccctggat atcggcaaat gccctttggt atccgacacg 
1260 

ggcctggagt gcctggccct gaactgcttc aacctcaagc ggctcagcct caagtcctgc 
1320 

gagagcatca ccggccaggg cttgcagatc gtggccgcca actgctttga cctccagacg 
1360 

ctgaatgtcc aggactgcga ggtctccgtg gaggccctgc gctttgtcaa acgccactgc 
1440 

aagcgctgcg tcatcgagca caccaacccg gctttcttct gaagggacag agttcatccg 
1500 

gcgttgtatt cacacaaacc tgaacaaagc aaattttttt aaaagcagcg tatgtaagca 
1560 

ccgacaccca ctcaaaacag ctctttcttc cgggaaggtt attaggaatc tggcctttat 
1620 

ttttcctcat ttctcatggg caacagaggc caaagaaacg aagcaagaca aacagcaaac 
1680 

aggcattttg gtcaggtcat ttgtaggcag tttctcttct cacaaaagat gtacttaagc 
1740 

aggctgatcg ctgttccttg agcaaggcgc ttaccctcct ccgctcaggc ccccaaggcc 
1800 
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gccctttccc tcgcacacag gccccacccc 
I860 

accctccctc cctagagcag cagcgaggat 
1920 

ctcctctcta aactgcttca ttgacctaag 
1980 

ttcctgtcaa ctcaatacca tagcactttg 
2040 

aaaaattcat tacagcaaac agctggggaa 
2100 

tgactatgac cttggccaaa gcacttcacc 
2160 

agaggccaca cagcccaaag attagcttca 
2220 

acccatacac agaagcacct tggcatagag 
2280 

tgattctgtg gatggatgtg atttcaggag 
2340 

ggtcctgtat gtcctttggc tgcaaatcac 
2400 

cctctcccac ctcctcacat cctcttttgc 
2460 

atactttctg cattcccccc tccacaccat 

2520 

gcaaagccca gatcccccca tcagttgctt 
2580 

cccttgcaat ttttaattaa caagcaaggc 

2640 

ctgatccctc gccttgcaca cctggcatgc 
2700 

gacagatgcc tcggttcttt gtcattcaga 
2760 

tctttataca tccagacttc atcacatgaa 
2820 

attgtgcaaa ttgccaccct gtgtacctcc 
2880 

gaatgcaaag cagacttcca ggtgtttaaa 
2940 

gaagagggaa cacactgaga tgacctagac 
3000 

aatactaaaa tcattacaag gtacggattt 

3060 

tggatagaag tctatattcc agcctcattt 
3120 

attgctggtt ttcacgaaat tcacttgtct 
3180 

attattctct agccaagccc cacctttgtt 
3240 

aaaatgccca ttatccaaac gcagaacctc 
3300 

tcaaacctag acacccttga caactgcact 
3360 

cttctgtggg ggatggagag gttagtgtga 
3420 



cacagttcca cgcccccccc ccaaggccac 
ccatcatcag aatcacagtg ctctccagac 
tcactctctt caatcccaca cccatggaca 
cataggcaaa atacttttca ggccttttta 
ggacatgcag tcctccccca gcCctgtcaa 
gctctgggct gcagcttcca gcactgaatc 
tgtccattat agcattgagg gagcagagat 
cacccaggca tcgacctctt ccaggagaac 
attgtgcagt gccagcatca gtgcacaaag 
ccacttccct gtgtttcagt gggagaattt 
caggctggat gctgtcgtct ctgtacacaa 
cctagcgagg caccagcaca cctaaccaca 
ttactcagtg ttttcaaata ggagtaaagg 
ccaagggaac acatgtcctc aaaagttttt 
atcaggcaca tctgtcctac agctggcaga 
ttgcatttga cctcttctca tctatttatt 
gcctattggg gttaagtttg taagtgttta 
tccatgtctg tctgcgtgtt ttccaccaaa 
ttctgttcac tcaacaatgc cagatgaatg 
tctggtccac caaccagacc cttggaaagg 
taaatggatg aaacttcaaa ttatcttatt 
gcatgaagtc agatagccag aagaaattcc 
tttgctaata aacacatggc cctttcccag 
acgttgaaat ccctcattta ttttcttctc 
tgcatctcca agccagttat gctgaatttg 
cctactgcag gctcctgtgc atactgtcgt 
tgaggtggtg tctgcccagg aggtttcttt 
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caaacatcat ggcctcccat ccaatcaaca tcatcaaatt acatgtgtaa tcaaggctct 
3480 

gtgccatggg ggaaatgaat catttagcta ggccaggatc tagtgaaagc cacagagttt 
3540 

aaaaccatga aagaagttga aggcagcatt cctcagctct gtgacttgtg accctatttg 
3600 

aagtttcagg atttgggtgt cacaaaggat tgtccctaat ccttggccct ggggtcttcc 
3660 

gagtgagctg gtttaatact ctgagaatga gcagggagat ccagagaatg aatccctgac 
3720 

cgcatcacct aaactgtctt ccaaacatga gacaaagctg actgttcaca ctgattgccc 
3780 

agcacatacc gtcttgccag tttcttcttt tctcccagtc tcctgttcat ccattctgtt 
3840 

ctcccttggg gtgggaatct atgatggagg ttactgggga aacagctcag cagatttttg 
3900 

gagaccaaac caaaggtctc actaggaaat ttatctgttt taaaacattg cctccttcct 
3960 

ggctctgcta aattgaatgc tcattgtttg ttgttgttgt tttttaattc taatgttcaa 
4020 

atcactgcgt gctgtatgaa tctagaaagc cttaatttac taccaagaaa taaagcaata 
4080 

tgctcgtaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaa 
4125 



<210> 776 

<211> 483 

<212> PRT 

<213> Homo sapiens 



<400> 776 








Tyr 


Gly Ser Glu 


Gly Lys Gly Ser Ser Ser He Ser Ser Asp Val 


Ser 


1 








5 10 15 




Ser 


Ser 


Thr 


Asp 

20 


His Thr Pro Thr Lys Ala Gin Lys Asn Val Ala 
25 30 


Thr 


Ser 


Glu 


Asp 
35 


Ser 


Asp Leu Ser Met Arg Thr Leu Ser Thr Pro Ser 
40 45 


Pro 


Ala 


Leu 


lie 


Cys 


Pro Pro Asn Leu Pro Gly Phe Gin Asn Gly Arg 


Gly 




50 






55 60 


Ser 


Ser 


Thr 


Ser 


Ser Ser Ser He Thr Gly Glu Thr Val Ala Met 


Val 


65 








70 75 


80 


His 


Ser 


Pro 


Pro 


Pro Thr Arg Leu Thr His Pro Leu He Arg Leu 
85 90 95 


Ala 


Ser Arg 


Pro 


Gin 


Lys Asp Gin Ala Ser He Asp Arg Leu Pro Asp 


His 








100 


105 110 




Ser 


Met 


Val 


Gin 


He Phe Ser Phe Leu Pro Thr Asn Gin Leu Cys 


Arg 






115 




120 125 


Cys 


Ala 


Arg Val 


Cys Arg Arg Trp Tyr Asn Leu Ala Trp Asp Pro 


Arg 




130 






135 140 


Leu 


Trp 


Arg 


Thr 


He Arg Leu Thr Gly Glu Thr He Asn Val Asp 


Arg 


145 








150 155 


160 


Ala 


Leu 


Lys 


Val 


Leu Thr Arg Arg Leu Cys Gin Asp Thr Pro Asn 
165 170 175 


Val 


Cys 


Leu 


Met 


Leu 


Glu Thr Val Thr Val Ser Gly Cys Arg Arg Leu 


Thr 
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180 185 130 

Asp Arg Gly Leu Tyr Thr lie Ala Gin Cys Cys Pro Glu Leu Arg Arg 

195 200 205 

Leu Glu Val Ser Gly Cys Tyr Asn lie Ser Asn Glu Ala Val Phe Asp 

. 210 215 220 

Val Val Ser Leu Cys Pro Asn Leu Glu His Leu Asp Val Ser Gly Cys 
225 230 235 240 

Ser Lys Val Thr Cys lie Ser Leu Thr Arg Glu Ala Ser lie Lys Leu 

245 250 255 

Ser Pro Leu His Gly Lys Gin He Ser He Arg Tyr Leu Asp Met Thr 

260 265 270 

Asp Cys Phe Val Leu Glu Asp Glu Gly Leu His Thr He Ala Ala His 

275 280 285 

Cys Thr Gin Leu Thr His Leu Tyr Leu Arg Arg Cys Val Arg Leu Thr 

290 295* 300 

Asp Glu Gly Leu Arg Tyr Leu Val lie Tyr Cys Ala Ser lie Lys Glu 
305 310 315 320 

Leu Ser Val Ser Asp Cys Arg Phe Val Ser Asp Phe Gly Leu Arg Glu 

325 330 335 

He Ala Lys Leu Glu Ser Arg Leu Arg Tyr Leu Ser He Ala His Cys 

340 345 350 

Gly Arg Val Thr Asp Val Gly He Arg Tyr Val Ala Lys Tyr Cys Ser 

355 360 365 

Lys Leu Arg Tyr Leu Asn Ala Arg Gly Cys Glu Gly He Thr Asp His 

370 375 380 

Gly Val Glu Tyr Leu Ala Lys Asn Cys Thr Lys Leu Lys Ser Leu Asp 
385 390 395 400 

He Gly Lys Cys Pro Leu Val Ser Asp Thr Gly Leu Glu Cys Leu Ala 

405 410 415 

Leu Asn Cys Phe Asn Leu Lys Arg Leu Ser Leu Lys Ser Cys Glu Ser 

420 425 430 

He Thr Gly Gin Gly Leu Gin He Val Ala Ala Asn Cys Phe Asp Leu 

435 440 445 

Gin Thr Leu Asn Val Gin Asp Cys Glu Val Ser Val Glu Ala Leu Arg 

450 455 460 

Phe Val Lys Arg His Cys Lys Arg Cys Val He Glu His Thr Asn Pro 
465 470 475 480 

Ala Phe Phe 



<210> 777 
<211> 705 
<212> DNA 

<213> Homo sapiens 
<400> 777 

ggtaccatcg tttttaaacc taattaagat attactcatt cttgttggtg cccaattcca 
60 

caccaatctg ctctctaatg ccagactgat ggctctaaca atccttatta actccttttt 
120 

gtggcctcaa ggaaaaacaa aaacctcttc cctcattcac cacctctagg ccaggagaaa 
180 

ttatttctgg ttcaggcttt cacagtgggg gtctgaaagt gaccagtcta gaaaaggacg 
240 
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actcagcaaa aggagagctc tgaaggtccc tgaggcggca cggtccagca ttattaggtc 
300 

acatggtatg acctgaaaca aatacgttct tcccaaatgt ggcaggaccg ggagagcttc 
360 

tcaccaggag ggaaccgccg caatgaccgc cggacgtcca gcaacacttg ttggtagtcc 
420 

ttgctcatct gccgtaggtt cttccctgat ataggaggtg ggtcattggc attgacattg 
480 

aggagcttgg gccacacttt tcgtctgatc tcatcagtca ggagccctcc ttcactgata 
540 

gccatgcgtc taagggcagc cacatcagtg ggatcactgt tcagagcctg gtgtatctct 
600 

aacactttct ttttcctttt ggcgttaaag tctgccttct ccgcgccgcc gtcccagtgg 
660 

ccggaggcgg gccgtcccct gcgcactccg gaggccatcc ccggg 
705 



<210> 778 
<:211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 778 
Met Ala Ser 

1 

Gly Gly Ala 

Leu Glu lie 
35 

Leu Arg Arg 
50 

Arg Arg Lys 
65 

Pro Pro He 

Gin Val Leu 

Glu Lys Leu 
115 

Arg Ser Tyr 
130 



Gly Val 
5 

Glu Lys 
20 

His Gin 

Met Ala 

Val Trp 

Ser Gly 

85 
Leu Asp 
100 

Ser Arg. 



Arg Arg 

Ala Asp 

Ala Leu 

He Ser 

55 
Pro Lys 
70 

Lys Asn 



Val Arg 
Ser Cys 
His Val Thr 



Gly Arg Pro 

10 

Phe Asn Ala 
25 

Asn Ser Asp 
40 

Glu Gly Gly 
Leu Leu Asn 

Leu Arg Gin 

90 

Arg Ser Leu 

105 
His He Trp 
120 



Thr Ser 

Lys Arg 

Pro Thr 

Leu Leu 

60 
Val Asn 
75 

Met Ser 
Arg Arg 
Glu Glu 



Gly 


His 


Trp 


Asp 






15 




Lys 


Lys 


Lys 


Val 




30 






Asp 


Val 


Ala 


Ala 


45 








Thr 


Asp 


Glu 


He 


Ala 


Asn 


Asp 


Pro 








80 


Lys 


Asp 


Tyr 


Gin 






95 




Phe 


Pro 


Pro 


Gly 




110 






Arg 


He 


Cys 


Phe 


125 









<210> 779 
<211> 322 
<212> DNA 

<213> Homo sapiens 



<400> 779 

tccggacatg tgcaaacaat tcaatgatgt 
60 

gactgtgagt gattctgagg ataccgttgc 
120 

cgccttgccc ttgaaggaac ccagtgggaa 
180 



ggtgcgtcga catggtgtgc atcactctgt 
gccgtcccag ctggttcgat cccctcgtaa 
ggctagacca agtaaatatg aatcaccaaa 
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cgccagcaac ttcatcgtca ggcatgtggc aactggcaaa gagggcactg atgatgagta 
240 

tgctaactca aactactact actcgatgtc tgccaatcga ctaggagacg aggaaacgga 
300 

ggaaacgata ggtttggcta cc 
322 

<210> 780 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 780 



Met 


Cys 


Lys 


Gin 


Phe 


Asn Asp 


Val Val 


Arg Arg His Gly Val His 


His 


1 








5 






10 15 




Ser 


Val 


Thr 


Val 


Ser 


Asp Ser 


Glu Asp 


Thr Val Ala Pro Ser Gin 


Leu 








20 






25 


30 




Val 


Arg 


Ser 


Pro 


Arg 


Asn Ala 


Leu Pro 


Leu Lys Glu Pro Ser Gly 


Lys 






35 








40 


45 




Ala 


Arg 


Pro 


Ser 


Lys 


Tyr Glu 


Ser Pro 


Asn Ala Ser Asn Phe He 


Val 




50 








55 




60 




Arg 


His 


Val 


Ala 


Thr 


Gly Lys 


Glu Gly 


Thr Asp Asp Glu Tyr Ala 


Asn 


65 










70 




75 


80 


Ser 


Asn 


Tyr 


Tyr 


Tyr 


Ser Met 


Ser Ala 


Asn Arg Leu Gly Asp Glu 


Glu 










85 






90 95 




Thr 


Glu 


Glu 


Met 


He 


Gly Leu Ala Thr 












100 






105 







<210> 781 
<211> 297 
<212> DNA 

<213> Homo sapiens 
c400> 781 

nntcgcgcgc ctggaatgtg tgtctgtgta tgtgtgtgta tgtatgtgtg tatggaatgt 
60 

gtgtgtatgn gaatatgtgt gtgtatgnga atgtgtgtgt gtgtttggaa tgtgtgtatg 
120 

gaatgtgtgt ctgtgtatgg aatatgtgtg agtacgngaa tgtgtgtgtg tgtttggaat 
180 

gtatcgaatg tgtgtctgtg tgtaaggaat gtgtgtgtat ggaatgtgtt tacgtgcatg 
240 

tgtctggaat gtgtgtgtat ggaatgtgtg tgtatgtgta tgngaatgtg tgtgtgt 
297 

<210> 782 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 782 

Xaa Arg Val Pro Gly Met Cys Val Cys Val Cys Val Cys Met Tyr Val 

15 10 15 

Cys Met Glu Cys Val Cys Met Xaa He Cys Val Cys Met Xaa Met Cys 
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20 

Val Cys Val Trp Asn Val Cys Met 

35 40 
Cys Val Ser Met Xaa Met Cys Val 

50 55 
Cys Leu Cys Val Arg Asn Val Cys 
65 70 
Cys Leu Glu Cys Val Cys Met Glu 
85 

Cys Val Cys 



25 30 
Glu Cys Val Ser Val Tyr Gly lie 
45 

Cys Val Trp Asn Val Ser Asn Val 
60 

Val Trp Asn Val Phe Thr Cys Met 

75 80 
Cys Val Cys Met Cys Met Xaa Met 
90 95 



<210> 783 
<211> 612 
<212> DNA 
<213> Homo sapiens 

<400> 783 

accggtgacg taactgctcc cgctggcagc ttcgagggcg atgtcgattt gcgtgcccgg 
60 

caccgggtcg agtgagctgc ccagcagcaa gcccaccaca tcggtgacca gaccgatcac 
120 

tttgttgagc acgtcgatga cgggcaactt caaggaaatc caggtgcgga cttgcgcggt . 
180 

ccgcacaaaa atcggctggg tgtcgatcaa ctgcgggttg ccaatcgcag aatttgcgcg 
240 

gttcgatgac acgtgtcttc accgtgatat tcagcagccc cagtacgtcc accggcaact 
300 

cgacggccac cgcgctggct ttgttggaca gctgcacaaa gccctgaatc aggttgaaca 
360 

gttgcaggtt gacgtccagg gcgctcttgt ccgtgccgtt ttgtatattg atcaggtcgc 
420 

ccaggtgcag gatctgcgtg cctggggcaa tcagcttgat tgcttcgagg ttattgatca 
480 

ccacctggac cgcattaccg cccagcttga gcacatcgat ggcggcctgg atcaactggc 
540 

cgacggtcgc gtcggtcttg agcaactggt cgtagttgcc ggcgctgacg ttgaggcgga 
600 

tggccgacgc gt 
612 

<210> 784 

<211> 190 
<212> PRT 

<213> Homo sapiens 
<400> 784 

Met Ser He Cys Val Pro Gly Thr Gly Ser Ser Glu Leu Pro Ser Ser 

^ 5 10 15 . 

Lys Pro Thr Thr Ser Val Thr Arg Pro He Thr Leu Leu Ser Thr Ser 

20 25 30 

Met Thr Gly Asn Phe Lys Glu He Gin Val Arg Thr Cys Ala Val Arg 

35 40 45 

Thr Lys He Gly Trp Val Ser He Asn Cys Gly Leu Pro He Ala Glu 
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50 




55 


60 






Phe 


Ala Arg 


Phe 


Asp Asp Thr Cys Leu His Arg 


Asp He Gin 


Gin 


Pro 


65 






70 75 






80 


Gin 


Tyr Val 


His 


Arg Gin Leu Asp Gly His Arg 


Ala Gly Phe 


Val 


Gly 








85 90 . 




95 




Gin 


Leu His 


Lys 


Ala Leu Asn Gin Val Glu Gin 


Leu Gin Val 


Asp Val 






100 


105 


110 






Gin 


Gly Ala 


Leu 


Val Arg Ala Val Leu Tyr lie 


Asp Gin Val 


Ala 


Gin 




115 




120 


125 






Val 


Gin Asp Leu 


Arg Ala Trp Gly Asn Gin Leu 


Asp Cys Phe 


Glu 


Val 




130 




135 


140 






lie 


Asp His 


His 


Leu Asp Arg lie Thr Ala Gin 


Leu Glu His 


He 


Asp 


145 






150 155 






160 


Gly 


Gly Leu Asp 


Gin Leu Ala Asp Gly Arg Val 


Gly Leu Glu 


Gin 


Leu 








165 170 




175 




Val 


Val Val 


Ala 


Gly Ala Asp Val Glu Ala Asp 


Gly Arg Arg 










180 


185 


190 







<210> 785 
<211> 408 
<212> DNA 

<213> Homo sapiens 
<400> 785 

accttggact acttcactat cgaccctcgg ctaggcgacg acgatgactt cgatcacctg 
60 

cttcaggccg cccacgctcg tggtctgtca gtactgctcg acggggtggt caaccacgtc 

120 

tcgcgtcgca accgcatcgt gcaggatgcg cagagtgctg ggccagattc agacgccggc 
180 

cgtatggttc gctggtgtga ggggcgcctc gacgttttcg agggtcatag tgacctggtc 
240 

gcactcaacc acgacaaccc cgcagtgcgg gaacatgtca cccggatcat gaactattgg 
300 

tgcggtcgcg gtgttgacgg ctggcggctg gacgccgcta ttccgtcaat cctgagttct 
360 

gggctgcggt gctgcctccg gtgcgagaga agcgccctga cgtgagga 
408 

<210> 786 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 786 



Thr Leu Asp Tyr Phe 


Thr 


lie Asp 


Pro Arg 


Leu 


Gly Asp Asp 


Asp Asp 


1 5 






10 






15 




Phe Asp His Leu Leu 


Gin 


Ala Ala 


His Ala 


Arg 


Gly Leu Ser 


Val 


Leu 


20 






25 




30 






Leu Asp Gly Val Val 


Asn 


His Val 


Ser Arg 


Arg 


Asn Arg He 


Val 


Gin 


35 




40 






45 






Asp Ala Gin Ser Ala 


Gly 


Pro Asp 


Ser Asp 


Ala 


Gly Arg Met 


Val 


Arg 


50 




55 






60 






Trp Cys Glu Gly Arg 


Leu Asp Val 


Phe Glu 


Gly 


His Ser Asp 


Leu 


Val 
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^5 70 75 80 

Ala Leu Asn His Asp Asn Pro Ala Val Arg Glu His Val Thr Arg lie 

85 90 95 

Met Asn Tyr Trp Cys Gly Arg Gly Val Asp Gly Trp Arg Leu Asp Ala 

100 105 110 

Ala lie Pro Ser He Leu Ser Ser Gly Leu Arg Cys Cys Leu Arg Cys 

115 120 125 

Glu Arg Ser Ala Leu Thr 
130 



<210> 787 
<211> 310 
<212> DNA 
<213> Homo sapiens 

<400> 787 

acgcgtgaag gggaatgaaa gggtttttcc tggatcaaaa tgatgcttgt ggcagacaca 
60 

gttggaacca cagacgatgc cacgcttgtg tcagcagtgc gacactggcc cacgtggcgt 

ccttggtctc ccctcattgc tgccgtcact gtgtgctggg catgccctgc agttacccca 
ISO 

aagctttatg tcacaacatt gaggctggcg gagaaagacc ggccccttca ccccacctta 
240 

gacttcctgg aagggccgcc cgggtccaca acctggcccg ttaactccct gggcagctgc 
300 

tgggggagaa 
310 



<210> 788 
<211> 90 
<212> PRT 

<213> Homo sapiens 



<400> 788 

Met Met Leu Val Ala Asp Thr Val 

1 5 
Val Ser Ala Val Arg His Trp Pro 
20 

He Ala Ala Val Thr Val Cys Trp 

35 40 
Leu Tyr Val Thr Thr Leu Arg Leu 

50 55 
Pro Thr Leu Asp Phe Leu Glu Gly 
65 70 
Val Asn Ser Leu Gly Ser Cys Trp 
85 



Gly Thr Thr Asp Asp Ala Thr Leu 

10 15 
Thr Trp Arg Pro Trp Ser Leu Leu 
25 30 
Ala Cys Pro Ala Val Thr Pro Lys 
45 

Ala Glu Lys Asp Arg Pro Leu His 
60 

Pro Pro Gly Ser Thr Thr Trp Pro 
75 80 

Gly Arg 
90 



<210> 789 
<211> 369 
<212> DNA 

<213> Homo sapiens 



<400> 789 
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acgcgtgaag ttgcagcagc aagcaatctg cctcgcttct ggtgcccacc gaaaccaagg 

60 

tctgccagac agcagcgctg ggacctctcc cctccccagc aggatgggcc ggctctggaa 
120 

gcacgaggtg ttccaaagtg caaacaagct gctgttaaat aattattccc aaacgccaaa 
180 

gcccttgctg gtttgcttgc ttgctttttt ctttctttgc ctcgcacaga tatcgctagg 
240 

gcagagtatt gacatttcgt tttctttttg ttatgggtga taaagcacgg tgtttcttgt 
300 

gagtgtatgc ctgtatttcc ctgcagagct gattgccagt ccattttctt ctatcccatc 

360 

cccattttc 
369 

<210> 790 
<211>-114 
<212> PRT 

<213> Homo sapiens 
<400> 790 



Met Asp 


Trp Gin 


Ser Ala Leu Gin Gly 


Asn 


Thr Gly 


He 


His Ser 


Gin 


1 




5 


10 






15 




Glu Thr 


Pro Cys 


Phe He Thr His Asn 


Lys 


Lys Lys 


Thr 


Lys Cys 


Gin 




20 


25 








30 




Tyr Ser 


Ala Leu 


Ala He Ser Val Arg 


Gly 


Lys Lys 


Arg 


Lys Lys 


Gin 




35 


40 






45 






Ala Ser 


Lys Pro 


Ala Arg Ala Leu Ala 


Phe 


Gly Asn 


Asn 


Tyr Leu 


Thr 


50 




55 




60 








Ala Ala 


Cys Leu 


His Phe Gly Thr Pro 


Arg 


Ala Ser 


Arg 


Ala Gly 


Pro 


65 




70 




75 






80 


Ser Cys 


Trp Gly 


Gly Glu Arg Ser Gin 


Arg 


Cys Cys 


Leu 


Ala Asp 


Leu 






85 


90 






95 




Gly Phe 


Gly Gly 


His Gin Lys Arg Gly 


Arg 


Leu Leu 


Ala 


Ala Ala 


Thr 




100 


105 








110 





Ser Arg 



<210> 791 

<211> 420 

<212> DNA 

<213> Homo sapiens 

aaaggaaggt atatgaaaac acaacactag gcttcattgt tgaagttgaa 
ttcctggtgt gaaatggtat cgaaataaat ccttactaga gccagatgaa 
tggaaagagt gggtaatgtg tgttcactgg aaatttctaa cattcaaaaa 
gagagtacat gtgtcatgct gtaaacatca taggggaagc aaagagcttt 
acataatgcc ccaggaagaa agagtggtgg cactaccacc tccagtaaca 



849 



<400> 791 
nctctgacca 
60 

ggtcttccag 
120 

agaatcaaaa 
180 

ggagaagggg 
240 

gcaaacgtag 
300 
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caccagcacg ccatggagtt tgatttggaa cacaccacat catcaagaac accttctcct 
360 

caagaaattg tcctggaagt tgaattaagt gaaaaagacg ttaaagaatt tgagaagcag 
420 

<210> 792 
<211> 138 
<212> PRT 

<213> Homo sapiens 
<400> 792 



Thr Lys 


Arg Lys Val 


Tyr 


Glu 


Asn Thr Thr 


Leu 


Gly 


Phe 


He 


Val 


Glu 


1 






5 






10 










15 




Val 


Glu 


Gly Leu Pro 


Val 


Pro 


Gly Val Lys 


Trp 


Tyr 


Arg 


Asn 


Lys 


Ser 








20 






25 








30 






Leu 


Leu 


Glu 


Pro Asp Glu Arg 


He Lys Met 


Glu 


Arg 


Val 


Gly 


Asn 


Val 






35 








40 






45 








Cys 


Ser 


Leu 


Glu He 


Ser 


Asn 


He Gin Lys 


Gly Glu 


Gly 


Gly 


Glu 


Tyr 




50 








55 






60 










Met 


Cys 


His 


Ala Val 


Asn 


He 


He Gly Glu Ala 


Lys 


Ser 


Phe 


Ala 


Asn 


65 








70 






75 










80 


Val 


Asp 


He 


Met Pro 


Gin 


Glu 


Glu Arg Val 


Val 


Ala 


Leu 


Pro 


Pro 


Pro 








85 






90 










95 




Val 


Thr 


His 


Gin His 


Val 


Met 


Glu Phe Asp 


Leu 


Glu 


His 


Thr 


Thr 


Ser 








100 






105 








110 






Ser 


Arg 


Thr 


Pro Ser 


Pro 


Gin 


Glu He Val 


Leu 


Glu 


Val 


Glu 


Leu 


Ser 






115 








120 






125 








Glu 


Lys 


Asp 


Val Lys 


Glu 


Phe 


Glu Lys Gin 















130 135 



<210> 793 
<211> 479 
<212> ONA 

<213> Homo sapiens 
<400> 793 

nacgcgtgcc ggttctcgga aattcattat gggaatgtgc gcgttgtgga gatgctcaga 

60 

ccgcgaacag tactgcggga acccaaacga tcatttttaa ccccagacgt ccctgaacca 
120 

aagccaaagt ctacaggtca ctggggcaga ggccgcccga aaccagcttc ccctcccggc 
180 

ctaggcgcgc caggtccccg cccagccggg gcgatccttt ggtcggacag tgaggttggg 
240 

agcccaccgc acccaagtcc gccgcatcca cccggcgcag gcgacccccg acgggcagcc 
300 

gctcaccttc tcctggcccc ggcttcagga aaactgcctg gaggtggccg gggttcccta 
360 

gcggaggctg ggcggcgggc ttcgcgcctg cctcagtctc cccatccgtg gcccggggga 
420 

cggagcccgc tgcgcgcaga ggctgcggca ggtcccagcc aggtgccctg gaacgtgga 
479 

<210> 794 
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<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 794 



Xaa Ala 


Cys 


Arg 


Phe Ser Glu lie His Tyr Gly 


Asn Val Arg Val 


Val 


1 






5 




10 




15 




Glu Met 


Leu 


Arg 


Pro Arg Thr Val 


Leu Arg 


Glu 


Pro Lys Arg Ser 


Phe 






20 






25 




30 




Leu Thr 


Pro 


Asp 


Val Pro Glu 


Pro 


Lys Pro 


Lys 


Ser Thr Gly His 


Trp 




35 






40 






45 




Gly Arg 


Gly 


Arg 


Pro Lys Pro 


Ala 


Ser Pro 


Pro 


Gly Leu Gly Ala 


Pro 


50 






55 








60 




Gly Pro 


Arg 


Pro 


Ala Gly Ala 


lie 


Leu Trp 


Ser 


Asp Ser Glu Val 


Gly 


65 






70 






75 




80 


Ser Pro 


Pro 


His 


Pro Ser Pro 


Pro 


His Pro 


Pro 


Gly Ala Gly Asp 


Pro 








85 




90 




95 




Arg Arg 


Ala 


Ala 


Ala His Leu 


Leu 


Leu Ala 


Pro 


Ala Ser Gly Lys 


Leu 






ioo 






105 




110 




Pro Gly 


Gly 


Gly 


Arg Gly Ser 


Leu 


Ala Glu 


Ala 


Gly Arg Arg Ala 


Ser 




115 






120 






125 




Arg Leu 


Pro 


Gin 


Ser Pro His 


Pro 


Trp Pro Gly 


Gly Trp Ser Pro 


Leu 


130 






135 








140 




Arg Ala 


Glu 


Ala 


Ala Ala Gly Pro 


Ser Gin 


Val 


Pro Trp Asn Val 




145 






150 






155 







<210> 795 

<211> 1418 

<212> DNA 

<213> Homo sapiens 

<400> 795 

gccggcggcg gggaggccgg ggcctgcagg cccccggtac gacaagatcc ggactccggc 
60 

ccggactacg aggcgctgcc ggctggagcc actgtcacca cgcacatggt ggcaggcgcc 
120 

gtggcaggga tcctggagca ctgcgtgatg taccccatcg actgcgtcaa gacccggatg 
180 

cagagtctac agcctgaccc agctgcccgc tatcgcaatg tgttggaggc cctctggagg 
240 

attataagaa cggagggcct atggaggccc atgagggggc tgaacgtcac agcaacaggc 
300 

gcagggcctg cccacgccct ttattttgcc tgctacgaaa agttaaaaaa gacattgagt 
360 

gatgtaatcc accctggggg caatagccat attgccaatg gtgcggccgg gtgtgtggca 
420 

acattacttc atgatgcagc cacgaaccct gcggaaggct gatctgctga cttggggctc 
480 

tgaatctgga tactctccat caccggttgg ctgctgtcac catttccttc ctcgttgatg 
540 . 

gcactactag tggtcaagca gaggatgcag atgtacaact caccacacca ccgggtgaca 
600 

gactgtgtac gggcagtgtg gcaaaatgaa ggggccgggg ccttttaccg cagctacacc 
660 
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acccagctga ccatgaacgt tcctttccaa gccattcact tcatgaccta tgaattcctg 
720 

caggagcact ttaaccccca gagacggtac aacccaagct cccacgtcct ctctggagct 
780 

tgcgcaggag ctgtagctgc cgcagccaca accccaccgg acgtttgcaa aacactgctc 
840 

aacacccagg agtccttggc tttgaactca cacattacag gacatatcac aggcatggct 
900 

agtgccttca ggacggtata tcaagtaggt ggggtgaccg cctatttccg aggggtgcag 
960 

gccagagtaa tttaccagat cccctccaca gccatcgcat ggtctgtgta tgagttcttc 
1020 

aaatacctaa tcactaaaag gcaagaagag tggagggctg gcaagtgaag tagcactgaa 
1080 

cgaagccagg ggttcagatg acactgctgc atcctggtca cattctctgt ctcctggaat 
1140 

gctcccacct caagtggagt tagaaggaag gtagaggggc tctcccccag gattttggtg 
1200 

ttttgactaa caccagttcc tgccaacctc tgttgccacc acctttcctt ccaggcccta 
1260 

agcacgtgca gcaaagcaca ccacagcacc tttgataacc tctctccatc ctgggcctga 
1320 

tgacctgctc tagactgtta tagagggata agcagctcat tcccctggtt cctaataaaa 
1380 

agcctttaaa ttaaaaaaaa aaaaaaaaaa aaaaaaaa 
1418 

<210> 796 
<211> 176 

<212> PRT 

<213> Homo sapiens 



<400> 796 



Met 


Ala 


Leu Leu 


Val 


Val 


Lys Gin Arg Met 


Gin 


Met 


Tyr 


Asn Ser 


Pro 


1 






5 




10 








15 




Tyr 


His 


Arg Val 


Thr 


Asp Cys Val Arg Ala 


Val 


Trp Gin Asn Glu 


Gly 






20 






25 








30 




Ala 


Gly 


Ala Phe 


Tyr 


Arg Ser Tyr Thr Thr 


Gin 


Leu 


Thr 


Met Asn 


Val 






35 






40 






45 






Pro 


Phe 


Gin Ala 


He 


His 


Phe Met Thr Tyr 


Glu 


Phe 


Leu 


Gin Glu 


His 




50 








SS 




60 








Phe 


Asn 


Pro Gin 


Arg 


Arg 


Tyr Asn Pro Ser 


Ser 


His 


Val 


Leu Ser 


Gly 


65" 








70 




75 








80 


Ala 


Cys 


Ala Gly 


Ala 


Val 


Ala Ala Ala Ala 


Thr 


Thr 


Pro 


Leu Asp 


Val 








85 




90 








95 




Cys 


Lys 


Thr Leu 


Leu 


Asn 


Thr Gin Glu Ser 


Leu 


Ala 


Leu 


Asn Ser 


His 






100 






105 








110 




lie 


Thr 


Gly His 


He 


Thr Gly Met Ala Ser 


Ala 


Phe 


Arg 


Thr Val 


Tyr 






115 






120 






125 






Gin 


Val 


Gly Gly 


Val 


Thr 


Ala Tyr Phe Arg 


Gly Val 


Gin 


Ala Arg 


Val 




130 








135 




140 








He 


Tyr 


Gin He 


Pro 


Ser 


Thr Ala He Ala 


Trp 


Ser 


Val 


Tyr Glu 


Phe 


145 








150 




155 








160 


Phe 


Lys 


Tyr Leu 


He 


Thr 


Lys Arg Gin Glu 


Glu Trp Arg Ala Gly 


Lys 
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165 170 175 

<210> 797 
<211> 585 
<212> DNA 

<213> Homo sapiens 
<400> 797 

aaatttaccg gcggcaaaac ccacgtcacc gactacacca acgcctcgcg caccatgctc 
60 

ttcaacatcc acacgctgga gtgggatgcg aagatgctgg agattctcga cgtgccgcgc 

120 

gagatgctgc cggaagttaa gtcgtcttca gaaatctacg gccgcaccaa aagcggtatc 

180 

gctatcggcg gcatcgcggg cgaccaacag gctgctctgt tcggccagat gtgcgtggaa 
240 

gccgggcagg ccaagaacac ttatggcacc ggctgcttcc tgctgatgaa caccggcgac 
300 

aaagccgtca aatccaaaca cggcatgctc accaccatcg cctgcggtcc acgcggcgaa 
360 

gtggcttatg cgctggaagg cgcggtgttc aacggtggtt cccccgtgca gtggctgcgt 

420 

gatgagctga agatcatcgc ggacgccacc gacaccgaat acttcgccgg caaggtcaag 
480 

gacagcaacg gcgtctacct ggtgccggcc tttaccggcc tgggcgctcc gtactgggac 
540 

ccgtatgccc gtggcgcttt gtttggcctg actcgtggcg tacgc 
585 

<210> 798 
.<211> 195 
<212> PRT 

<213> Homo sapiens 



<:400> 798 



Lys 


Phe 


Thr 


Gly 


Gly 


Lys 


Thr 


His 


Val 


Thr 


Asp Tyr 


Thr 


Asn 


Ala Ser 


1 








5 










10 








15 


Arg 


Thr 


Met 


Leu 


Phe 


Asn 


He 


His 


Thr 


Leu 


Glu Trp 


Asp 


Ala 


Lys Met 






20 










25 








30 




Leu 


Glu 


He 


Leu 


Asp 


Val 


Pro 


Arg 


Glu 


Met 


Leu Pro 


Glu 


Val 


Lys Ser 






35 










40 








45 






Ser 


Ser 


Glu 


He 


Tyr 


Gly 


Arg 


Thr 


Lys 


Ser 


Gly He 


Ala 


He 


Gly Gly 




50 










55 








60 








He 


Ala 


Gly 


Asp 


Gin 


Gin 


Ala 


Ala 


Leu 


Phe 


Gly Gin 


Met 


Cys 


Val Glu 


65 








70 










75 






80 


Ala Gly 


Gin 


Ala 


Lys 


Asn 


Thr 


Tyr 


Gly 


Thr 


Gly Cys 


Phe 


Leu 


Leu Met 










85 










90 








95 


Asn 


Thr 


Gly 


Asp 


Lys 


Ala 


Val 


Lys 


Ser 


Lys 


His Gly 


Met 


Leu 


Thr Thr 








100 










105 








110 




He 


Ala 


Cys 


Gly 


Pro 


Arg 


Gly 


Glu 


Val 


Ala 


Tyr Ala 


Leu 


Glu 


Gly Ala 






115 










120 








125 






Val 


Phe 


Asn 


Gly 


Gly 


Ser 


Pro 


Val 


Gin 


Trp 


Leu Arg 


Asp 


Glu 


Leu Lys 




130 










135 








140 








He 


He 


Ala 


Asp 


Ala 


Thr 


Asp 


Thr 


Glu 


Tyr 


Phe Ala 


Gly 


Lys 


Val Lys 
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150 155 160 

Asp Ser Asn Gly Val Tyr Leu Val Pro Ala Phe Thr Gly Leu Gly Ala 

165 170 175 

Pro Tyr Trp Asp Pro Tyr Ala Arg Gly Ala Leu Phe Gly Leu Thr Arg 
180 185 190 

Gly Val Arg 
195 

<210> 799 
<211> 2152 
<212> DNA 

<213> Homo sapiens 
<400> 799 

nntttttttt tttttttgat ggtgcatgta gttttattta tgtgttttca tctggaaaac 
60 

caagtgtccc agcagcatga ccgaacatca ctcacttccc ctacttgatc tacaaggcca 
120 

^^Sccgagag cccagaccag gattccaaac acactgcacg agaatattgt ggatccgctg 

tcaggtaagt gtccgtcact gacccagacg ctgttacgtg gcacatgact gtacagtgcc 
240 

acgtaacagc actgtacttt tctcccataa acagttacct gccatgtatc tacatgattc 
300 

agaacatttt gaacagttaa ttctgacact tgaataatcc catcaaaaac cgtaaaatca 
360 

ctttgatgtt gtaacgacaa catagcatca ctttacgaca gaatcatctg gaaaaacaga 
420 

acaacgaata catacatctt aaaaaatgct ggggtgggcc aggcacagct cacgcctgta 
480 

atcccagcac tttgggaggc tgaggcgggt ggatcacgta atcccagcac tttgaggggc 
54 0 

agaggtggac agatcatgag gtcaagagat caagaccatc ctggtcaaaa tggtgaaacc 
600 

ccgtctctac taaaaataca aaaattagct gagcttagtg gcacacacct gtagtcccag 
660 

ctacttggga ggctgaggca ggagaatcgc ttgaacccag gagacacagg ctgcagtgac 
720 

tcgagatcac gccactgcac tccagcctgg cgacagagcg agactccatc tcaaaaaaaa 
780 

aaaccaacaa aaaaactggg gtgaaaatct aacggataat tcagcattgc cgcatagaaa 
840 

cctccgcaaa accggccaaa caaacgcgga caggcggccc tggcgtcagc gcacgacagt 
900 

cacgtgggga ggggcagtgg ccaggtcggc cttaaacggg iracaccacct tcaggctccc 

960 

ttccagatcc accacccgga cctgctccac caccagaagg gagggcccgt cctttccagc 
1020 

actgggattc gttgtgggat ctggaagttg tccagagact gcatcggctt cagtatctga 
1080 

gagtgatcct tcctctttat tttctaaagt gtactttttc atttctgcca ttttcagaat 
1140 

gagggcatcc atgacatcct tgcaaatctg cagactggtg gcacttgtta cttccaaaaa 
1200 
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caaatcagaa gtcgttttcc 
1260 

aatcacatca ccgtctgcat 
1320 

aaggtatctg tgcaggcccg 
1380 

ctccagctgc agctgccgca 
1440 

aatcttgagg tcctgtgggg 
1500 . 

ctcgtgggtg gcaagggtgg 
1560 

ctgcgaggtg aggaagcgct 
1620 

ggcccccaca atgtagggcc 
1660 

tacggggttt tcagagacgt 
1740 

ctgctcctcc ccatcaccac 
1800 

ctcttccttc tccgagccct 
1860 

gcgcaggtac tccaggatgg 
1920 

gtccctcagc ttgttcccac 
1980 

tgcagggatc tcgctcagct 
2040 

ggcgatgtcg gggctgagtt 
2100 

gggcagcgcg ccggggcgaa 
2152 

<210> 800 
<211> 95 
<212> PRT 

<213> Homo sapiens 



taacccttgt cttctcactg 
ccacaagaca cgggtaattt 
acacactctg ccgcttcttc 
ccagcccctt ggccttggct 
gccgggcgca gtacagcagg 
cagccgtcct cttctcacag 
tgagtgcatt ccctggctgc 
gcacatcccg gacctcgggg 
gcaggaccct gagcagcagc 
cttcccgcct ctgcttcctc 
cggcacggcc cttgcccttc 
atctggtctg gcagccgctg 
ggaaattgat ctccttgagc 
ggttgttcga gaggtccaac 
ctcggaggca gttgtcagca 
agagctcggc gggaaaggag 



ttggttattg gtgggaagga 
tcatttccat ccagcaagtg 
tgcttcctct gctcctcggc 
tctttccgcc ccaaggggac 
ggccctttga cggcacggag 
agatcttcgt ggagcttggt 
aggtccatgc ctcgcaccac 
ctcactctga ctgtcagagg 
cggccggcat ctcccacgtc 
tccctcctct tcctccggct 
ccgccaccac ggcctccgac 
accatcttct ccaggcgctt 
ttggggcagt ccgcaagctc 
gtcttgagcg aggccaggtg 
gccgccagtt cactgagcag 
tctaggcaat tg 



<400> 800 

Cys Cys Asn Asp Asn lie Ala Ser 

1 5 
Asn Arg Thr Thr Asn Thr Tyr lie 
20 

Ala Gin Leu Thr Pro Val He Pro 

35 40 
Gly Ser Arg Asn Pro Ser Thr Leu 

50 55 
Arg Ser Arg Asp Gin Asp His Pro 
65 70 
Leu Leu Lys He Gin Lys Leu Ala 
85 

<210> 801 
<211> 424 



Leu Tyr Asp Arg He He Trp Lys 

10 15 
Leu Lys Asn Ala Gly Val Gly Gin 
25 30 
Ala Leu Trp Glu Ala Glu Ala Gly 
45 

Arg Gly Arg Gly Gly Gin He Met 
60 

Gly Gin Asn Gly Glu Thr Pro Ser 

75 80 
Glu Leu Ser Gly Thr His Leu 
90 95 
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<212> DNA 

<213> Homo sapiens 

<400> 801 

nntcatgaat cgttataaac acaatggtta gtgtatatca tatctatagg agatactatg 
60 

tatcaaatta atcagctgtc tttttcttat gaaacaaaag aagtgttaaa gaatatttct 
120 

gtaacatttc ctaccaataa aataacagcc ataattggac cgaatggatg tggtaagtct 
180 

accctactta gccatctata tcgacttcat tcaacaaaaa acaaaatcac attaaacgga 

240 

aaacctttag agtcttataa aggtcgcgaa tttgctcaat tggtagcagt cttaacacaa 
300 

tctagagacg ctatgattga tgattctctc gtaaaagaca tcgttctcat gggacgggat 
360 

ccgtacaaac aacactttgg cacctatagt tctgaagatg ttaaaattgc agagcattat 

420 

atgn 

424 

<210> 802 
<211> 122 
<212> PRT 

<213> Homo sapiens 
<400> 802 

Met Tyr Gin lie Asn Gin Leu Ser Phe Ser Tyr Glu Thr Lys Glu Val 

15 10 15 

Leu Lys Asn lie Ser Val Thr Phe Pro Thr Asn Lys He Thr Ala He 

20 25 30 

He Gly Pro Asn Gly Cys Gly Lys Ser Thr Leu Leu Ser His Leu Tyr 

35 40 45 

Arg Leu His Ser Thr Lys Asn Lys He Thr Leu Asn Gly Lys Pro Leu 

50 55 60 

Glu Ser Tyr Lys Gly Arg Glu Phe Ala Gin Leu Val Ala Val Leu Thr 
^5 70 75 80 

Gin Ser Arg Asp Ala Met He Asp Asp Phe Leu Val Lys Asp He Val 

85 90 95 

Leu Met Gly Arg Asp Pro Tyr Lys Gin His Phe Gly Thr Tyr Ser Ser 

100 105 110 

Glu Asp Val Lys He Ala Glu His Tyr Met 
115 120 

<210> 803 
<211> 6863 

<212> DNA 

<213> Homo sapiens 
<400> 803 

gcgcggcccg gctggccgtc cgcgcaccct ctctcccctc ggctctttcc taggaaagct 
60 

^agcctcaca gcttccggga gaaggttttc cggaagaaac ctccagtctg tgcagtatgt 
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aaggtgacca tcgatgggac aggcgtttcg 
180 

aaatgtgaag caaaggtgac ttcagcctgt 
240 

aacacggccc cagtcaggcg catagagcac 
300 

aagcagcgca gcactctgcc caggagcttc 
360 

gacttagacc tcacctacgt gacggagcgc 
420 

gatgaacagc ggcaccgggg ccacctgcgc 
480 

cgggacaagt acctgctctt caacctttca 
540 

cccaaggttc aagacttcgg ctggcctgag 
600 

tccatctgca aagccatgga gacatggctc 
660 

tactgcaagg gaaacaaggg caagcttggg 
720 

aagatctctg caggggcgga ccaggcaccg 
780 

gacaaggtgg ccacagaact gcagccctcc 
840 

ctgctatctg gctccatcag aatgaacagc 
900 

cccatgctgc cagcctttga acctggcaca 

.960 

tccatgcagc ttgtctacac atctggagtc 
1020 

ctttgcatca gcctggagcc agccctcctc 
1080 

cacaagggtg gccggggcac agaccggacc 
1140 

accatccacg gaccacagct caccttcccc 
1200 

gagaggttcc ccttccaagc ccccgtggag 
1260 

aaaggcagca ctccacggaa cgacccctcg 
1320 

gccgtgcgct gggactccta tgagaacttc 
1380 

tccttgaccc acacccgggg tcccctggat 
1440 

ccccggcaga cccccccggc accctctcca 

ISCO 

agcagcgact caggccactc ctccacgctg 
1560 

cggccgcccc ctacagctgc tgaacggcag 
1620 

gtggccagtg ggggccgggg agctgggcgc 
1680 

cccactgtgg gcggaggccc ccaccccgga 
1740 



tgcagagtct gcaaggtggc gacgcacaga 
caggccttgc ctcccgtgga gttgcggcga 
ctgggatcca ccaiaatctct gaaccactca 
agcctggacc cgctcatgga gcggcgctgg 
atcttggccg ccgccttccc cgcgcggccc 
gagctggccc atgtgctgca atccaagcac 
gagaaaaggc atgacctgac ccgcttaaac 
ctgcatgctc cacccctgga caagctgtgc 
agtgctgacc cacagcacgt ggtcgtacta 
gtcatcgttt ctgcctacat gcactacagc 
gccactccca ccatgcggaa attctgcgag 
cagcgtcgat atatcagcta cttcagtggg 
agccctctcc tcctgcacta tgtgctcatc 
ggcttccagc ccttccttaa aatctaccag 
tatcacattg caggccctgg tccccagcag 
ctcaaaggcg atgtcatggt aacatgttat 
ctcgtgttcc gagtccagtt ccacacctgc 
aaggaccagc ttgacgaggc ctggactgat 
tttgtcttct cctccagccc cgagaagatc 
gtctctgtcg actacaacac cactgagcca 
aaccagcacc acgaggacag tgtggatggc 
ggcagtcctt atgcccaggt gcagcggcct 
gagcctccac caccccccat gctctctgtc 
accacagagc cggctgctga gtcccccggc 
gagctggatc gcctcctagg aggctgcgga 
gagacggcca tcctagatga cgaagagcag 
gtgcatccag gccataggcc tggcctcagc 
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cgccactgct cccgccgcca gggctaccgg gagccctgcg gggttcccaa tgggggctac 
1800 

taccggccag agggaaccct ggagaggagg cgactggcct acgggggcta tgagggatcc 
1860 

ccccagggct acgccgaggc ctcgatggag aagaggcgcc tctgccgatc gctgtcagaq 

1920 

gggctatacc cctacccacc tgagatgggg aaaccagcca ctggggactt tggctaccgc 
1960 

gccccaggct accgggaggt ggtcatcctg gaggaccctg ggctgcctgc cctataccca 
2040 

^^cccagcct gcgaggagaa gctggcgctg cctacagcag ccttgtatgg actgcggctg 

gagagggagg ctggagaagg gtgggcaagt gaggctggca agcctctcct gcacccagtg 
2160 . ^ 

cggcctgggc acccgctgcc tctgctcttg cctgcctgtg ggcatcacca tgccccgatg 
2220 

cctgactaca gctgcctgaa gccacccaag gcaggcgagg aagggcacga gggctgctcc 

2280 

tacaccatgt gccccgaagg caggtatggg catccagggt accctgccct ggtgacatac 
2340 

agctatggag gagcagttcc cagttactgc ccagcatatg gccgtgtgcc tcatagctgt 
2400 

ggctctccag gagagggcag agggtatccc agccctggtg cccactcccc acgggctggc 
2460 

252"*^^^*^^ ^ragcagccc gccctatcca caatctagga agctgagcta cgagatccct 

acggaggagg gaggggacag gtacccattg cctgggcacc tggcctcagc aggacctttg 
2580 

gcatctgcag agtcgctgga gccggtgtcc tggagggagg gccccagtgg gcacagcaca 
2640 

ccgccccggt ctccccgaga tgccccatgc agtgcttcgt cagagttgtc tggtccctcc 

2700 

acgcccctgc acaccagcag tccagcccag ggcaaggaaa gcacccggcg acaggacacc 
2760 

aggtccccca cctcagcgcc cactcagaga ctgagtcctg gcgaggcctt gccccctgtt 

2820 

tcccaggcag gcaccggaaa ggcccctgag ctgccgtcgg gaagtgggcc tgagcctctg 
2880 

2940^^^^^*^ ^^^tctctcc gaccttccct cccagctcgc ccagtgactg gcctcaggaa 

aggagtccag ggggccactc agatggcgcc agtcctcgga gccctgtgcc caccacactt 
3000 

cctggcctcc gccacgcccc ctggcaaggc cctcgaggcc cccccgacag cccagatggg 
3060 

3120^°'^'^*^* =^«°t9tgcc ttcccagatg cectggcttg tggccagccc agagccgcct 

cagagctcac ctacacctgc tttccccctg gctgcctcct atgacaccaa tggccttaqc 
3180 ^ 

cagcccccac ttcctgagaa acgccacctg cccgggccgg ggcaacagcc aggaccctgg 
3240 

99cccagagc aggcatcatc gccagccaga ggcatcagtc accatgtcac cttcgcacct 

ctgctctcag ataatgtccc ccaaacccca gagcctccta cacaagagag ccaaagcaat 
3360 
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gtcaagtttg tccaggatac atccaagttc 
3420 

gccattgccc tgctgaagga caaggaccct 
3480 

ttccaaggag cttatgggct ggccctcaag 
3540 

tggaaagggg accccgtgga acagctggtc 
3600 

ggggtgaaga tcaagggctg ccccagtgag 
3660 

tcccagcact ccatctcccc catctccctg 

3720 

cctctggiaag agaccccaga ggctccagtg 
3780 

ctgcgtcagg gtgctgcctg cagcgtgctc 
3840 

acgggccccc aagctgtggc ccgggccagc 
3900 

acaccagctg ttgtccactt caaggtgtca 

3960 

aggaagctct tctttcgccg ccattatcca 
4020 

cctcaagacc ggagatggac caacccagac 
4080 

gccaagaagc cgggaagccc ctgggagaat 
4140 

gatcagcctg ctggcgccat tgtcaccttc 
4200 

tgaaggaagg ccacaagctc agagcccaca 
4260 

gccctcacat cccctggcct ggacccagga 
4320 

tgaggagtgg gcatcaggcc tgggacactg 
4380 

taagtggaca ggcccacaag atgaccttgc 
4440 

dggcfgtgagg aggcatcagc agttgagccc 
4500 

agaacgtcag ccctccaggg gattacaggg 
4560 

aggtgccagc acggcaggga tgggagaggg 
4620 

agagattcag agtaggatca catgaatagg 
4680 

ataaagaatt tctataaact ttagccgaaa 
4740 

aaagcctcat ctcccagggg acgtatctgt 
4800 

tatgattccc atccctggcc caacattggt 
4860 

gctgccccca tccagcagtc ctgttcctag 
4920 

gccatactga taaatacgga aactccatct 
4980 



tggtacaagc cacacctgtc ccgtgaccaa 
ggggccttcc tgatcaggga cagtcattca 
gtggccacac cgccacccag tgcccagccc 
cgccatttcc tcatcgagac tgggcccaaa 
ccctactttg gcagcctgtc cgccttggtc 
ccctgctgcc tgcgcattcc cagcaaagat 
cccaccaaca tgagcacagc ggcagacctc 
tacttgacct cagtggagac agagtcactg 
tctgcagctc tgagctgtag cccccgcccg 
gcccagggca ttacactgac ggacaaccaa 
gtgaacagca tcaccttctc cagcactgac 
gggaccacct ccaagatctt tggtctcgtg 
gtgtgtcacc tctttgcaga gcttgaccca 
atcaccaaag tcctactggg ccagagaaaa 
tcaacactgc ccccctccca gcaccccaca 
gacccaggag aaagcaccct cccttaggaa 
ctccccttcc ccgcccccag cctgctaagt 
atgtgagcag atggcagaga tgggtgtgtg 
cgaaggagat caggcagccc cacctgcagg 
gatcagcccc tgccagttcc acccagctgc 
gtggggagcg agtcactgcc tcctctgagc 
ggaaaaaaga gagtctattt ttgtctaata 
ttggagtcaa cacttattca caggaaggtc 
gctcaggcct gtagccaggc ccatggaaca 
ccacatctcc ccatgagcaa gctgccttcg 
cccagtggac tagaaaggct cctggttccg 
ttatcggctg tataaacatc tctggtctgt 
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acatacattt catacatcgt agggtgggaa gcgagggcca aagggaggcc cagcagcaca 
5040 

acagctcacc cgctttccct acagccctac ccgctctgtg caaaccaagg ccaacaactc 
5100 

ctgctgcctc ttcctccctg gaaaagtcac tgttacgggg agggggccag gggttgaagg 
5160 

attagaagga gatagagggc ttggtgggga ggacacatgt aagtgctaga atcaaacact 
5220 

5280^^^^*^ ^^^^^^c^ra cacaagcagc aagctgaggc atgggacggg gcaggaaaag 
gggagggagg ggccacgctg cccctctggg cttgctcagc taaggctctg gggtcttgcc 

ctcacgctgg cagggagaca ggccccagag cctcagcccc aatacccggg agctaggaac 
5400 

atgggtggca ctggtaaaga aaggatggaa ggggagaaag gagtgaaggc cctagtgccc 
5460 

552""^" ^^9^=cctct ctcttaaaca tgcaacaggc acccacccat gtgggtccag 

gtatggggag ccagagacct agatcctctg tggtgcctga gcaggttggg gtggggagcc 
5580 

agctctcaag ggaaagatgg agagcctaga ggagtcttcc tggggcagca gccagtgaaa 
5640 

ggacagagat gaccaaagag aggtcccctg gccctgccag gggtatgaca gcagcaactg 

gttcacacaa ccaggaaaga aaacaagaaa gaggaattca aggagaaata ccatggtgag 
5760 

taggggaggg ggctgtctac tctaccctct acaaagcatc atgcccgaat agcagctgag 
5820 

atagggtgct cacgcctctc cacccacaca gggccggtga gggaaagggg gacccagaag 
5880 

cccactgacc aaagcgagtg ggaccaccca cataccaaca ccattctttg ggtccattcc 
5940 

tgtccaacca gggactcagg cccagggact gacaacagtg gcagcaccag gtcagaaacg 
6000 

tgggcacaga gaagcgtgac aggggcctga gccagtgggg gcagagtgac tacacacctc 
6060 

caggggcctg ctgggtaaac gaagcctctg ggaagtcagg aactgggtgc ctggcccagc 
6120 

6180^^^^^^ ^^^ggagaag gagcaggtct ggaggggagg ccctagccac tcaaggggtg 

cagatctact ttgactttct ccccgcagct cagcattcca atggtgggga agaagcctcc 
6240 

agaaggaaca acagcatcct tcttcccaat gatcttgcca ttccgagtga agaaaaccac 
6300 

caccttcctg ccctcatgct ccggctctat ctcttcccca tcctcttcct cttcctcttc 
6360 

ctcctcttcc tcttcccctt cctggtgcag gtacatgaca ttccgcacgt tccggacggc 
6420 

ccgggcagtc ggagacagga tcactgtgtc acaactgtca tcactgtccc cctcactgtc 
6480 

caaaacgtag tcccggggga acatgattcc acagcccatg atgtcccctt tgtaacagcq 
6540 ^ 

tggcccaaag gggtccccca caccactgcc atggaagatc ttcccatcgt ctgcatgaca 
6600 
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agccacagac cctctgctcc agccagggtg cctgttcttg ggatagtcct tccgtgccag 
6660 

ccccagggcg atgtagcatt tctctccagg gtccacgatc tccacctcga agtagtggct 

6720 

gcgggtgctg agtgggtgcc gggcctgggc cagccccaca tccacgatgc ttttgccctt 
6780 

ccctaagtac tccagcagag tcccacagac tctgacatca tgtagccggc cccattcatc 
6840 

ctcgtagctg tccaccatca tga 
6863 

<210> 804 
<211> 1400 
<212> PRT 

<213> Homo sapiens 



<400> 804 



Ala Arg 


Pro 


Gly 


Trp 


Pro 


Ser 


Ala 


His 


Pro 


Leu 


Ser 


Pro 


Arg 


Leu 


Phe 


1 








5 










10 










15 




Pro 


Arg 


Lys 


Ala 


Glu 


Pro 


His 


Ser 


Phe 


Arg 


Glu 


Lys 


Val 


Phe 


Arg 


Lys 








20 










25 










30 






Lys 


Pro 


Pro 


Val 


Cys 


Ala 


Val 


Cys 


Lys 


Val 


Thr 


He 


Asp 


Gly 


Thr 


Gly 






35 










40 










45 








val 


Ser 


Cys 


Arg 


Val 


Cys 


Lys 


Val 


Ala 


Thr 


His 


Arg 


Lys 


Cys 


Glu 


Ala 




50 










55 










60 










Lys 


Val 


Thr 


Ser 


Ala 


Cys 


Gin 


Ala 


Leu 


Pro 


Pro 


val 


Glu 


Leu 


Arg 


Arg 


65 










70 










75 










80 


Asn 


Thr 


Ala 


Pro 


Val 


Arg 


Arg 


He 


Glu 


His 


Leu 


Gly 


Ser 


Thr 


Lys 


Ser 










85 










90 










95 




Leu 


Asn 


His 


Ser 


Lys 


Gin 


Arg 


Ser 


Thr 


Leu 


Pro 


Arg 


Ser 


Phe 


Ser 


Leu 








100 










105 










110 






Asp 


Pro 


Leu 


Met 


Glu 


Arg 


Arg 


Trp 


Asp 


Leu 


Asp 


Leu 


Thr 


Tyr 


Val 


Thr 






115 










120 










125 








Glu 


Arg 


He 


Leu 


Ala 


Ala 


Ala 


Phe 


Pro 


Ala 


Arg 


Pro 


Asp 


Glu 


Gin 


Arg 




130 










135 










140 










His 


Arg 


Gly 


His 


Leu 


Arg 


Glu 


Leu 


Ala 


His 


Val 


Leu 


Gin 


Ser 


Lys 


His 


145 










150 










155 










160 


Arg Asp 


Lys 


Tyr 


Leu 


Leu 


Phe 


Asn 


Leu 


Ser 


Glu 


Lys 


Arg 


His 


Asp 


Leu 










165 










170 










175 




Thr Arg 


Leu 


Asn 


Pro 


Lys 


Val 


Gin 


Asp 


Phe 


Gly 


Trp 


Pro 


Glu 


Leu 


His 








180 










185 










190 






Ala 


Pro 


Pro 


Leu 


Asp 


Lys 


Leu 


Cys 


Ser 


He 


Cys 


Lys 


Ala 


Met 


Glu 


Thr 






195 










200 










205 








Trp 


Leu 


Ser 


Ala 


Asp 


Pro 


Gin 


His 


Val 


Val 


Val 


Leu 


Tyr 


Cys 


Lys 


Gly 




210 










215 










220 










Asn 


Lys 


Gly 


Lys 


Leu 


Gly 


Val 


He 


Val 


Ser 


Ala 


Tyr 


Met 


His 


Tyr 


Ser 


225 










230 










235 










240 


Lys 


He 


Ser 


Ala 


Gly 


Ala 


Asp 


Gin 


Ala 


Leu 


Ala 


Thr 


Leu 


Thr 


Met 


Arg 










245 










250 










255 




Lys 


Phe 


Cys 


Glu 


Asp 


Lys 


Val 


Ala 


Thr 


Glu 


Leu 


Gin 


Pro 


Ser 


Gin 


Arg 








260 










265 










270 






Arg 


Tyr 


He 


Ser 


Tyr 


Phe 


Ser 


Gly 


Leu 


Leu 


Ser 


Gly 


Ser 


He 


Arg 


Met 






275 










280 










285 








Asn 


Ser 


Ser 


Pro 


Leu 


Phe 


Leu 


His 


Tyr 


Val 


Leu 


He 


Pro 


Met 


Leu 


Pro 
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290 295 300 

Ala Phe Glu Pro Gly Thr Gly Phe Gin Pro Phe Leu Lys lie Tyr Gin 
305 310 315 320 

Ser Met Gin Leu Val Tyr Thr Ser Gly Val Tyr His He Ala Gly Pro 

325 330 335 

Gly Pro Gin Gin Leu Cys He Ser Leu Glu Pro Ala Leu Leu Leu Lys 

340 345 350 

Gly Asp Val Met Val Thr Cys Tyr His Lys Gly Gly Arg Gly Thr Asp 

355 360 365 

Arg Thr Leu Val Phe Arg Val Gin Phe His Thr Cys Thr He His Gly 

370 375 380 

Pro Gin Leu Thr Phe Pro Lys Asp Gin Leu Asp Glu Ala Trp Thr Asp 
385 390 395 400 

Glu Arg Phe Pro Phe Gin Ala Ser Val Glu Phe Val Phe Ser Ser Ser 

405 410 415 

Pro Glu Lys He Lys Gly Ser Thr Pro Arg Asn Asp Pro Ser Val Ser 

420 425 430 

Val Asp Tyr Asn Thr Thr Glu Pro Ala Val Arg Trp Asp Ser Tyr Glu 

435 440 445 

Asn Phe Asn Gin His His Glu Asp Ser Val Asp Gly Ser Leu Thr His 

450 455 460 

Thr Arg Gly Pro Leu Asp Gly Ser Pro Tyr Ala Gin Val Gin Arg Pro 
465 470 475 480 

Pro Arg Gin Thr Pro Pro Ala Pro Ser Pro Glu Pro Pro Pro Pro Pro 

485 490 495 

Met Leu Ser Val Ser Ser Asp Ser Gly His Ser Ser Thr Leu Thr Thr 

500 505 510 

Glu Pro Ala Ala Glu Ser Pro Gly Arg Pro Pro Pro Thr Ala Ala Glu 

515 520 525 

Arg Gin Glu Leu Asp Arg Leu Leu Gly Gly Cys Gly Val Ala Ser Gly 

530 535 540 

Gly Arg Gly Ala Gly Arg Glu Thr Ala He Leu Asp Asp Glu Glu Gin 
545 550 555 560 

Pro Thr Val Gly Gly Gly Pro His Leu Gly Val Tyr Pro Gly His Arg 

565 570 575 

Pro Gly Leu Ser Arg His Cys Ser Cys Arg Gin Gly Tyr Arg Glu Pro 

580 585 590 

Cys Gly Val Pro Asn Gly Gly Tyr Tyr Arg Pro Glu Gly Thr Leu Glu 

595 600 605 

Arg Arg Arg Leu Ala Tyr Gly Gly Tyr Glu Gly Ser Pro Gin Gly Tyr 

610 615 620 

Ala Glu Ala Ser Met Glu Lys Arg Arg Leu Cys Arg Ser Leu Ser Glu 
625 630 635 640 

Gly Leu Tyr Pro Tyr Pro Pro Glu Met Gly Lys Pro Ala Thr Gly Asp 

645 650 655 

Phe Gly Tyr Arg Ala Pro Gly Tyr Arg Glu Val Val He Leu Glu Asp 

660 665 670 

Pro Gly Leu Pro Ala Leu Tyr Pro Cys Pro Ala Cys Glu Glu Lys Leu 

675 680 685 

Ala Leu Pro Thr Ala Ala Leu Tyr Gly Leu Arg Leu Glu Arg Glu Ala 

690 695 700 

Gly Glu Gly Trp Ala Ser Glu Ala Gly Lys Pro Leu Leu His Pro Val 

710 715 720 

Arg Pro Gly His Pro Leu Pro Leu Leu Leu Pro Ala Cys Gly His His 



862 



wo 00/58473 PCTAJSOO/08621 









725 










730 










735 




His Ala 


Pro 


Met 


Pro 


Asp 


Tyr 


Ser 


Cys 


Leu 


Lys 


Pro 


Pro 


Lys 


Ala 


Gly 






740 










745 










750 






Glu Glu 


Gly 


His 


Glu 


Gly 


Cys 


Ser 


Tyr 


Thr 


Met 


Cys 


Pro 


Glu 


Gly 


Arg 




755 










760 










765 








Tyr Gly 


His 


Pro 


Gly 


Tyr 


Pro 


Ala 


Leu 


Val 


Thr 


Tyr 


Ser 


Tyr 


Gly 


Gly 


770 










775 










780 










Ala Val 


Pro. 


Ser 


Tyr 


Cys 


Pro 


Ala 


Tyr 


Gly 


Arg 


Val 


Pro 


His 


Ser 


Cys 


785 








790 










795 










800 


Gly Ser 


Pro 


Gly 


Glu 


Gly 


Arg 


Gly 


Tyr 


Pro 


Ser 


Pro 


Gly 


Ala 


His 


Ser 








805 










810 










815 




Pro Ar^ 


Ala 


Gly 


Ser 


lie 


Ser 


Pro 


Gly 


Ser 


Pro 


Pro 


Tyr 


Pro 


Gin 


Ser 




820 










825 










830 






Aro Lvs 


Leu 


Ser 


Tyr 


Glu 


He 


Pro 


Thr 


Glu 


Glu 


Gly 


Gly 


Asp 


Arg 


Tyr 




835 










840 










845 








Pro Leu 


Pro 


Gly 


His 


Leu 


Ala 


Ser 


Ala 


Gly 


Pro 


Leu 


Ala 


Ser 


Ala 


Glu 


850 










855 










860 










SGr Leu 


Glu 


Pro 


Val 


Ser 


Trp 

XT 


Arg 


Glu 


Gly 


Pro 


Ser 


Gly 


His 


Ser 


Thr 


865 








870 










875 










880 


Leu Pro 




Ser 


Pro 


Ara 


ASD 


Ala 


Pro 


Cvs 


Ser 


Ala 


Ser 


Ser 


Glu 


Leu 








885 










890 










895 




Ser Gly 


Pro 


Ser 


Thr 


Pro 


Leu 


His 


Thr 


Ser 


Ser 


Pro 


Val 


Gin 


Gly 


Lys 






900 










905 










910 






Glu Ser 


Thr 


Ara 


Ara 


Gin 


Asp 


Thr 


Krq 


Ser 


Pro 


Thr 


Ser 


Ala 


Pro 


Thr 




915 










920 










925 








Gin Arg 


Leu 


Ser 


Pro 


Gly 


Glu 


Ala 


Leu 


Pro 


Pro 


Val 


Ser 


Gin 


Ala 


Gly 


930 










935 










940 










Thr Gly 


Lys 


Ala 


Pro 


Glu 


Leu 


Pro 


Ser 


Gly 


Ser 


Gly 


Pro 


Glu 


Pro 


Leu 


945 








950 










955 










960 


Ala Pro 


Ser 


Pro 


Val 


Ser 


Pro 


Thr 


Phe 


Pro 


Pro 


Ser 


Ser 


Pro 


Ser 


Asp 








965 










970 










975 




Trp Pro 


Gin 


Glu 


Arg 


Ser 


Pro 


Gly 


Gly 


His 


Ser 


Asp 


Gly 


Ala 


Ser 


Pro 






980 










985 










990 






Arg Ser 


Pro 


Val 


Pro 


Thr 


Thr 


Leu 


Pro 


Gly 


Leu 


Arg 


His 


Ala 


Pro 


Trp 




995 










1000 








1005 






Gin Gly 


Pro 


Arg 


Gly 


Pro 


Pro 


Asp 


Ser 


Pro 


Asp 


Gly 


Ser 


Pro 


Leu 


Thr 


1010 








1015 








1020 








Pro Val 


Pro 


Ser 


Gin 


Met 


Pro Trp 


Leu 


Val 


Ala 


Ser 


Pro 


Glu 


Pro 


Pro 


1025 








1030 








1035 








104( 


Gin Ser 


Ser 


Pro 


Thr 


Pro 


Ala 


Phe 


Pro 


Leu 


Ala 


Ala 


Ser 


Tyr 


Asp 


Thr 



.1045 1050 1055 

Asn Gly Leu Ser Gin Pro Pro Leu Pro Glu Lys Arg His Leu Pro Gly 
1060 1065 1070 



Pro Gly Gin Gin Pro Gly Pro Trp Gly Pro Glu Gin Ala Ser Ser Pro 

1075 1080 1085 

Ala Arg Gly lie Ser His His Val Thr Phe Ala Pro Leu Leu Ser Asp 

1090 1095 1100 

Asn Val Pro Gin Thr Pro Glu Pro Pro Thr Gin Glu Ser Gin Ser Asn 
1105 1110 1115 1120 

Val Lys Phe Val Gin Asp Thr Ser Lys Phe Trp Tyr Lys Pro His Leu 

1125 1130 1135 

Ser Arg Asp Gin Ala He Ala Leu Leu Lys Asp Lys Asp Pro Gly Ala 

1140 1145 1150 

Phe Leu He Arg Asp Ser His Ser Phe Gin Gly Ala Tyr Gly Leu Ala 
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1155 1160 1165 

Leu Lys Val Ala Thr Pro Pro Pro Ser Ala Gin Pro Trp Lys Glv Aso 

1170 1175 1180 

Pro Val Glu Gin Leu Val Arg His Phe Leu He Glu Thr Gly Pro Lys 

1190 1195 1200 

Gly Val Lys He Lys Gly Cys Pro Ser Glu Pro Tyr Phe Gly Ser Leu 

1205 1210 1215 

Ser Ala Leu Val Ser Gin His Ser He Ser Pro He Ser Leu Pro Cys 

1220 1225 1230 

Cys Leu Arg He Pro Ser Lys Asp Pro Leu Glu Glu Thr Pro Glu Ala 

1235 1240 1245 

Pro Val Pro Thr Asn Met Ser Thr Ala Ala Asp Leu Leu Arg Gin Gly 

1250 1255 1260 

Ala Ala Cys Ser Val Leu Tyr Leu Thr Ser Val Glu Thr Glu Ser Leu 

1270 1275 1280 

Thr Gly Pro Gin Ala Val Ala Arg Ala Ser Ser Ala Ala Leu Ser Cys 

1285 1290 1295 

Ser Pro Arg Pro Thr Pro Ala Val Val His Phe Lys Val Ser Ala Gin 

1300 1305 1310 

Gly He Thr Leu Thr Asp Asn Gin Arg Lys Leu Phe Phe Arg Arg His 

1315 1320 1325 

Tyr Pro Val Asn Ser He Thr Phe Ser Ser Thr Asp Pro Gin Asp Arg 
1330 1335 3^340 

Arg Trp Thr Asn Pro Asp Gly Thr Thr Ser Lys He Phe Gly Phe Val 

1350 1355 1360 

Ala Lys Lys Pro Gly Ser Pro Trp Glu Asn Val Cys His Leu Phe- Ala 

1365 1370 1375 

Glu Leu Asp Pro Asp Gin Pro Ala Gly Ala He Val Thr Phe He Thr 

1380 1385 1390 

Lys Val Leu Leu Gly Gin Arg Lys 
1395 1400 

<210> 805 
<211> 550 
<212> DNA 

<213> Homo sapiens 
<400> 80S 

cccgagagag gcttcaatcc aatgagctgc cagctgaact tactcaacaa gcaaggaccc 

atgggcagac ccaggaaatc tcgccaagta ccccattcat gggaggccag cagcacaatt 

agtcatccat ttacttatca agctgttact gtgtgtgcaa gaagcgccag agagatgata 

tcaaggagct cttaccatgg ctggcataga gcggctgatg agtaagttcc gtctgcacaa 
240 

agagtcccta agcattcatt cttggctgac attcttggct cagggggtct ccatggcctt 
gttccccccc tcgggtcacc agtccaggtc gagggggcct atgcttggaa gggccacacc 

3 o 0 

aatggacctt gccaggacac tcagtcacag gtttcacacc caaagagaag acagcccaac 
ccagaccccc aaaagagagc acctggggga agggagcgtg gaaaccagga ctcagaaaga 

4 80 
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cacaagagaa aaagaagctg tacactgggg aggcttccgg ggtacctgtg cctgccatgt 
540 

ctctgaaggc 
550 

<210> 806 
<211> 118 
<212> PRT 

<213> Homo sapiens 

<400> 806 



Mec 


Ala 


Gly 


He 


Glu 


Arg 


Leu 


Met Ser 


Lys 


Phe 


Arg 


Leu 


His Lys 


Glu 


1 








5 








10 








15 




Ser 


Leu 


Ser 


He 
20 


His 


Ser 


Trp 


Leu Thr 
25 


Phe 


Leu 


Ala 


Gin 


Gly Val 
30 


Ser 


Met 


Ala 


Leu 
35 


Phe 


Pro 


Ser 


Ser 


Gly His 
40 


Gin 


Phe 


Arg 


Ser 
45 


Arg Gly 


Pro 


Met 


Leu 


Gly 


Arg 


Ala 


Thr 


Pro 


Met Asp 


Leu 


Ala Arg 


Thr 


Leu Ser 


His 




50 










55 








60 








Arg 


Phe 


His 


Thr 


Gin 


Arg 


Glu 


Asp Ser 


Pro 


Thr 


Gin 


Thr 


Leu Lys 


Arg 


65 










70 








75 








80 


Glu 


His 


Leu 


Gly 


Glu 
85 


Gly 


Ser 


Val Glu 


Thr 
90 


Arg 


Thr 


Gin 


Lys Asp 
95 


Thr 


Arg Glu 


Lys 


Glu 


Ala 


Val 


His 


Trp Gly 


Gly 


Phe 


Arg 


Gly 


Thr Cys 


Ala 








100 








105 










110 




Cys 


His 


Val 
115 


Ser 


Glu 


Gly 



















<210> 807 
<211> 287 
<212> DNA 

<213> Homo sapiens 
<400> 807 

acgcgtcgat ggcggttgcc ctgcctcact ggcaagacgc gaaatttctt gccatgattt 
60 

cccgaggtgg gagagcgcgc ggcatggcga ccgtaaacgt atcgttgtcc gatgcgatga 
120 

ccgagtgggt cgaagctcag accgggacag gccgctatac cagcgcgagc gattatatct 
180 

gcgccctgat tcgccaggac caggagcgaa gcgacggcct caggcagctt caaacgttga 
240 

tcaccgaggg gttcgacagc ggcatcagcg cctcgtcgct tgatgac 
287 

<210> 808 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 808 

Met Ala Val Ala Leu Pro His Trp Gin Asp Ala Lys Phe Leu Ala Met 

1 5 10 . ^5 

He Ser Arg Gly Gly Arg Ala Arg Gly Met Ala Thr Val Asn Val Ser 
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20 25 30 

Leu Ser Asp Ala Met Thr Glu Trp Val Glu Ala Gin Thr Gly Thr Gly 

35 40 45 

Arg Tyr Thr Ser Ala Ser Asp Tyr He Cys Ala Leu He Arg Gin Asp 

50 55 60 

Gin Glu Arg Ser Asp Gly Leu Arg Gin Leu Gin Thr Leu lie Thr Glu 
^5 70 75 80 

Gly Phe Asp Ser Gly He Ser Ala Ser Ser Leu Asp Asp 
85 90 

<210> 809 
<211> 405 
<212> DNA 

<213> Homo sapiens 

<400> 809 

nngggggggg gggggggggg ggtttttttc cccccaaaga aaaaaaaagg gggggggggg 
60 

gggccccccc cccccccccc cctttttttc ccccgggggg tttattccca gggccaacag 

gacgcgtggt cgcgtcaaat ggagagacga tcggtgccgc ccttgcccca cgatcctgat 
180 

ggccccgaga ttcctgacga tgtcaccacc ctcgcccaac aggtaatggg tctgccacgt 
240 

cacctgggta tccactcagc tggaatggtg ctgacgcgag aaccagtagg acgcatctgc 
300 

cccattgagc cggctcgaat gtttggtcgc acggggctgc agtgggacaa anaaaactgt 
360 

gcctggatgg ggttggggaa gtttgatctg cttgggttgg ggatg 
405 

<210> 810 
<211> 135 
<212> PRT 

<213> Homo sapiens 
<400> 810 



Xaa Gly Gly Gly 


Gly Gly Gly Val Phe Phe Pro Pro 


Lys 


Lys 


Lys 


Lys 


1 


5 10 






15 




Gly Gly Gly Gly 


Gly Pro Pro Pro Pro Pro Pro Leu 


Phe 


Phe 


Pro 


Arg 


20 


25 




30 




Gly Val Tyr Ser 


Gin Gly Gin Gin Asp Ala Trp Ser 


Arg 


Gin 


Met 


Glu 


35 


40 


45 








Arg Arg Ser Val 


Pro Pro Leu Pro His Asp Pro Asp 


Gly 


Pro 


Glu 


lis 


50 


55 60 










Pro Asp Asp Val 


Thr Thr Leu Ala Gin Gin Val Met 


Gly 


Leu 


Pro 


Arg 


65 


70 75 






80 


His Leu Gly He 


His Ser Ala Gly Met Val Leu Thr 


Arg 


Glu 


Pro 


Val 




85 90 




95 




Gly Arg He Cys 


Pro He Glu Pro Ala Arg Met Phe 


Gly 


Arg 


Thr 


Gly 


100 


105 




110 




Leu Gin Trp Asp 


Lys Xaa Asn Cys Ala Trp Met Gly 


Leu 


Gly Lys 


Phe 


115 


120 


125 








Asp Leu Leu Gly 


Leu Gly Met 
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130 135 

<210> 811 
<211> 642 
<212> DNA 
<213> Homo sapiens 

<400> 811 

acgcgtgaag gggcagtgat aggcgcgcac catttgagcc cccagtgtga tgaatgtaag 
60 

cagtgccaat gactgccaat ggcaaagaag agctccaacc aaacaccagg tgcttcatgg 
120 

tggtgacaca ttaacaacac ccgggaagca gtactgccaa cacctagata tgagaaaaag 
180 

aaaacaggca cttaaagcga ggctaaccca ctttcaggaa tgataaaggg cagaggaccc 
240 

tgtcacctct acccctgcta ctaaaggcgt ggcccacaga gcagcagcac cagcagcaca 
300 

taaaatgggg ttaaatatga caggaaaaac aaggcgacag ggaaatgggg tgaagatcaa 
360 

gttcgtggta ngtctttctt tcctagaggc tttgggcctg agctcttgga gaaagctctc 
420 

caacacctca gggtgtgcct gttcccctgc cctgtgggga tgctctttgt acgggtggct 

480 

gactggctcc cactttcctc cgtattgttg tcttgtctct tccctcacaa ccatcaaggc 

540 

tctttccctt aattctataa gacagcacct ctggcttaga aattatatgc cctcctttaa 
600 

aaaaacgaaa tgctagagga catagaactt gaggaaaaat tt 
642 

<210> 812 
<211> 106 
<212> PRT 
<213> Homo sapiens 

<400> 812 



Met 


val Val 


Arg 


Glu 


Glu Thr Arg 


Glh 


Gin 


Tyr Gly 


Gly 


Lys Trp Glu 


1 . 




5 






10 








15 


Pro 


Val Ser 


His 
20 


Pro 


Tyr Lys Glu 


His 
25 


Pro 


His 


Arg 


Ala 


Gly Glu Gin. 
30 


Ala 


His Pro 
35 


Glu 


Val 


Leu Glu Ser 
40 


Phe 


Leu 


Gin 


Glu 


Leu 
45 


Arg Pro Lys 


Ala 


Ser Arg 
50 


Lys 


Glu 


Arg Xaa Thr 
55 


Thr 


Asn 


Leu 


He 
60 


Phe 


Thr Pro Phe 


Pro 


Cys His 


Leu 


Val 


Phe Pro Val 


He 


Phe 


Asn 


Pro 


He 


Leu Cys Ala 


65 






70 






75 






80 


Ala Gly Ala 


Ala 


Ala 


Leu Trp Ala 


Thr 


Pro 


Leu 


Val 


Ala 


Gly Val Glu 








85 






90 








95 


Val 


Thr Gly 


Ser 
100 


Ser 


Ala Leu Tyr 


His 
105 


Ser 











<210> 813 
<211> 558 
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<212> DNA 

<213> Homo sapiens 
<400> 8X3 

cccgggcgat agtcgcgtgg ggtcatggcg gatgaggggt taagagcgcg tttactgcgg 
60 

cgcccgactc cgatcagccg ttcggaaagg cgacgccgaa gatcatgaca ttctcggccg 
120 

gttcgctgac cagcaccggg ccgcccggct gggccgggaa accgtggaac aagggaagcg 
180 

ggggcggcgc gcggggtgac gccttcggcc ccctcgcctt cggtcagcgt gcggcgcaat 
240 

tcggggtcga ggatgatccg cggcccttcg atcttgacca cgatctccag ttgcccgcca 
300 

ttgtcttcgc cgccgacatc cagcgtgccg ccgcgcacca gcgcctcgct ggcgatcagg 
360 

gcgaggttca gcatcacctt cagcgcggac ttgggcagcg tctccgtttc cacccaccag 
420 

ttgaattgcg tgcgcttatt gtcggcaacc agcccctcgt tcgcggtttt cgcttcgcgc 
480 

gcgtcgacct gttcgccgaa cccgccggcg gcgcagaagg cgaggcggaa gaatttgagc 
540 

ttgttggcgg atacgcgt 
558 

<210> 814 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 814 



Met Thr Phe Ser 


Ala Gly Ser 


Leu Thr 


Ser 


Thr Gly 


Pro 


Pro 


Gly 


Trp 


1 


5 




10 








15 


Ala Gly Lys Pro 


Trp Asn Lys 


Gly Ser 


Gly 


Gly Gly 


Ala 


Arg 


Gly 


Asp 


20 




25 








30 






Ala Phe Gly Pro 


Leu Ala Phe 


Gly Gin 


Arg 


Ala Ala 


Gin 


Phe 


Gly 


Val 


35 




40 






45 






Glu Asp Asp Pro 


Arg Pro Phe 


Asp Leu 


Asp 


His Asp 


Leu 


Gin 


Leu 


Pro 


50 


55 






60 










Ala lie Val Phe 


Ala Ala Asp 


He Gin 


Arg 


Ala Ala 


Ala 


His 


Gin 


Arg 


65 


70 






75 








80 


Leu Ala Gly Asp 


Gin Gly Glu 


Val Gin 


His 


His Leu 


Gin 


Arg 


Gly 


Leu 




85 




90 








95 




Gly Gin Arg Leu 


Arg Phe His 


Pro Pro 


Val 


Glu Leu 


Arg 


Ala 


Leu 


He 


100 




105 








110 






Val Gly Asn Gin 


Pro Leu Val 


Arg Gly 


Phe 


Arg Phe 


Ala 


Arg 


Val 


Asp 


115 




120 






125 






Leu Phe Ala Glu 


Pro Ala Gly 


Gly Ala 


Glu 


Gly Glu 


Ala 


Glu 


Glu 


Phe 



130 135 140 

Glu Leu Val Gly Gly Tyr Ala 
145 150 



<210> 815 
<211> 315 
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<212> DNA 

<213> Homo sapiens 
<400> 815 

acgcgttgag actgtcacaa ggctaggcta acttcatata gctatgccat cagatctgcc 
60 

caaagtggac gatgagaaag ctcacgacgc gcctcacacg gatgggtcgg agcctggaca 
120 

agctagcgca ggagaaagcc gagacctcac gtccgaagcg gattcagcaa gtgcacaacc 
180 

ttctacccac gctgaggttt cragtgaagt tactgctacg tccagtatag atgagcaggt 
240 

agacctcact gctgcaccgt taagcgaaga gtccaatgtc agcaagctcg ggccgtcccc 
300 

tgaggccgat acacc 
315 

<210> 816 
<211> 90 
<212> PRT 

<213> Homo sapiens 

<400> 816 

Met Pro Ser Asp Leu Pro Lys Val Asp Asp Glu Lys Ala His Asp Ala 

1 5 10 .15 

Pro His Thr Asp Gly Ser Glu Pro Gly Gin Ala Ser Ala Gly Glu Ser 

20 25 30 

Arg Asp Leu Thr Ser Glu Ala Asp Ser Ala Ser Ala Gin Pro Ser Thr 

35 40 45 

His Ala Glu Val Ser Ser Glu Val Thr Ala Thr Ser Ser He Asp Glu 

50 55 60 

Gin Val Asp Leu He Ala Ala Pro Leu Ser Glu Glu Ser Asn Val Ser 
65 70 75 80 

Lys Leu Gly Pro Ser Pro Glu Ala Asp Thr 
85 90 

<210> 817 
<211> 321 

<212> DNA 

<213> Homo sapiens 
<400> 817 

gaattcaaag agaaatatct gcctagacct tatgtgatta atctaatgga cgaactgacc 
60 

ctgaaaggaa tcacacaaca ttatgctttt gttgaagagg ggcagaaggt tcattgcctg 
120 

aatacacctt tctcaaagct tcaaattaat caatccatca tattctgcaa ctctgttaat 
180 

agtgttgagc tgctggctaa aaaaataact gaactcggtt attcatgctt ctacattcat 
240 

gctaagatgt tgcaagacca cagaaatcga gtattccatg attgtcgtaa tggtgcttgc 

300 

agaaaccttg tgtgcacaga t 
321 
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<210> 818 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 818 

Glu Phe Lys Glu Lys Tyr Leu Pro Arg Pro Tyr Val lie Asn Leu Met 

1 5- 10 15 

Asp Glu Leu Thr Leu Lys Gly lie Thr Gin Tyr Tyr Ala Phe Val Glu 

20 25 30 

Glu Gly Gin Lys Val His Cys Leu Asn Thr Leu Phe Ser Lys Leu Gin 

35 40 45 

He Asn Gin Ser He He Phe Cys Asn Ser Val Asn Ser Val Glu Leu 

50 55 60 

Leu Ala Lys Lys He Thr Glu Leu Gly Tyr Ser Cys Phe Tyr He His 
65 70 75 80 

Ala Lys Met Leu Gin Asp His Arg Asn Arg Val Phe His Asp Cys Arg 

85 90 95 

Asn Gly Ala Cys Arg Asn Leu Val Cys Thr Asp 
100 105 

<210> 819 
<211> 3422 
<212> DNA 

<213> Homo sapiens 

<400> 819 

atgaacagta agaaactgtc ttctactgac tgtttcaaaa ccgaggcctt cacatccccg 
60 

gaggccctgc agcctggggg gactgccctg gcgcctaaga agaggagccg gaaaggccgg 
120 

gcaggggccc atggactctc caaaggcccg ctggagaagc ggccctatct tggcccggct 
180 

ctgcccctga ctccccgaga cagggccagt ggcacacaag gggccagtga ggacaactct 
240 

ggtggaggag gcaagaagcc aaagatggag gagctgggcc tggcctccca ccccccggag 
300 

ggcaggccct gccagcccca gacaagggca cagaaacagc caggccacac caactacagc 
360 

agctattcca agcggaagcg cctcactcgg ggccgggcca agaacaccac ctcttcaccc 
420 

tgtaaggggc gtgccaagcg acgacgacag cagcaggtgc tgcccctgga tcccgcagag 
480 

cctgaaatcc gcctcaagta catttcccct tgcaagcggc tgaggtcaga cagccggacc 
540 

cccgccttct cacccttcgt gcgggtggag aagcgagacg cgttcaccac catatgcact 
600 

gttgtcaact cccctggaga tgcgcccaag ccccacagga agccttcctc ctctgcctcc 

660 

tcttcctcat cctcgtcctc gttctccttg gatgcagccg gggcctccct ggccacactc 
720 

cctggaggct ccatcctgca gccgcggccc tccttgcccc tctcctccac gatgcacttg 
780 
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gggcctgtgg tttccaaggc 
840 

ccggccaact tcaaggacct 
900 

cccaaaaaga agccaaaact 
960 

tcgctgccgc ttgagagaac 
1020 

aagcccccca ggcctgacgg 
1080 

gcccggggcc tgtcccggag 
1140 

ggcgaggagg cagccccagc 
1200 

gcagagcccg gcggggaggc 
1260 

ggcggcgtct acctggtggc 
1320 

gtggacatga tgtgttccag 
1380 

ggatgccccc acacctacca 
1440 

gagaactttt ctttgaaatg 

1500 

gccggaggag ccgccggagc 
1560 

gcagcccccg ggcctttgag 
1620 

tcccggatcg tggatccggc 
1680 

acccgttccg gagccgcctg 
1740 

aggggccagg cttgcggagg 
1800 

ctccggcgag ggtgggagac 
1860 

cgacgtggca cacaccccac 
1920 

tgggagccct gggcttgggg 
1980 

cctagccccg tggactaggc 
2040 

cactggagag gccggagcct 
2100 

cccagccttt gccagatctc 
2160 

ctcagttagg ggttgcggga 
2220 

gtctgtcccc tttccagtcc 
2280 

caagaagcgg ccagaacgca 
2340 

gggaccgccg cgcctactct 
2400 



cctgagtacc tcttgccttg 
tggggacccc tgtgggcccc 
caaggagaag gtgcggccag 
actcaaaggt cccgagtgtg 
cccagctgac ccggccaagc 
gctgcagagc tgctactgct 
cgacaagggt cgcaaacacg 
ccaggagcac tgggtgcatg 
cgggaagctc tttgggctgc 
ctgccaagaa gccggggcca 
ctacccgtgt gccagcgatg 
tcccaaacac aagaggctgc 
ccgcctgccc gcccgccgcc 
ctgctcccag cgctggtcca 
cgcctagggc tcagacttgc 
ctcccggaac cggacggcac 
gggagcccgc ggagcggcca 
ggctttgtcc tggggacact 
gtgggtgctg ccgccacccc 
gtgggggtcg aaacagtact 
gggggagaaa ggaagccttt 
ttggaacaaa ccgtgcggaa 
tcgtgcggtt cgggcaaagc 
tccccgagtg tgggcgggac 
tccaccccac ccctggagcc 
cccccggccc cggcggacgc 
gcacgggagc agggacagcg 



tttgctgcct ctgccaaaac 
actaccctga acactgcctc 
aaggcacctg tgaggaggcc 
cagctgccgc cactgccggg 
agggcccact gcgcaccagt 
gtgatggccg ggaggatggg 
agtgcagcaa ggaggctccg 
aggcctgtgc cgtgtggacc 
aggaggccat gaaggtggcc 
ccatcgggtg ctgccacaaa 
caggttgcat attcatcgaa 
cgtagtaatc caccccaacg 
gaaggagagg agccgcctgc 
gagccgatcc ttgatccggg 
ggccccgggt tgggaggaaa 
agggcgttct tgcccacccc 
gactccccgg ggcgctcagc 
ttccctctgg aatctcaaga 
agtcggtcgt ggcgtgcagc 
ggaagaggcg gagggcggct 
ctgagagcgg gctaggccgg 
cgcgtccagg ggccttcccg 
cggggtagac ctgggctatg 
tgggacaccc tttggcctct 
cagcctggga gcgcaaaacc 
gcgaccgttg tgcaccacca 
ctagatttcg tgtacaaaac 
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ctgtgtaccc ctctatatat atgttacata gaatgtatat atgttgggaa catgctcgct 
2460 

tctcccgtgt gtcgccgccg tgcgtcgtgc gcccgcaaca gagccccaac cgggcctttg 
2520 

ccgggtaagg ggctaccgcg acgccacttg tccacgcagc caccaccggc ccgggccagt 
2580 

ccctgccagt ccgtccgcct gtccgtccgt gtcctcagct ctgtccacgc ttcgataggc 
2640 

ctgacgcagc ccccagccca gggccgccct agcaacttcc tgtacatatg actgtaaaat 
2700 

ggtaaacgtg tgtattatat ctggcctcgt tatatagtgt atatatatgt atacatatac 
2760 

atacatataa tatatatgaa gactgtaaat gttaagacga ctagtgttct tattagtata 
2820 

ttgcttcaca ctgaagattg tgtgtatcga gctgtttcta aaagatgttt attttcctta 
2880 

agagtaaaaa acagtcattg cattcagaaa aaaaaaaaaa aagtcaataa agatacaacg 
2940 

attgttttgg aaaatctgca gcccgtggat tccgaccaga ttcagctggg agccgggcca 
3000 

ggccttaggt tggggaatgg gaatgaaggg aggggctggg ggggggggca tgaatggagt 
3060 

cagggagtcg gcctttcaca gaacaggaaa cctcccccgc ccctgtgccc cctctccagt 

3120 

gtggcggcag gtcgggaggg aggaggcttc tttgctgtga aatgaccagg ggccgggatg 
3180 

ggggaggtga gacgtgccag acttcttgca gggagaccca agctgtagct cctgtcacac 
3240 

aacaggtcct ggaagtcagt ccatcctccc gtgccaccca gggaccttgt gtccggaggg 
3300 

ggaggggaag cctttgccta ggtgctgggg gagggcccaa gcactctcac tagtcagcac 
3360 

atccatcagc tgaagacaca aaacccagat tataaataat ttcattttta attctctgta 

3420 

ca 

3422 



<210> 820 
<211> 494 
<212> PRT 

<213> Homo sapiens 



<400> 820 

Met Asn Ser Lys Lys Leu Ser Ser 

1 5 
Phe Thr Ser Pro Glu Ala Leu Gin 
20 

Lys Lys Arg Ser Arg Lys Gly Arg 

35 40 
Gly Pro Leu Glu Lys Arg Pro Tyr 

50 55 
Pro Arg Asp Arg Ala Ser Gly Thr 
65 70 
Gly Gly Gly Gly Lys Lys Pro Lys 



Thr Asp Cys Phe Lys Thr Glu Ala 

10 15 
Pro Gly Gly Thr Ala Leu Ala Pro 
25 30 
Ala Gly Ala His Gly Leu Ser Lys 
45 

Leu Gly Pro Ala Leu Pro Leu Thr 
60 

Gin Gly Ala Ser Glu Asp Asn Ser 

75 80 
Met Glu Glu Leu Gly Leu Ala Ser 
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85 90 95 



His 


Pro 


Pro 


Glu Gly Arg Pro 


Cys 


Gin 


Pro 


Gin Thr 


Arg Ala 


Gin 


Lys 








100 




105 






1.10 






Gin 


Pro 


Gly 


His Thr Asn Tyr 


Ser 


Ser 


Tyr 


Ser Lys Arg Lys Arg 


Leu 






115 




120 








125 






Thr 


Arc? 


Glv 


Arg Ala Lys Asn 


Thr 


Thr 


Ser 


Ser Pro 


Cys Lys 


Gly 


Arg 




130 




135 








140 








Ala 


Lvs 


Arci 


Arg Arg Gin Gin 


Gin 


Val 


Leu 


Pro Leu Asp Pro 


Ala 


Glu 


145 






150 








155 






160 


Pro 


Glu 


lie 


Ara Leu Lvs Tyr 


He 


Ser 


Ser 


Cys Lys Arg Leu Arg 


Ser 








X65 






170 






175 






Ser 


At*a 


Thr Pro Ala Phe 


Ser 


Pro 


Phe 


Val Arg Val Glu Lys 


Arg 




180 




185 






190 






Asp) 


Ala 


Phe 


Thr Thr lie Cvs 


Thr 


Val 


Val. 


Asn Ser 


Pro Gly Asp 


Ala 




195 




200 








205 








Ujr 9 


«rX W 


His Ara Lvs Pro 


Ser 


Ser 


Ser 


Ala Ser 


Ser Ser 


Ser 


Ser 




210 




215 








220 








Cot* 




OCX 


Phe Seir Leu Aso 


Ala Ala Gly 


Ala Ser 


Leu Ala 


Thr 


Leu 


^ ^ 3 






230 








235 






240 


Pro 


m \/ 




^f^ir Tie Leu Gin. 

UtSIA 


Pro Arg 


Pro 


Ser Leu 


Pro Leu 


Ser 


Ser 








245 






250 






255 




ixir 






L.eii Glv Pro Val 


Val 


Ser 


Lys 


Ala Leu 


Ser Thr 


Ser 


Cys 








260 




265 






270 








Val 
VaX 


cys 


l^vc T-*»\i dri 

Wjrfi* XjCU Wjr£> W^AA 


Asn 


Pro 


Ala 


Asn Phe 


Lys Asp 


Leu 


Gly 






275 




280 








285 






nop 


jueu 


v-ys 


Glv Pro Tvr Tvr 


Pro 


Glu 


His 


Cys Leu 


Pro Lys 


Lys 


Lys 




290 




295 








300 








It 


T.vc 


Leu 


Lvs Glu Lvs Val 


Arg 


Pro 


Glu 


Gly Thr 


Cys Glu 


Glu 


Ala 


305 






310 








315 






320 


OCX 


T .011 


Pro 


Leu Glu ArQ Thr 


Leu 


Lys Gly 


Pro Glu Cys Ala 


Ala 


Ala 








325 






330 






335 




Ala 


Thr 


Ala 


Gly Lys Pro Pro 


Arg 


Pro Asp 


Gly Pro 


Ala Asp 


Pro 


Ala 








340 




345 






350 






Lys 


Gin 


Glv 


Pro Leu Arg Thr 


Ser Ala Arg 


Gly Leu 


Ser Arg 


Arg 


Leu 




355 




360 








365 






Gin 


Ser 


Cvs 


Tyr Cys Cys Asp 


Gly Arg Glu Asp Gly Gly Glu Glu 


Ala 




370 




375 








380 








Ala 


Pro 


Ala 


Asp Lys Gly Arg 


Lys 


His 


Glu Cys Ser 


Lys Glu 


Ala 


Pro 


385 






390 








395 






4 00 


Ala 


Glu 


Pro 


Gly Gly Glu Ala 


Gin 


Glu 


His 


Trp Val 


His Glu 


Ala 


Cys 








405 






410 






415 




Ala 


Val 


Trp 


Thr Gly Gly Val 


Tyr 


Leu 


val 


Ala Gly Lys Leu 


Phe 


Gly 








420 




425 






430 






Leu 


Gin 


Glu 


Ala Met Lys Val 


Ala Val Asp Met Met Cys Ser 


Ser 


Cys 






435 




440 








445 






Gin 


Glu 


Ala 


Gly Ala Thr He 


Gly Cys 


Cys 


His Lys 


Gly Cys 


Leu 


His 




450 




455 








460 








Thr 


Tyr 


His 


Tyr Pro Cys Ala 


Ser Asp Ala Gly Cys 


He Phe lie 


Glu 


465 






470 








475 






480 


Glu 


Asn 


Phe 


Ser Leu Lys Cys 


Pro 


Lys 


His 


Lys Arg 


Leu Pro 







485 490 



<210> 821 
<211> 420 
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<212> DNA 

<213> Homo sapiens 
<400> 821 

acgcgtcccg tcacctgcgg tatggaccaa gtgagttgtg tgctcgacaa tgggttcgcc 
60 

gccatcatgg atgtgccggg tttcaactat cgcgcccatc gttacaccga agcctatcgg 
120 

cgtttgccgc aaaatgtggt gctaggttcg gaaacgacct cgacggtgag cagccgtggt 
180 

gtctacaagt ttcctgttgt gctgaagtcc gatgccatct atcccgacca tcagtcgtca 
240 

S^^^^cgaca cagagtattg ttcgtggtcg aacacccccg atgtcgattt cgccctcgcc 

gaagactatc cctggacgat ggggcagttt gtctggacgg gcttcgacta cctcggtgaa 
360 

ccttcgcctt acgacaccga tgcctggccc tctcacgcct ccctcttcgg cattgtcgac 



<210> 822 
<211> 133 
<212> PRT 

<213> Homo sapiens 



<400> 822 
Met Asp Gin 
1 

Asp Val Pro 

Arg Arg Leu 
35 

Val Ser Ser 
50 

Ala He Tyr 
65 

Ser Trp Ser 



Val Ser 
5 

Gly Phe 
20 

Pro Gin 
Arg Gly 
Pro Asp 



Asn Thr 
65 

Pro Trp Thr Met Gly 
100 

Glu Pro Ser Pro Tyr 
115 

Phe Gly He Val Asp 
130 



Cys Val 

Asn Tyr 

Asn Val 

Val Tyr 

55 
His Gin 
70 

Pro Asp 
Gin Phe 
Asp Thr 



Leu Asp Asn 
10 

Arg Ala His 
25 

Val Leu Gly 
40 

Lys Phe Pro 

Ser Ser Gly 

Val Asp Phe 
90 

Val Trp Thr 

105 
Asp Ala Trp 
120 



Gly Phe Ala Ala 
Arg Tyr 
Ser Glu 



Val Val 

60 
Tyr Asp 
75 

Ala Leu 
Gly Phe 
Pro Ser 



Thr Glu 

30 
Thr Thr 
45 

Leu Lys 



Thr Glu 

Ala Glu 

Asp Tyr 
110 
His Ala 
125 



He Net 
15 

Ala Tyr 

Ser Thr 

Ser Asp 

Tyr Cys 

80 
Asp Tyr 
95 

Leu Gly 
Ser Leu 



<210> 823 
<211> 550 
<212> DNA 

<213> Homo sapiens 



<400> 823 

tctagattct tgggcagccg agcccctctt gaattcctca gcctaccatc atgatcaaca 
60 

cctcccatgt tccgtccacg aatgaccgca ctgacagcac tggagagatt taatgggtca 
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ccaattgagg cagtgaaggc actcatggca ctcagagctg gaatggggct gatctgagtt 
180 

gtactgttga ctgcagtggt gatgacaacc tgcattcctt tgctggctgc atcgacaact 
240 

gctttgtaaa tggcatctac ggaagcatca cctgggccac ccacaacgag gccatccttc 
300 

acctgttgac caagagatgg gtcaatcctc ggttgcaact cacaaggtgt atcttgaaaa 
360 

ggtggaagtg tagtgtttgg attctcagga agtgctgtga gcccaggctg agtgcttatt 
420 

cttttgttta ggagagctgc atcttcctgc attctcacct gaaagttctg aaacagacaa 
480 

gccatggggt tattgttagc tgggcaagga attgtggact gtccttggaa cgcctggaga 
540 

ttctggtacc 
550 

<210> 824 
<211> 161 
<212> PRT 

<213> Homo sapiens 



<400> 824 



Met 


Ala 


Cys 


Leu 


Phe Gin 


Asn 


Phe Gin Val Arg Met Gin Glu 


Asp 


Ala 


1 






5 




10 


15 




Ala 


Leu 


Leu 


Asn 


Lys Arg 


He 


Ser Thr Gin Pro Gly Leu Thr 


Ala 


Leu 








20 






25 30 






Pro 


Glu 


Asn 


Pro 


Asn Thr 


Thr 


Leu Pro Pro Phe Gin Asp Thr 


Pro 


Cys 






35 








4 0 45. 






6lu 


Leu 


Gin 


Pro 


Arg He 


Asp 


Pro Ser Leu Gly Gin Gin Val 


Lys 


Asp 




50 








55 


60 






Gly Leu 


Val 


Val 


Gly Gly 


Pro 


Gly Asp Ala Ser Val Asp Ala 


He 


Tyr 


65 








70 




75 




80 


Lys 


Ala 


Val 


Val 


Asp Ala 


Ala 


Ser Lys Gly Met Gin Val Val 


He 


Thr 








85 




90 


95 




Thr 


Ala 


Val 


Asn 


Ser Thr 


Thr 


Gin He Ser Pro He Pro Ala 


Leu 


Ser 








100 






105 110 






Ala 


Met 


Ser 


Ala 


Phts Thr 


Ala 


Ser He Gly Asp Pro Leu Asn 


Leu 


Ser 






115 








120 125 






Ser 


Ala 


Val 


Ser 


Ala Val 


He 


His Gly Arg Asn Met Gly Gly Val 


Asp 




130 








'135 


140 






His 


Asp 


Gly Arg 


Leu Arg Asn 


Ser Arg Gly Ala Arg Leu Pro 


Lys 


Asn 


145 






150 




155 




160 



Leu 



<210> 825 
<211> 327 
<212> DNA 
<213> Homo sapiens 

<400> 825 

gcgtttgcga ccggccgtaa cccgcagaat gcggcggtgt gttgcactga gggtattttg 
60 
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cagttgctgg atgagcgcga gatgcgcggc gtgctcggcc acgagctgat gcacgtgtac 
120 



aaccgcgata tcctcacctc ttcggtggcg gcgggtatcg cctccatcat cggtacgatt 
180 

gcgcagattc tttcgtttgg cgcgatgttc ggtggatcca accgcgatgg tgaacgttcc 
240 

aaccccctcg ccatgttcgt ggttgctatg ctggctccca ttgctactca ggtcatccaq 
300 

atggctatta gccgcacccg tgaattc 
327 

<210> 826 
<211> 109 
<212> PRT 
<213> Homo sapiens 

<400> 826 

Ala Phe Ala Thr Gly Arg Asn Pro Gin Asn Ala Ala Val Cys Cys Thr 

^5 10 15 

Glu Gly lie Leu Gin Leu Leu Asp Glu Arg Glu Met Arg Gly Val Leu 

20 25 30 

Gly His Glu Leu Met His Val Tyr Asn Arg Asp He Leu Thr Ser Ser 

35 40 45 

Val Ala Ala Gly He Ala Ser He lie Gly Thr He Ala Gin He Leu 

50 55 60 

Ser Phe Gly Ala Met Phe Gly Gly Ser Asn Arg Asp Gly Glu Arg Ser 
^5 70 75 80 

Asn Pro Leu Ala Met Phe Val Val Ala Met Leu Ala Pro He Ala Thr 

85 90 95 

Gin Val He Gin Met Ala He Ser Arg Thr Arg Glu Phe 
100 105 

<210> 827 
<211> 534 
<212> DNA 
c2l3> Homo sapiens 

<400> 827 

nacgcgtacg tcaatatgca tcgtccagtc gttatcgcaa cgccgaaatc gatgctgcgc 
6 0 

aacaagatgg cgacctcgga tcccgaagag ttcaccaccg gtaggtggcg tcctgttcta 
120 

180^^^^^*^ ^Sr^^"^cga cccgacggcc gttacgagga ttatcttgtg ctctggcaag 

gcgcggtggg agctggtcaa gcaacgtaag gccgccagtc ttgacggaca gctcgccatc 
240 

atcccgatgg agcgtctcta cccgctacca gtcgacgagt tggctgaggt ttttgcgcct 
300 

tacaccaacg tcacggatgt ccgctgggtc caagaagagc cagagaacca gggcgcctgg 
360 

taccacatgc tgacccacct gccccaggcc atgtcggaga agctgccagg attctttgat 

gggttagtcg gcatcacccg cccaccgtcc tcagctccgt cggtgggaca gcacagcgtc 
480 
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cacatccgtg aagagcagga gttactcgag aaggctatag cctgagcgac ctga 
534 

<210> 828 
<211> 174 
<212> PRT 

<213> Homo sapiens 



<400> 828 



Xaa 


Ala 


Tvr 


Val 


Asn 


Met 


His 


Arg 


Pro 


Val 


Val 


He 


Ala 


Thr 


Pro 


Lys 


1 








5 










10 










15 




Ser 


Met 


Leu 


Arg 
20 


Asn 


Lys 


Met 


Ala 


Thr 
25 


Ser 


Asp 


Pro 


Glu 


Glu 
30 


Phe 


Thr 


Thr 


Gly 


Arg 
35 


Trp 


Arg 


Pro 


Val 


Leu 
40 


Pro 


Asp 


Pro 


Ser 


He 
45 


Thr 


Asp 


Pro 


Thr 


Ala 
50 


Val 


Thr 


Arg 


He 


He 
55 


Leu 


Cys 


Ser 


Gly 


Lys 
60 


Ala 


Arg 


Trp 


Glu 


Leu 


Val 


Lys 


Gin 


Arg 


Lys 


Ala 


Ala 


Ser 


Leu 


Asp 


Gly 


Gin 


Leu 


Ala 


He 


65 










70 










75 










80 


He 


Pro 


Met 


Glu 


Arg 
85 


Leu 


Tyr 


Pro 


Leu 


Pro 
90 


Val 


Asp 


Glu 


Leu 


Ala 
95 


Glu 


Val 


Phe 


Ala 


Pro 
100 


Tyr 


Thr 


Asn 


Val 


Thr 

105 


Asp 


Val 


Arg 


Trp 


Val 
110 


Gin 


Glu 


Glu 


Pro 


Glu 

115 


Asn 


Gin 


Gly 


Ala 


Trp 
120 


Tyr 


Tyr 


Met 


Leu 


Thr 

125 


His 


Leu 


Pro 


Gin 


Ala 
130 


Met 


Ser 


Glu 


Lys 


Leu 
135 


Pro 


Gly 


Phe 


Phe 


Asp 
140 


Gly 


Leu 


Val 


Gly 


He 


Thr 


Arg 


Pro 


Pro 


Ser 


Ser 


Ala 


Pro 


Ser 


Val 


Gly 


Gin 


His 


Ser 


Val 


145 










150 










155 










160 


His 


He 


Arg 


Glu 


Glu 


Gin 


Glu 


Leu 


Leu 


Glu 


Lys 


Ala 


He 


Ala 







165 170 



<210> 829 
<211> 492 
<212> DNA 

<213> Homo sapiens 
<400> 829 

nagtggccgg gtggccggcg ggtgccagcc gccatggagg ccgtgccccg catgcccatg 
60 

atctggctgg acctgaagga ggccggtgac tttcacttcc agccagctgt gaagaagttt 
120 

gtcctgaaga attatggaga gaacccagaa gcctacaatg aagaactgaa gaagctggag 
180 

ttgctcagac agaatgctgt ccgtgtccca cgagactttg agggctgtag tgtcctccgc 
240 

aagtacctcg gccagcttca ttacctgcag agtcgggtcc ccatgggctc gggccaggag 
300 

gccgctgtcc ctgtcacatg gacagagatc ttctcaggca agtctgtggc ccatgaggac 
360 

atcaagtacg agcaggcctg tattttctcc aacnttggag cgctgcactc catgctgggg 
420 

gccatggaca agcgggtgtc tgaggagggc atgaaggtct cctgtaccca tttccagtgc 
480 
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gcagccggcg cc 
492 

<210> 830 
<211> 164 
<212> PRT 

<213> Homo sapiens 
<400> 830 

Xaa Trp Pro Gly Gly Arg Arg Val Pro Ala Ala Met Glu Ala Val Pro 

1 5 10 15 

Arg Met Pro Met He Trp Leu Asp Leu Lys Glu Ala Gly Asp Phe His 

20 25 30 

Phe Gin Pro Ala Val Lys Lys Phe Val Leu Lys Asn Tyr Gly Glu Asn 

35 40 45 

Pro Glu Ala Tyr Asn Glu Glu Leu Lys Lys Leu Glu Leu Leu Arg Gin 

50 55 60 

Asn Ala Val Arg Val Pro Arg Asp Phe Glu Gly Cys Ser Val Leu Arg 
65 70 75 80 

Lys Tyr Leu Gly Gin Leu His Tyr Leu Gin Ser Arg Val Pro Met Gly 

85 90 95 

Ser Gly Gin Glu Ala Ala Val Pro Val Thr Trp Thr Glu He Phe Ser 

100 105 110 

Gly Lys Ser Val Ala His Glu Asp lie Lys Tyr Glu Gin Ala Cys He 

115 120 125 

Phe Ser Asn Xaa Gly Ala Leu His Ser Met Leu Gly Ala Met Asp Lys 

130 135 140 

Arg Val Ser Glu Glu Gly Met Lys Val Ser Cys Thr His Phe Gin Cys 

150 155 160 

Ala Ala Gly Ala 



<210> 831 
<211> 303 
<212> DNA 

<213> Homo sapiens 

<400> 831 

gcgttgctgc ggcgtggcga gaccatgacg gcggagaatc agcgtgccaa tgtgcgcatc 
60 

gccgcaaacc acatcaagga ggttgcggtc gatcacgagg tcgttgtagc ccatggtaat 

ggcccccagg taggtctgtt ggctctgcaa tcgacagcct acgaggaagt cggtatctat 
180 

ccgctggatg tcctgggcgc agagtcacag gccatgatcg gctacatgat cgagcaggaa 
240 

300^^"^^^ ^9*^5^ctca ggatcagcag atcgtcacca tgatcacgat gacagtcgtc 

gac 
303 

<210> 832 
<211> 101 
<212> PRT 
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<213> Homo sapiens 
<400> 832 

Ala Leu Leu Arg Arg Gly Glu Thr Met Thr Ala Glu Asn Gin Arg Ala 

1 5 . 10 . 15 

Asn Val Arg He Ala Ala Asn. His He Lys Glu Val Ala Val Asp His 

20 25 30 

Glu Val Val Val Ala His Gly Asn Gly Pro Gin Val Gly Leu Leu Ala 

. 35 40 45 

Leu Gin Ser Thr Ala Tyr Glu Glu Val Gly lie Tyr Pro Leu Asp Val 

50 55 60 

Leu Gly Ala Glu Ser Gin Ala Met He Gly Tyr Met He Glu Gin Glu 
65 70 75 80 

Leu Gly Asn Val Met Pro Gin. Asp Gin Gin He Val Thr Met He Thr 

85 90 95 

Met Thr Val Val Asp 
100 



<210> 833 

<211> 466 

<212> DNA 

<213> Homo sapiens 



<400> 833 

nngatccgcg cgatcgacga ggcgggtgcg tgatgttgac agcgaaaatg cgcagccggc 
60 

catttgacga gggctgaaaa cgtcttctac cggtctgctg tgccgcctgg tgtcagcaaa 

120 

cgacgccatg atcgtccagt gggtatcgat ttgttctgcg gcgctggggg attcagttgc 
180 

ggattccacc aggccgggtg gcatgttgcg gcggcggttg agcacgacgt gtcggcgtct 
240 

ctgacctatg tcatgaatct cgctcggccc ggcgtcaaga ttcacatcga ccccgagcac 
300 

ccggagctgg gcccaagacc accgcgaacc aagaagaaga gcggcggcgc agtgccgttc 
360 

gatgcgcatg tcggaactgg gtggatcgcc agcgagcccg ccgacgatcc cggctgcgaa 
420 

cacttctacg tgtacgacgt caagaacctc agcggcgagc ggatcc 
466 

<210> 834 
<211> 142 
<212> PRT 
<213> Homo sapiens 



<400> 834 

Gin Arg Lys Cys Ala Ala Gly His Leu Thr Arg Ala Glu Asn Val Phe 

15 10 15 

Tyr Arg Ser Ala Val Pro Pro Gly Val Ser Lys Arg Arg His Asp Arg 

20 25 30 

Pro Val Gly He Asp Leu Phe Cys Gly Ala Gly Gly Phe Ser Cys Gly 

35 40 45 

Phe His Gin Ala Gly Trp His Val Ala Ala Ala Val Glu His Asp Val 
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50 55 60 

Ser Ala Ser Leu Thr Tyr Val Met Asn Leu Ala Arg Pro Gly Val Lys 
65 70 75 80 

lie His lie Asp Pro Glu His Pro Glu Leu Gly Pro Arg Pro Pro Arg 

85 90 95 

Thr Lys Lys Lys Ser Gly Gly Ala Val Pro Phe Asp Ala His Val Gly 

100 105 110 

Thr Gly Trp lie Ala Ser Glu Pro Ala Asp Asp Pro Gly Cys Glu His 

115 120 125 

Phe Tyr Val Tyr Asp Val Lys Asn Leu Ser Gly Glu Arg He 
130 135 140 



<210> 835 
<211> 482 
<212> DNA 
<213> Homo sapiens 



<400> 835 

acgcgtgaag ggattttgat cacccagaac aaccacctgt ctttttagat caagaagcag 
60 

aagctcagag caaagaacat cacaccacgt ccctcagtga ttgaagcagt gattgagtca 
120 

cagaataaat ctggaactca ggtcttctga tctttgctcc agatgttaga gacaaaacta 
180 

aaagtaaaat accaagtgaa atcaaagcat cacgattgag cccagaacat gaaaaagaac 
240 

ttcctggccc acttgagaaa ctgttaaacc ggacatacct ttggggactt cttcccttct 
300 

ctggaataag attgatgttt ccatgctgtg aaagacgatg atgttccttc tcccagattc 

360 

ctgctgtctt caaaaggcct agcaaaaacc actgctgctg ggtgcagttg agaaagggaa 
420 

tgaagaacaa tcccatggcc atgcaggcac tcctcccctc cacctctctg cccttcacgc 
480 

gt 

482 



<210> 836 

<211> 120 

<212> PRT 

<213> Homo sapiens 



<400> 836 

Met Ala Met Gly Leu Phe Phe He 

1 5 
Gin Trp Phe Leu Leu Gly Leu Leu 
20 

Glu His His Arg Leu Ser Gin His 

35 40 
Lys Gly Arg Ser Pro Gin Arg Tyr 

50 55 
Gly Pro Gly Ser Ser Phe Ser Cys 
65 70 
He Ser Leu Gly He Leu Leu Leu 



Pro Phe Leu Asn Cys Thr Gin Gin 

10 15 
Lys Thr Ala Gly He Trp Glu Lys 
25 30 
Gly Asn He Asn Leu He Pro Glu 
45 

Val Arg Phe Asn Ser Phe Ser Ser 
60 

Ser Gly Leu Asn Arg Asp Ala Leu 

75 80 
Val Leu Ser Leu Thr Ser Gly Ala 
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85 90 95 

Lys He Arg Arg Pro Glu Phe Gin He Tyr Ser Val Thr Gin Ser Leu 

100 105 110 

Leu Gin Ser Leu Arg Asp Val Val 
115 . 120 

<210> 837 
<211> 509 
<212> DNA 

<213> Homo sapiens 
<400> 837 

acgcgtggac ccccgttctg cccgcctttg cagtcatcgc cctccctgaa gtcaccgctg 
60 

cagaaatacg caggcactga cctgggggta cagccaggca agggagagac gaggggctca 
120 

ctctgcacca gccaaggcct gtgtcctggc atggctcccc caggaagcga ggatggcggt 
180 

gcctggcggt cgagcccctc ttatcctggg gaatgctggg gggcgttcct gagcagacct 
240 

gcctgctgcc cctgccggct ggcactgccc ctcccccggg gaaaggttgg gtggtccccc 
300 

caggggaact caaagcaggg gagcccctgg aggccccaag tccctggaat atcttggcgc 
360 

tcagatggcc cccctcgaac accctcacac gggggggccg cgcggtggga ggtgacccag 
420 

cagccactct tacttggcga agacttttct cccaatgcga gcgcgggtgg tatcagcctg 

480 

agccttcagg ttggtgaggc tggggtacc 
509 

<2ip> 838 
<211> 119 
<212> PRT 

<213> Homo sapiens 
<400> 838 



Met Ala 


Pro 


Pro 


Gly 


Ser 


Glu 


Asp Gly 


Gly 


Ala 


Trp Arg 


Ser 


Ser 


Pro 


1 






5 








10 








15 




Ser Tyr 


Pro 


Gly 


Glu 


Cys 


Trp 


Gly Ala 


Phe 


Leu 


Ser Arg 


Pro 


Ala 


Cys 






20 








25 








30 






Cys Pro 


Cys 


Trp 


Leu 


Ala 


Leu 


Pro Leu 


Pro 


Arg 


Gly Lys 


Val 


Gly 


Trp 




35 










40 






45 








Ser Pro 


Gin 


Gly 


Asn 


Ser 


Lys 


Gin Gly 


Ser 


Pro 


Trp Arg 


Pro 


Gin 


Val 


50 










55 








60 








Pro Gly 


He 


Ser 


Trp- 


Arg 


Ser 


Asp Gly 


Pro 


Pro 


Arg Thr 


Pro 


Ser 


His 


65 








70 








75 








80 


Gly Gly 


Ala 


Ala 


Arg 


Trp 


Glu 


Val Thr 


Gin 


Gin 


Pro Leu 


Leu 


Leu 


Gly 








85 








90 








95 




Glu Asp 


Phe 


Ser 


Pro 


Asn 


Ala 


Ser Ala 


Gly 


Gly 


He Ser 


Leu 


Ser 


Leu 






100 








105 








110 






Gin Val 


Gly 


Glu 


Ala 


Gly 


Val 

















lis 
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c210> 839 
c2ll> 347 
<212> DNA 
<213> Homo sapiens 

<400> 839 

acgcgtctcg tgttcgtgcg gcacggcagg acggcgttca atgtggaggg tcggctccag 
60 

ggccgtctcg acatgccgtt ggatgaggtg gggcgccgcc aggcactcac agtggctcaa 
120 

gtcatcgccg agatggaacc tgacgcgatc atggcctctc cgctacaacg tgcgcgcgac 
ISO 

acagctcagg caatcggtgc ttgtgctgga ttgggcgtac agctggatga tcgactcatc 
240 

gagatcgatg tcggacgttg gtcgggacaa cgggctgcgg acctgcgtcg caacgatcct 
300 

gagtacgcag caagtgtggt cagccctatc gattaccggg tcggagn 
347 

<210> 840 
<211> 115 
<212> PRT 
<213> Homo sapiens 

<400> 840 

Thr Arg Leu Val Phe Val Arg His Gly Arg Thr Ala Phe Asn Val Glu 

15 10 15 

Gly Arg Leu Gin Gly Arg Leu Asp Met Pro Leu Asp Glu Val Gly Arg 

20 25 30 

Arg Gin Ala Leu Thr Val Ala Gin Val lie Ala Glu Met Glu Pro Asp 

35 40 45 

Ala He Met Ala Ser Pro Leu Gin Arg Ala Arg Asp Thr Ala Gin Ala 

50 55 60 

He Gly Ala Cys Ala Gly Leu Gly Val Gin Leu Asp Asp Arg Leu He 
^5 70 75 80 

Glu He Asp Val Gly Arg Trp Ser Gly Gin Arg Ala Ala Asp Leu Arg 

85 90 95 

Arg Asn Asp Pro Glu- Tyr Ala Ala Ser Val Val Ser Pro He Asp Tyr 
100 105 110 

Arg Val Gly 
115 

<210> 841 
<211> 351 
<212> DNA 
<213> Homo sapiens 

<400> 841 

tccggaactc accccgacgc cgtcattatg gacgtcatga tgccgcgtct agatggcttg 
60 

5^^9ccaccc ggatgctgcg cagcaatggc aacgacgccc cgatcctcgt cctcaccgcc 

cgcgatgctg tcgacgatcg cgttgacggc ctcgacgctg gcgccgatga ctacatggtc 
180 
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aagcccttcg ccctcgacga actcctcgct cgcctacgcg ccctcactcg tcgttcccgt 
240 

cccgagccag agcaaaacga ggcccctgaa caactctcct tcgctgacct cacccttgat 
300 

ccaggcaccc gcgagatcac ccgcgggaac cgtcgcatca gtttgacgcg t 
351 

<210> 842 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 842 



Ser Gly 


Thr 


His 


Pro 


Asp Ala 


Val He 


Met 


Asp 


Val 


Met 


Met Pro 


Arg 


1 






5 






10 








15 




Leu Asp 


Gly 


Leu 


Glu 


Ala Thr 


Arg Met 


Leu 


Arg 


Ser 


Asn 


Gly Asn 


Asp 




20 






25 










30 




Val Pro 


He 
35 


Leu 


Val 


Leu Thr 


Ala Arg 
40 


Asp 


Ala 


Val 


Asp 
45 


Asp Arg 


Val 


Asp Gly 


Leu 


Asp 


Ala 


Gly Ala 


Asp Asp 


Tyr 


Met 


Val 


Lys 


Pro Phe 


Ala 


50 








55 








60 








Leu Asp 


Glu 


Leu 


Leu 


Ala Arg 


Leu Arg 


Ala 


Leu 


Thr 


Arg 


Arg Ser 


Arg 


65 








70 






75 








80 


Pro Glu 


Pro 


Glu 


Gin 
85 


Asn Glu 


Ala Pro 


Glu 
90 


Gin 


Leu 


Ser 


Phe Ala 
95 


Asp 


Leu Thr 


Leu 


Asp 
100 


Pro 


Gly Thr 


Arg Glu 
105 


He 


Thr 


Arg 


Gly 


Asn Arg 
110 


Arg 


He Ser 


Leu 
115 


Thr 


Arg 



















<210> 843 
<211> 393 
<212> DMA 

<213> Homo sapiens 
<400> 843 

ctagcccagg ctctcgtcca cgaggggctg cgcgctgtgg cctctggggc aaacccggtc 
60 

ggcctcaagc gcggtatcga gaaggctgtc gacgccgttg tggaggagct ccgctctatc 
120 

tcgcgcgcca tcgacaccac ctcggacatg gccagcgttg ccaccatctc cagccgtgac 
180 

gagaccatcg gcgccctcat cgctgaggcc ttcgacaagg ttggtaagga cggggttatc 
240 

accgtcgacg agtcgcagac cttcggcact gagcttgact tcaccgaggg catgcagttc 
300 

gacaagggtt acctgtcgcc ctacatggtc accgaccagg ttcgcatgga ggctgtgatc 
360 

gaggatcctt acatcctcat tcactcccgc aag 
393 

<210> 844 
<211> 131 
<212> PRT 



883 



wo 00/58473 



PCT/USOO/08621 



<213> Homo sapiens 
<406> 844 

Leu Ala Gin Ala Leu Val His Glu Gly Leu Arg Ala Val Ala Ser Gly 

IS 10 15 

Ala Asn Pro Val Gly Leu Lys Arg Gly lie Glu Lys Ala Val Asp Ala 

20 25 30 

Val Val Glu Glu Leu Arg Ser lie Ser Arg Ala He Asp Thr Thr Ser 

35 40 . 45 

Asp Met Ala Ser Val Ala Thr He Ser Ser Arg Asp Glu Thr He Gly 

50 55 60 

Ala Leu He Ala Glu Ala Phe Asp Lys Val Gly Lys Asp Gly Val He 
" 70 75 80 

Thr Val Asp Glu Ser Gin Thr Phe Gly Thr Glu Leu Asp Phe Thr Glu 

85 90 95 

Gly Met Gin Phe Asp Lys Gly Tyr Leu Ser Pro Tyr Met Val Thr Asp 

100 105 110 

Gin Val Arg Met Glu Ala Val He Glu Asp Pro Tyr He Leu He His 

115 120 125 

Ser Arg Lys 
130 

<210> 845 
<211> 505 
<212> DNA 
<213> Homo sapiens 

<400> 845 

gccacctgcc caaggctgga tgacgggcct agggcacatc taaggaacaa ggacaggaca 
gaagcaaagc cacagctgct ggggcagggt gggggccggt atgtctggcc agcagcatca 

cccctgcccc cggcggggct ccaggaccgg gagactcatc agccggaagc tcttggagga 

180 

ggcggctgcc gtgaagacag gcacccttgc tcctgagagg ggcacccaga gaaccaagac 

tcagcagagg gaacacaggg ctacgcccag gccccaggcc tgatatccag agtctaaatc 
300 

ccacctcagc ccagggggga gccttgagag gagctatgtc cctcatggac cccagtttcc 

360 

tctgcatacg ggctccgagc cctgcactgc ctccagggca gttcccaagg tcttttccca 
420 

ttacctccta cgtgagcact cagtaaacca atacacatac acaagggtga cattaattcc 
480 

agccacagaa tcccaggcca cgcgt 
505 

<210> 846 
<211> 130 
<212> PRT 
<213> Homo sapiens 

<400> 846 

Met Gly Lys Asp Leu Gly Asn Tyr Pro Gly Gly Ser Ala Gly Leu Gly 
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1 






5 10 


15 


Ala TVrg 


Met 


Gin 


Arg Lys Leu Gly Ser Met 


Arg Asp He Ala Pro Leu 




20 


25 


30 


Lys Aid 


Pro 


Pro 


Trp Ala Glu Vail Gly Phe 


Arg Leu Trp He Ser Gly 


35 




40 


45 


Leu Gly 


Pro 


Gly 


Arg Ser Pro Val Phe Pro 


Leu Leu Ser Leu Gly Ser 


50 






55 


60 


Leu Gly 


Ala 


Pro 


Leu Arg Ser Lys Gly Ala 


Cys Leu His Gly Ser Arg 


65 






70 


75 80 


Leu Leu 


Gin 


Glu 


Leu Pro Ala Asp Glu Ser 


Pro Gly Pro Gly Ala Pro 








85 90 


95 


Pro Gly 


Ala 


Gly 


Val Met Leu Leu Ala Arg 


His Thr Gly Pro His Pro 




100 


105 


. 110 


Ala Pro 


Ala 


Ala 


Val Ala Leu Leu Leu Ser 


Cys Pro Cys Ser Leu Asp 




115 




120 


125 


Vai Pro 










130 











<210> 847 
<211> 448 
<212> DNA 

c213> Homo sapiens 
<400> 847 

aagcttttaa aggagcaaga aaacatgaaa gagctagtag tcaaccttct ccgcatgact 
60 

caaatcaaaa ttgatgaaaa ggaacaaaag tccaaggatt tcctgaaagc tcagcaaaaa 

120 

tacaccaaca ttgttaaaga aatgaaagca aaggatcttg aaatcaggat acacaagaag 
180 

aaaaaatgtg aaatttatcg gagactgaga gagcttgcta aactgtatga caccattcga 
240 

aatgaaagaa acaaatttgt taacttactc cacaaagctc atcagaaagt aaatgaaata 
300 

aaagaaaggc ataaaatgtc attaaatgaa cttgaaattc tgagaaatag tgccgttagt 

360 

caagaaagaa agctacaaaa ttccatgctg aaacacgcca acaatgttac catcagagag 
420 

agcatgcaaa acgatgtgcg caaaattt 
448 

<210> 848 
<211> 149 
<212> PRT 

<213> Homo sapiens 
<400> 848 

Lys Leu Leu Lys Glu Gin Glu Asn Met Lys Glu Leu Val Val Asn Leu 

15 10 15 

Leu Arg Met Thr Gin He Lys He Asp Glu Lys Glu Gin Lys Ser LyF 

20 25 30 

Asp Phe Leu Lys Ala Gin Gin Lys Tyr Thr Asn He Val Lys Glu Met 

35 40 45 

Lys Ala Lys Asp Leu Glu He Arg He His Lys Lys Lys Lys Cys Glu 



885 



wo 00/58473 



PCT/USOO/08621 



50 55 60 

He Tyr Arg Arg Leu Arg Glu Leu Ala Lys Leu Tyr Asp Thr He Arg 
^5 70 75 80 

Asn Glu Arg Asn Lys Phe Val Asn Leu Leu His Lys Ala His Gin Lys 

85 90 95 

Val Asn Glu lie Lys Glu Arg His Lys Met Ser Leu Asn Glu Leu Glu 

100 105 110 

He Leu Arg Asn Ser Ala Val Ser Gin Glu Arg Lys Leu Gin Asn Ser 

115 120 125 

Met Leu Lys His Ala Asn Asn Val Thr He Arg Glu Ser Met Gin Asn 

130 135 140 

Asp Val Arg Lys He 
145 

<210> 849 
<211> 463 
<212> DNA 
<213> Homo sapiens 

<400> 849 

nnacgcgtga ttgttggggc caaggaatgc catgtggaga gtgcaggtga agtgataagt 
6 0 

^^^^^^gaga tggggaatgc agccagacat acaggtacca ctcaaatgaa tgagcactcc 

agcagatcac atgcaatttt tacaatcagc atttgtcaag ttcataaaaa tatggaggca 
180 

gctgaagatg gatcatggta ttcccctcgg catattgtct caaagttcca ctttgtggat 
240 

ttggcaggat cagaaagagt aaccaaaacg gggaatactg gtgaacggtt caaagaatcc 
300 

attcaaatca atagtggatt gctggcttta ggaaatgtaa taagcgctct tggggaccca 
360 

^^^^^gaaga gttcacatat tccatatagg gatgctaaaa ttacccggct tctgaaagat 

tctctgggag gcagtgctaa gactgtcatg atcacatgtg tea 
463 

<210> 850 
<211> 154 
<212> PRT 
<213> Homo sapiens 

<400> 850 

Xaa Arg Val He Val Gly Ala Lys Glu Cys His Val Glu Ser Ala Gly 

IS 10 15 

Glu Val He Ser Leu Leu Glu Met Gly Asn Ala Ala Arg His Thr Gly 

20 25 30 

Thr Thr Gin Met Asn Glu His Ser Ser Arg Ser His Ala He Phe Thr 

35 40 45 

He Ser He Cys Gin Val His Lys Asn Met Glu Ala Ala Glu Asp Glv 

50 55 60 

Ser Trp Tyr Ser Pro Arg His He Val Ser Lys Phe His Phe Val Asp 
«5 70 75 80 

Leu Ala Gly Ser Glu Arg Val Thr Lys Thr Gly Asn Thr Gly Glu Arg 
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85 90 95 

Phe Lys Glu Ser lie Gin He Asn Ser Gly Leu Leu Ala Leu Gly Asn 

100 105 110 

Val He Ser Ala Leu Gly Asp Pro Arg Arg Lys Ser Ser His He Pro 

115 120 125 

Tyr Arg Asp Ala Lys He Thr Arg Leu Leu Lys Asp Ser Leu Gly Gly 

130 135 140 

Ser Ala Lys Thr Val Met He Thr Cys Val 
i45 ISO 

<210> 851 
<211> 372 
<212> DNA 
<213> Homo sapiens 

<400> 851 

aaatttcctg tttctgatcg acgaaataaa gtttagcgtg atgagtgagc tgcttatgca 

60 

gttcctccat tcgcttataa acagttttat ttctcatttc gaaaactctc gatgcagaat 
120 

aaaggctaga gtctggggac caagtcccca gctccgttta cgcgacttcc ttgaccttgc 
180 

ttgttatgct gataaggtta ttcagcttga cgatttgttc gtggtctttc aaccgttttg 
240 

cagctggtcg acgatattcc tggtaggaac tacgatagaa gaccagcatc ggaagaactt 
300 

tgtagatgct gaacaaacac ccaccgatca cttcagcctc gaagtaaggg ttatactgtc 

360 

taacccacgc gt 
372 

<210> 852 
<211> 110 
<212> PRT 

<213> Homo sapiens 



<400> 852 






















Met Ser 


Glu 


Leu 


Leii 


Met 


Gin- 


Phe 


Leu 


His Ser 


Leu He Asn 


Ser 


Phe 


1 






5 










10 




15 




He Ser 


His 


Phe 


Glu 


Asn 


Ser 


Arg 


Cys 


Arg He 


Lys Ala Arg 


Val 


Trp 






20 










25 




30 






Gly Pro 


Ser 


Pro 


Gin 


Leu 


Arg 


Leu 


Arg 


Asp Phe 


Leu Asp Leu 


Val 


Cys 




35 










40 






45 






Tyr Ala 


Asp 


Lys 


Val 


He 


Gin 


Leu 


Asp 


Asp Leu 


Phe Val Val 


Phe 


Gin 


50 










55 








60 






Pro Phe 


Cys 


Ser 


Trp 


Ser 


Thr 


He 


Phe 


Leu Val Gly Thr Thr 


He 


Glu 


65 








70 








75 






80 


Asp Gin 


His 


Arg 


Lys 


Asn 


Phe 


Val 


Asp 


Ala Glu 


Gin Thr Pro 


Thr 


Asp 








85 










90 




95 




His Phe 


Ser 


Leu 


Glu 


Val 


Arg 


Val 


He 


Leu Ser 


Asn Pro Arg 










100 










105 




110 







<210> 853 
<211> 423 
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<212> DNA 

<213> Homo sapiens 
<400> 853 

acgcgttcag aaacttatgg tgaaatggcc gaactagaaa acctagtcga cgaatattac 
60 

caagctatgg gcatggatgt gcgtcgagaa acctggctgc gcgagcagat actcaagaaa 
120 

gtccaagaaa cgcatttgtt agaagagctt gcaggcatag aatcaggtga tgatggcgca 
180 

gtggtggaag agagcgtatt agaaggcctc gatacctatt tatgtgagat aaaagaagca 
240 

cagattcgtc atggattgca tcgtcttgga gaattaccag aagacgataa attggccgat 
300 

accttggtcg ccttattgcg tttaccccgt ggcagtgaca ttaccagcaa gggaattttg 
360 

catgccttaa tggcagattt agagttagaa caagacgatt ttgacccaat gcaaagcacg 

420 

cgt 

423 

<210> 854 
<211> 141 
<212> PRT 

<213> Homo sapiens 
<400> 854 



Thr Arg Ser Glu Thr 


Tyr Gly 


Glu Met 


Ala 


Glu Leu 


Glu 


Asn 


Leu Val 


1 5 








10 








15 


Asp Glu Tyr Tyr Gin 


Ala 


Met 


Gly Met 


Asp 


Val Arg Arg 


Glu 


Thr Trp 


20 






25 








30 


Leu Arg Glu Gin lie 


Leu 


Lys 


Lys Val 


Gin 


Glu Thr 


His 


Leu 


Leu Glu 


35 






40 






45 






Glu Leu Ala Gly lie 


Glu 


Ser 


Gly Asp 


Asp 


Gly Ala 


Val 


Val 


Glu Glu 


50 




55 






60 








Ser Val Leu Glu Gly 


Leu 


Asp 


Thr Tyr 


Leu 


Cys Glu 


lie 


Lys 


Glu Ala 


65 


70 








75 




80 


Gin lie Arg His Gly 


Leu 


His 


Arg Leu 


Gly 


Glu Leu 


Pro 


Glu Asp Asp 


85 








90 








95 


Lys Leu Ala Asp Thr 


Leu 


Val 


Ala Leu 


Leu 


Arg Leu 


Pro 


Arg 


Gly Ser 


100 






105 








110 


Asp lie Thr Ser Lys 


Gly 


He 


Leu His 


Ala 


Leu Met 


Ala 


Asp 


Leu Glu 


115 






120 






125 




Leu Glu Gin Asp Asp 


Phe 


Asp 


Pro Met 


Gin 


Ser Thr Arg 






130 




135 






140 









<210> 855 
<211> 338 
<212> DNA 

<213> Homo sapiens 



<400> 855 

acgcgtgaag ggggagctca aagtagatgg acctctgact agatggagct ctgagtaaga 
60 
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tgaatgtctg tgcggatgtt gctcacagca agatagtgct tggagcgatt ggcacttcga 

120 

acaagatgga gcatggagca gatggagctc tgagcaagat ggagcgtgga gtagatagag 
180 

cttggagcaa gaaggagctc caagcaagat ggagcttgca gcaggtgctt ctcagtgtaa 
240 

gatggagctc agagaagatg atgctcagag taagattgag ctcggtgatt ggcactccaa 
300 

acattgctct gagcccattg gagnctctga gcagaaag 
338 

<210> 856 
<211> 93 
<212> PRT 

<:213> Homo sapiens 
<400> 856 

Met Asn Val Cys Ala Asp Val Ala His Ser Lys lie Val Leu Gly Ala 

15 10 15 

lie Gly Thr Ser Asn Lys Met Glu His Gly Ala Asp Gly Ala Leu Ser 

20 25 30 

Lys Met Glu Arg Gly Val Asp Arg Ala Trp Ser Lys Lys Glu Leu Gin 

35 40 45 

Ala Arg Trp Ser Leu Gin Gin Val Leu Leu Ser Val Arg Trp Ser Ser 

50 55 60 

Glu Lys Met Met Leu Arg Val Arg Leu Ser Ser Val lie Gly Thr Pro 
65 70 75 80 

Asn He Ala Leu Ser Pro Leu Glu Xaa Leu Ser Arg Lys 
85 90 

<210> 857 
<211> 435 
<212> DNA 

<213> Homo sapiens 
<400> 857 

ccggacagtg ggccaccagt gtttgccccc agcaatcatg tcagtgaagc ccaacctcgg 

60 

gagacacccc ggcccctcat gcctcctacc aagcctttcc tagcacctga gaccaccagc 
120 

cctggtgaca gggtggagac ccctgtgggg gagagagccc caacccctgt ctcagcaagc 
160 

tctgaggtct cccctgagag ccaagaggac tcagagaccc cagcagagga ggacagtggc 
240 

tctgagcagc ctcccaacag cgtcctgcct gacaaactga aggtgagctg ggagaacccc 

300 

agcccccagg aggcccctgc tgcagagagt gcagaaccgt cccaggcacc ctgttctgag 
360 

acttctgagg ctgcccccag ggagggtggg aagcccccta cacccccacc caagatctta 
420 

tcagagaaac tgaaa 
435 

<210> 858 
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<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 658 

Pro Asp ser Gly Pro Pro Val Phe Ala Pro Ser Asn His Val Ser Glu 

^5 10 
Ala Gin Pro Arg Glu Thr Pro Arg Pro Leu Met Pro Pro Thr Lys Pro 

20 25 30 

Phe Leu Ala Pro Glu Thr Thr Ser Pro Gly Asp Arg Val Glu Thr Pro 

35 40 45 

Val Gly Glu Arg Ala Pro Thr Pro Val Ser Ala Ser Ser Glu Val Ser 

5° 55 60 

Pro Glu Ser Gin Glu Asp Ser Glu Thr Pro Ala Glu Glu Asp Ser Glv 
" 75 80 

Ser Glu Gin Pro Pro Asn Ser Val Leu Pro Asp Lys Leu Lys Val Ser 

S5 90 95 

Trp Glu Asn Pro Ser Pro Gin Glu Ala Pro Ala Ala Glu Ser Ala Glu 

100 105 110 

Pro Ser Gin Ala Pro Cys Ser Glu Thr Ser Glu Ala Ala Pro Arg Glu 

115 120 125 

Gly Gly Lys Pro Pro Thr Pro Pro Pro Lys He Leu Ser Glu Lys Leu 
130 135 140 

Lys 
145 

<210> 859 
<211> 561 
<212> DNA 

<213> Homo sapiens 

<400> 859 

nacgcgtggt gtggtaatcc ggtttctggt ggcgacggct gccacccctc gtggcaagac 
6 0 

atgccgttgc gtgccgatat gccatacgaa gcttggccta gtgcgaaaag ctcgctggaa 
ccctcgaaga ggcagggtcg gcaggttacc gtggtcggtg tacgcatcgt ttcgacgatg 

ISO 

aaccccattc tgggagcaga tatgacgacg taccagtacc tcatcgtcgg tggcgggatg 
gccgctgatt ctgccgcccg cggtatccgc gacatcgaca agaaagggtc gatcgccatc 
ctcagcgctg acgtcgacgc cccgtatcct cggccagcgc tgagcaagaa gctgtggact 

3o 0 

gaccctgagt tcacctggga ccaggtcgac cttgctactg tcgctgacac cggcgcggaa 
ttgcggetcg gcactgaggt gctcagcatt gaccgtgacg gcaagaccgt cctgaccgct 
tccggccagg tattcggcta ccagaagctg ctgctcgtta ccggccttac cccgtcgcgc 

attgacgacg acggcgatgc c 
561 

<210> 860 
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<211> 187 
<212> PRT 

<213> Homo sapiens 
<400> 660 

Xaa Ala Trp Cys Gly Asn Pro Val Ser Gly Gly Asp Gly Cys His Pro 

1 5 10 15 

Ser Trp Gin Asp Met Pro Leu Arg Ala Asp Met Pro Tyr Glu Ala Trp 

20 25 30 

Pro Ser Ala Lys Ser Ser Leu Glu Pro Ser Lys Arg Gin Gly Arg Gin 

35 40 45 

Val Thr Val Val Gly Val Arg He Val Ser Thr Met Asn Pro He Leu 

50 55 60 . 

Gly Ala Asp Met Thr Thr Tyr Gin Tyr Leu He Val Gly Gly Gly Met 
65 70 75 BO 

Ala Ala Asp Ser Ala Ala Arg Gly He Arg Asp He Asp Lys Lys Gly 

85 90 95 

Ser He Ala He Leu Ser Ala Asp Val Asp Ala Pro Tyr Pro Arg Pro 

100 105 110 

Ala Leu Ser Lys Lys Leu Trp Thr Asp Pro Glu Phe Thr Trp Asp Gin 

115 120 125 

Val Asp Leu Ala Thr Val Ala Asp Thr Gly Ala Glu Leu Arg Leu Gly 

130 135 140 

Thr Glu Val Leu Ser He Asp Arg Asp Gly Lys Thr Val Leu Thr Ala 
145 150 155 160 

Ser Gly Gin Val Phe Gly Tyr Gin Lys Leu Leu Leu Val Thr Gly Leu 

165 170 175 

Thr Pro Ser Arg He Asp Asp Asp Gly Asp Ala 
180 185 

<210> 861 
<211> 352 
<212> DNA 

<213> Homo sapiens 
<400> 861 

ccatgggttt ctatgctctg aggtttcatc tgtggggaac agtattgact tacttacaaa 
60 

gagataatgg tcatacccta tggtcactca ccatagtctg gcggtacatg gacttctcag 

120 

ccccagtaag atctgtatcc acaggacact taaagtcacc ttacagaggg ctatcccagt 
180 

gcctgaggcc tattagaggc gtctcttttc agccatcagt gttagaggcc atctgcatgg 
240 

gatcccagag cctgcctcgg gaatggcaga agctggctgg tgcttggcgt gggctttgcc 
300 ■ 

tgtttcaccg ctttcaggga ggcctgccac aggggagaaa ctgggggggg ga 
352 

<210> 862 
<211> 116 
<212> PRT 

<213> Homo sapiens 
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<400> 862 

Met Gly Phe Tyr Ala Leu Arg Phe His Leu Trp Gly Thr Val Leu Thr 

1 5 10 15 

Tyr Leu Gin Arg Asp Asn Gly His Thr Leu Trp Ser Leu Thr He Val 

20 25 30 

Trp Arg Tyr Met Asp Phe Ser Ala Pro Val Arg Ser Val Ser Thr Gly 

35 40 45 

His Leu Lys Ser Pro Tyr Arg Gly Leu Ser Gin Cys Leu Arg Pro He 

50 55 60 

Arg Gly Val Ser Phe Gin Pro Ser Val Leu Glu Ala He Cys Met Gly 
^5 70 75 80 

Ser Gin Ser Leu Pro Arg Glu Trp Gin Lys Leu Ala Gly Ala Trp Arg 

85 90 95 

Gly Leu Cys Leu Phe His Cys Phe Gin Gly Gly Leu Pro Gin Gly Arg 

100 105 110 

Asn Trp Gly Gly 
115 

<210> 863 
<211> 327 

<212> DNA 

<213> Homo sapiens 
<:400> 863 

tccggatcga cccggacgaa ttccacggtc cagccattga cttccaaatg ctctttgaca 
60 

tacgccgtga catgttcaat gtccaactta cgcatgtcca cccgctcacc ggtctcattg 
120 

^^tttgagct gcgagtagac gttgcggtag ttctcgttga ccgactgctc atacgagatg 

tgcagaagca tcggtttgcg gccatcctcg gacggcattg gcttgttgta catggccgct 
240 

tggcggaaca tgttcagggc aaagcccgac ttgaagttgt gcgacagggc agaaacacac 
300 

agcatttctg accggcgatg acccatn 
327 

<210> 864 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400> 864 

Met Gly His Arg Arg Ser Glu Met Leu Cys Val Ser Ala Leu Ser His 

15 10 15 

Asn Phe Lys Ser Gly Phe Thr Leu Asn Met Phe Arg Gin Ala Ala Met 

20 25 30 

Tyr Asn Lys Pro Met Pro Ser Glu Asp Gly Arg Lys Pro Met Leu Leu 

35 40 45 

His He Ser Tyr Glu Gin Ser Val Asn Glu Asn Tyr Arg Asn Val Tyr 

50 55 60 

Ser Gin Leu Lys Leu Asn Glu Thr Gly Glu Arg Val Asp Met Arg Lys 
^5 70 75 80 

Leu Asp He Glu His Val Thr Ala Tyr Val Lys Glu His Leu Glu Val 



892 



wo 00/58473 



PCTAJSOO/08621 



85 90 95 

Asn Gly Trp Thr Val Glu Phe Val Arg Val Asp Pro 
100 105 

<210> 865 

<211> 729 
<2X2> DNA 

<213> Homo sapiens 
<400> 865 

acgcgtcatc ctcattcaag aggcccagga ggagcaccac cctccgcata ttgcgcgtgc 
60 

agctctcgtt ctggtctctg agcatgccca cggcgctctg cacacagctt ctcagcagcc 
120 

tggtggtgtc caggatcgac acatcactgc ctccgagttc agaggtttcc tttcccacct 
180 

tctcagaact ttctgtttcc atggcctcct ctgccacctc tgccacctcc cctgatgtgc 
240 

tggcctccgt ctccatcgcc tcctcatggc cgtcttccgc ccggtgttcc aagcccagct 
300 

caggcaagtc tccgggcgcg aacagctggc tgatggtgac atgctgcagc ctggtcacat 
360 

cagaaaccat gagggtggat ctccggaggt catcgatgtg gacagactgc cacagccctc 
420 

cgtggaagcc cacataggct gttcctcttc ccacccggga cagttttgtg atgaaataga 
480 

cgaagatacg gtcctcattt tctcgtattt tgttgatttc acttacaaca gaatacttag 
540 

ctgaggcaat gagctgggcg ctacggattc catcttcaaa atctgtctga aaaatgagga 
600 

ttttacattt ggctgtattc gttaaacagt ttcggacttc tttgaggaat gagtactcgg 

660 

tgtcaaactg ctgcagccac aggagtgtgg gtttcggagc cctgcctgtg acctctgatt 
720 

ctaaaattt 
729 



<210> 866 
<211> 83 
<212> PRT 

<213> Homo sapiens 



<400> 866 

Ala Cys Pro Arg Arg Ser Ala His 
1 5 

Pro Gly Ser Thr His. His Cys Leu 
20 

Pro Ser Gin Asn Phe Leu Phe Pro 

35 40 
Pro Pro Leu Met Cys Trp Pro Pro 

50 55 
Leu Pro Pro Gly Val Pro Ser Pro 
65 70 
Thr Ala Gly 



Ser Phe Ser Ala Ala Trp Trp Cys 

10 15 
Arg Val Gin Arg Phe Pro Phe Pro 
25 30 
Trp Pro Pro Leu Pro Pro Leu Pro 
45 

Ser Pro Ser Pro Pro His Gly Arg 
60 

Ala Gin Ala Ser Leu Arg Ala Arg 
75 80 
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<210> 867 
<211> 640 
<212> DNA 

<213> Homo sapiens 
<400> 867 

nntccggaac atcaagatcc aggcgcagaa gaccgtcaga agctgcactg gccacctcct 
60 

tcaggtggac tctcgttggt ggccggcgtc gctggccccc tcgcacccgg tcccgtgtca 
120 

catgctccag ggcgcagctc ttgtccacct ttacctcatc gaaagccttg tttttgcctc 
180 

ggttaatccc ttcattgagg gctttgatcc aggattcctt ctcctccccg gtgggtgcct 
240 

ggaatttgat gtcgctgacc ttgttccctg gggatcgcag caggataaag cggtgttttc 
300 

gcttgaggag ggcacgaagg tcctggcact tctcatagct gcccagctcc acagtctcca 

360 

cacacttctg atcatcctca ttctcataga ccagcagctg ggcctggcag aggagcagat 
420 

atcggtcttt ccagaaaccc aggaggcccc cactgctctt cttgatccag ccagccttgt 
480 

ccaccatctg tgctccccga ggcttctcac cggcttcctt cacaccctcc tcctccatgg 
540. 

cgagtccgcc gaggtcccgc cgctccgcca ctcgcttcca gcgccgcgcg ggctctgcca 
600 

ccgcgtctac gcccggccag gcggcgactc tccgcgttct 
640 

<210> 866 
<211> 52 
<212> PRT 

<213> Homo sapiens 
<400> 868 

Gly Gly His Glu Gly Pro Gly Thr Ser His Ser Cys Pro Ala Pro Gin 

15 10 15 

Ser Pro His Thr Ser Asp His Pro His Ser His Arg Pro Ala Ala Gly 

20 25 30 

Pro Gly Arg Gly Ala Asp lie Gly Leu Ser Arg Asn Pro Gly Gly Pro 

35 40 45 

His Cys Ser Ser 
50 

<210> 869 
<211> 321 
<212> DNA 

<213> Homo sapiens 
<400> 869 

ngggcgatgc tgctcgcggc attgagcatc tttgtgctca gcgcgctgtt tatcgacaac 
60 
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ttcctgtcgc cgctgaatat gcgcgggccg ggcctggcga tttcgacggt gggcatcgct 
120 

gcgtgcacca tgctgttctg cctggcgtcg gggcatttcg acttgtcggt gggctcggtg 
180 

atcgcctgtg ccggtgtggt cgcggggatt gtgattcgtg acaccgatag cgtggcactc 
240 

ggcgtgtccg ctgcgctggc catgggcctg gtagtggggc tgatcaacgg catcgtgatc 
300 

gccaagctgc gcatcaacgc g 
321 

<210> 870 
<2X1> 107 
<212> PRT 

<213> Homo sapiens 
<400> 870 



Xaa 


Val 


Met 


Leu 


Leu Ala Ala Leu Ser 


He 


Phe 


val 


Leu 


Ser 


Ala 


Leu 


1 








5 


10 










15 




Phe 


He 


Asp 


Asn 


Phe Leu Ser Pro Leu 


Asn 


Met 


Arg 


Gly 


Leu Gly 


Leu 








20 


25 










30 






Ala 


lie 


ser 


Thr 


Val Gly He Ala Ala 


Cys 


Thr 


Met 


Leu 


Phe 


Cys 


Leu 






35 




40 








45 








Ala 


Ser 


Gly His 


Phe Asp Leu Ser Val 


Gly 


Ser 


Val 


He 


Ala 


Cys 


Ala 




50 






55 






60 










Gly 


Val 


Val 


Ala 


Gly He Val He Arg 


Asp 


Thr 


Asp 


Ser 


val 


Ala 


Leu 


65 








70 




75 










80 


Gly 


Val 


Ser 


Ala 


Ala Leu Ala Met Gly 


Leu 


Val 


Val 


Gly 


Leu 


He 


Asn 










85 


90 










95 




Gly 


He 


Val 


He 


Ala Lys Leu Arg He 


Asn 


Ala 













100 105 



<210> 871 
<211> 320 
<212> DNA 

<213> Homo sapiens 
<400> 871 

agatcttcag agtcctcgtc ttttaaatgg gggtaacagc agcaagtcct cagaggtgtc 
60 

ctgagcctca aaacacatcc tggtttgtaa cgtccgcagc ctcagcaggg gctaggcaca 
120 

gaacaagcat tcaggacctg gaaggtacca gcgacacctg gtcctccctt cccaggcaca 
180 

aggcagcccc tctccattca agctctgccc cagcccagca aagagagggg tcctcagcca 
240 

ctgcccccac cactaccaca atcatactca cctctcctgg tccatacgtg acaaaggacc 
300 

tgccacggcc agggagacaa 
320 

<210> 872 
<211> 98 
<212> PRT 
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<213> Homo sapiens 
<400> 872 

Met Gly Val. Thr Ala Ala Ser Pro Gin Arg Cys Pro Glu Pro Gin Asn 

15 10 15 

Thr Ser Trp Phe Val Thr Ser Ala Ala Ser Ala Gly Ala Arg His Arg 

20 25 30 

Thr Ser He Gin Asp Leu Glu Gly Thr Ser Asp Thr Trp Ser Ser Leu 

35 40 45 

Pro Arg His Lys Ala Ala Pro Leu His Ser Ser Ser Ala Pro Ala Gin 

50 55 60 

Gin Arg Glu Gly Ser Ser Ala Thr Ala Pro Thr Thr Thr Thr He He 
^5 70 75 80 

Leu Thr Ser Pro Gly Pro Tyr Val Thr Lys Asp Leu Pro Arg Pro Gly 
85 90 . 95 

Arg Gin 



<210> 873 
<211> 363 
<212> DNA 

<213> Homo sapiens 
<400> 873 

nttgtttagc atcgtttttt acgggtgtat cagcgcgttt agcagcgttt ttagcggatg 
S 0 

catcagcatg ttttgcgtca cgttttacaa ctgtgctacc gtgtttagca tcatttttga 

^l^aggtatc aatacgttta gcatcgtttt taacagatgt atcaacacgg ggttcatccg 

ctttagcaga atccccagct ctagtagcca ctttagatac ttcagatttt atatgagtcg 
240 

cagttgtttc agcgtgagcc atgctgaatg tagaaccaag ggccaatgta attgctaaag 

acaaagataa tttatttagt ttcatgttcg gagagaagtg tgcgaattcg gcgatacagt 

3 GO 

cag 

363 

<210> 874 
<211> 108 
<212> PRT 

•<213> Homo sapiens 
<400> 874 

Met Lys Leu Asn Lys Leu Ser Leu Ser Leu Ala He Thr Leu Ala Leu 

^5 10 IS 

Gly Ser Thr Phe Ser Met Ala His Ala Glu Thr Thr Ala Thr His He 

20 25 30 

Lys Ser Glu Val Ser Lys Val Ala Thr Arg Ala Gly Asp Ser Ala Lys 

35 40 45 

Ala Asp Glu Pro Arg Val Asp Thr Ser Val Lys Asn Asp Ala Lys Arg 

50 55 60 

He Asp Thr Ser Val Lys. Asn Asp Ala Lys His Gly Ser Thr Val Val 
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65 70 75 80 

Lys Arg Asp Ala Lys His Ala Asp Ala Ser Ala Lys Asn Ala Ala Lys 

85 90 95 

Arg Ala Asp Thr Pro Val Lys Asn Asp Ala Lys Gin 
100 105 

<210> 875 
<211> 355 
<212> DNA 

<213> Homo sapiens 
<400> 875 

acgcgcgaag gggaccctaa ctcgtctggg ctgtaggatg cgggcgaggc ttccacaaac 

60 

tcactgtctg ggggagaaga aaagcagaaa acaactcgaa tcgctaccat tcaggacgaa 
120 ^ 

cccgccaagc accagctcaa gcgcaggtcc ccgggaaaaa gcgcgggctt ctctctccca 
180 

gcgctcagaa tccctgagcc ggaggccccg cgggattcag accgccagat ccccagggag 
240 

tgacaaaccg ccgcagaaac ttgggggaca actcggccct ggcaccgcgc ggcttccagg 

300 

cgcgggcagg cgcgcgccaa ccttccccgc gtgccacccc gcggctcccc cggcn 
355 

<210> 876 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 876 

Met Arg Ala Arg Leu Pro Gin Thr His Cys Leu Gly Glu Lys Lys Ser 

1 5 10 15 

Arg Lys Gin Leu Glu Ser Leu Pro Phe Arg Thr Asn Pro Pro Ser Thr 

20 25 30 

Ser Ser Ser Ala Gly Pro Arg Glu Lys Ala Arg Ala Ser Leu Ser Gin 

35 40 45 

Arg Ser Glu Ser Leu. Ser Arg Arg Pro Arg Gly lie Gin Thr Ala Arg 

50 55 60 

Ser Pro Gly Ser Asp Lys Ser Pro Gin Lys Leu Gly Gly Gin Leu Gly 
65 70 75 80 

Pro Gly Thr Ala Arg Leu Pro Gly Ala Gly Arg Arg Ala Pro Thr Phe 
85 90 95 . 

Pro Ala Cys His Pro Ala Ala Pro Pro Ala 
100 105 

<210> 877 
<211> 487 
<212> DNA 

<213> Homo sapiens 
<400> 877 

acgcgtactt tgggtaatga actgacgacc gctgagatcg actgccttta cctgtgttac 

60 ' - ■ . 



897 



wo 00/58473 



PCT/USOO/08621 



caatccacct atgctaaacg tggtcagcaa ggttatctca cacgagaatt ctttggtttg 
120 

ttggccaata ccatgggaga tcaaatcctt ttagtacagg cgtacagaga aggcgaagcg 
180 

atcgccgcgt cgtggtgttt ctttgatgat cattcactat atgggcgtta ttggggctgt 
240 

atggaagaag tggattgcct gcattttgaa gcttgttatt accaaggaat cgagttttgt 
300 

ctcgaaaaag ggttacagca tttcgatccg ggtacacaag gggaacacaa gattgcgcgc 
360 

ggctttgaac ctgtttttag ccacagcgtg cattacattg ctcatcaagg ttttcgtgaa 
420 

gcgattggga atttctgtga ggaagaagcg caagctgtgc gcgagtatca tcaagatacc 
480 

cacgcgt 
467 

<210> 878 
<211> 162 
<212> PRT 
<213> Homo sapiens 



<400> 878 



Thr Arg 


Thr 


Leu 


Gly Asn 


Glu 


Leu 


Thr 


Thr Ala Glu He 


Asp Cys Leu 


1 






5 










10 


15 


Tyr Leu 


Cys 


Tyr 


Gin 


Ser 


Thr 


Tyr 


Ala 


Lys Arg Gly Gin 


Gin Gly Tyr 






20 










25 




30 


Leu Thr 


Arg 


Glu 


Phe 


Phe 


Gly 


Leu 


Leu 


Ala Asn Thr Met 


Gly Asp Gin 




35 










40 




45 




lie Leu 


Leu 


Val 


Gin 


Ala 


Tyr 


Arg 


Glu 


Gly Glu Ala He 


Ala Ala Ser 


50 










55 






60 




Trp Cys 


Phe 


Phe 


Asp Asp 


His 


Ser 


Leu 


Tyr Gly Arg Tyr 


Trp Gly Cys 


65 








70 








75 


80 


Met Glu 


Glu 


Val 


Asp 


Cys 


Leu 


His 


Phe 


Glu Ala Cys Tyr 


Tyr Gin Gly 








85 










90 


95 


He Glu 


Phe 


Cys 


Leu 


Glu 


Lys 


Gly 


Leu 


Gin His Phe Asp 


Pro Gly Thr 






100 










105 




110 


Gin Gly 


Glu 


His 


Lys 


He 


Ala 


Arg 


Gly 


Phe Glu Pro Val 


Phe Ser His 




115 










120 




125 




Ser Val 


His 


Tyr 


He 


Ala 


His 


Gin 


Gly 


Phe Arg Glu Ala 


He Gly Asn 


130 










135 






140 


Phe Cys 


Glu 


Glu 


Glu 


Ala 


Gin 


Ala 


Val 


Arg Glu Tyr His 


Gin Asp Thr 


145 








150 








155 


160 



His Ala 



<210> 879 
<211> 993 
<212> DNA 
<213> Homo sapiens 

<400> 879 

nncttagcat ttaagccaac gaggcagcta atgtcctctg aacagcaaag gaaattcagc 
60 
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agccagtcca gtagggctct gacccctcct tcctacagta ctgctaaaaa ttcattggga 
120 

tcaagatcca gtgaatcctt tgggaagcac acatcgccag taatgagtga gcatggggac 
180 

gagcacaggc agctcctccc tcacccaatg caaggccctg gactccgtgc agctacctca 

240 

tccaaccact ctgtggacga gcaactgaag aatactgaca cgcacctcat cgacctggta 
300 

accaatgaga ttatcaccca aggacctcca gtggactgga atgacattgc tggtctcgac 
360 

ctggtgaagg ctgtcattaa agaggaggtt ttatggccag tgttgaggtc agacgcgttc 
420 

agtggactga cggccttacc tcggagcatc cttttatttg gacctcgggg gacaggcaaa 
480 

acattattgg gcagacgcat cgctagtcag ctgggggcca catttttcaa aattgccggt 
540 

tctggactag tcgccaaggg gttaggagaa gcagagaaaa tcatccatgc ctcttttctt 
600 

gtggccaggt gtcgccagcc ctcggtgatt tttgttagtg acattgacat gcttctctcc 
660 

tctcaagtga atgaggaaca tagtccagtc agtcggatga gaaccgaatt tctgatgcaa 
720 

ctggacactg tactaacttc ggctgaggac caaatcgtag taatttgtgc caccagtaaa 
780 

ccagaagaaa tagatgaatc ccttcggagg tacttcatga aacgactttt aatcccactt 
840 

cctgacagca cagcgaggca ccagataata gtacaactgc tctcacagca caattactgt 
900 

ctcaatgaca aggagcttgc actgctcgtc cagcgcacag aaggcttttc tggactagat 
960 

gtggctcatt tgtgtcagga agcagtggtg ggc 
993 

<210> 880 
<211> 331 
<212> PRT 

<213> Homo sapiens 
<400> 880 

Xaa Leu Ala Phe Lys 

1 5 
Arg Lys Phe Ser Ser 
20 

Ser Thr Ala Lys Asn 

35 

Lys Tyr Thr Ser Pro 
50 

Leu Leu Ser His Pro 
65 

Ser Asn His Ser Val 
85 

He Asp Leu Val Thr 
100 

Trjp Asn Asp He Ala 



Pro Thr 

Gin Ser 

Ser Leu 

Val Met 
55 

Met Gin 
70 

Asp Glu 
Asn Glu 
Gly Leu 



Arg Gin Leu 
10 

Ser Arg Ala 
25 

Gly Ser Arg 
40 

Ser Glu His 

Gly Pro Gly 

Gin Leu Lys 
90 

He He Thr 
105 

Asp Leu Val 



Met Ser Ser Glu 
Leu Thr 
Ser Ser 



Gly Asp 

60 
Leu Arg 
75 

Asn Thr 
Gin Gly 
Lys Ala 



Pro Pro 

30 
Glu Ser 
45 

Glu His 



Ala Ala 

Asp Thr 

Pro Pro 
110 
Val He 



Gin Gin 
15 

Ser Tyr 

Phe Gly 

Arg Gin 

Thr Ser 

80 
His Leu 
95 

Val Asp 
Lys Glu 
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115 120 125 

Glu Val Leu Trp Pro Val Leu Arg Ser Asp Ala Phe Ser Gly Leu Thr 

130 135 140 

Ala Leu Pro Arg Ser lie Leu Leu Phe Gly Pro Arg Gly Thr Gly Lys 
145 150 155 160 

Thr Leu Leu Gly Arg Cyis He Ala Ser Gin Leu Gly Ala Thr Phe Phe 

165 170 175 

Lys He Ala Gly Ser Gly Leu Val Ala Lys Gly Leu Gly Glu Ala Glu 

180 185 190 

Lys He He His Ala Ser Phe Leu Val Ala Arg Cys Arg Gin Pro Ser 

1^5 200 205 

Val He Phe Val Ser Asp He Asp Met Leu Leu Ser Ser Gin Val Asn 

210 215 220 

Glu Glu His Ser Pro Val Ser Arg Met Arg Thr Glu Phe Leu Met Gin 
225 230 235 240 

Leu Asp Thr Val Leu Thr Ser Ala Glu Asp Gin He Val Val He Cys 

245 250 255 

Ala Thr Ser Lys Pro Glu Glu He Asp Glu Ser Leu Arg Arg Tyr Phe 

260 265 270 

Met Lys Arg Leu Leu He Pro Leu Pro Asp Ser Thr Ala Arg His Gin 

275 280 285 

He He Val Gin Leu Leu Ser Gin His Asn Tyr Cys Leu Asn Asp Lys 

290 295 300 

Glu Phe Ala Leu Leu Val Gin Arg Thr Glu Gly Phe Ser Gly Leu Asp 
305 310 315 320 

Val Ala His Leu Cys Gin Glu Ala Val Val Gly 
325 330 

<210> 881 
<211> 313 
<212> DNA 

<213> Homo sapiens 
<400> 881 

cgcgtgagcg tcgacaatgc tccaggaacc ggtgtgtatg aggccgggga ttctaccggt 
60 

cgtggtttgc agggcatgcg tgagcgcgcc cgtatccatg gcggcaccgc gcgctggggc 
120 

gactcgcagt attatgaagg cggtttcaac gtcacggtgg agattccaac atgagcggcc 
180 

aaaggatgaa catggacacg acgcgcccca atcacggtcg gggcttgccg acgatcagcc 
240 

ggctgggtgc gcaccggttt tgccatggtg ctggattcgc aggacgacat cacggtggcc 
300 

tggcaagccg acn 
313 

<210> 882 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<40Q> 882 

Arg Val Ser Val Asp Asn Ala Pro Gly Thr Gly Val Tyr Glu Ala Gly 
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15 10 15 

Asp Ser Thr Gly Arg Gly Leu Glri Gly Met Arg Glu Arg Ala Arg He 

20 25 30 

His Gly Gly Thr Ala Arg Trp Gly Asp Ser Gin Tyr Tyr Glu Gly Gly 

35 40 45 

Phe Asn Val Thr Val Glu He Pro Thr 
50 55 

<210> 883 
<211> 576 
<212> DNA 
<213> Homo sapiens 

<400> 883 

naattaagat ctggggtccc agtgtcattg gtgaaggcct tgggattcga ggcagctgag 

60 

tcctcactga ccaaggcaag ccatgcttct gagtgcttga ggccaccgaa atgaacaaat 
120 

ggaaaacact cccatctttt tcaagcctac cttttagcag aagaggcaga tacacaagcc 
180 

ctaaagatgt aacatcaggc tgagtggagg aaggctgaga agaaaaataa agcaggctca 
240 

ggaggagaga gtgatgtcag gatgcccttg tgcttactcc agcctccttg tgaaaaccca 
300 

gctctcctgt ctcccagtga agacttggat ggcagccatc agggaaggct gggtcccagc 
360 

tgggagtatg ggtgtgagct ctatagacca tccctctctg caatcaataa acacttgcct 
420 

gtgaaagagg cccaagccac catccgcatg gacaccagtg caagtggccc cacccgcctg 
480 

gtcctcagtg actgtgccac cagccatggg agcctgcgca tccaactgct gcataagctc 
540 

tccttcctgg tgaacgcctt agctaagcag gtcatg 
576 

<210> 884 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 884 



Met Pro 


Leu 


Cys 


Leu 


Leu 


Gin 


Pro 


Pro 


Cys 


Glu Asn Pro Ala Leu Leu 


1 






5 










10 


15 


Ser Pro 


Ser 


Glu 


Asp 


Leu 


Asp 


Gly 


Ser 


His 


Gin Gly Arg Leu Gly Pro 






20 










25 




30 


Ser Trp 


Glu 


Tyr 


Gly 


Cys 


Glu 


Leu 


Tyr 


Arg 


Pro Ser Leu Ser Ala He 




35 










40 






45 


Asn Lys 


His 


Leu 


Pro 


Val 


Lys 


Glu 


Ala 


Gin 


Ala Thr He Arg Met Asp 


50 










55 








60 


Thr Ser 


Ala 


Ser 


Gly 


Pro 


Thr 


Arg 


Leu 


Val 


Leu Ser Asp Cys Ala Thr 


65 








70 










75 80 


Ser His 


Gly 


Ser 


Leu 


Arg 


He 


Gin 


Leu 


Leu 


His Lys Leu Ser Phe Leu 








85 










90 


95 


Val Asn 


Ala 


Leu 


Ala 


Lys 


Gin 


Val 


Met 
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100 105 

<210> 885 
<211> 370 
<212> DNA 

<213> Homo sapiens 
<400> 885 

actagtggcg ccctcatccg ggccgctgtc ccgctctcgg agtcggctgc gttggagtcc 
60 

ggtgaggcga tgctgacgaa cgacacaccg gtgacttggg atggcgggaa agtacggggc 
120 

aggcgggtgt cgcgcctcgg tgcgatcgag ttgtcgtcga ccccggtccg cccagatccg 
180 

gtacgggctc gccacgtggc gctggaagca gcgaggtctg ggggacttga cgtagcgagc 
240 

ctgacgaaga acggtgaatc tttgcgacgc cgtcttgccc tggcccatcg ggtgtttggt 
300 

gatccctggc ccgatgtcag cgatgaggct ctgctagcct gcgccgagga gtggcttgac 
360 

ctcgacgcgt 
370 

<210> 886 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 886 



Thr Ser Gly Ala 


Leu He Arg Ala 


Ala Val 


Pro 


Leu 


Ser 


Glu Ser Ala 


1 




5 


10 








15 


Ala Leu 


Glu Ser 


Gly Glu Ala Met 


Leu Thr 


Asn Asp 


Thr 


Pro Val Thr 




20 




25 








30 


Trp Asp Gly Gly 


Lys Val Arg Gly 


Arg Arg 


Val 


Ser 


Arg 


Leu Gly Ala 




35 


40 








45 




He Glu 


Leu Ser 


Ser Thr Pro Val 


Arg Pro 


Asp 


Pro 


Val 


Arg Ala Arg 


50 




55 






60 




His Val 


Ala Leu 


Glu Ala Val Arg 


Ser Gly 


Gly 


Leu 


Asp 


Val Ala Ser 


65 




70 




75 






80 


Leu Thr 


Lys Asn 


Gly Glu Ser Leu 


Arg Arg 


Arg 


Leu 


Ala 


Leu Ala His 






85 


90 








95 


Arg Val 


Phe Gly 


Asp Pro Trp Pro 


Asp Val 


Ser Asp Glu Ala Leu Leu 




100 




105 








110 


Ala Cys 


Ala Glu 


Glu Trp Leu Asp 


Leu Asp 


Ala 









115 120 



<210> 887 
<211> 447 
<212> DNA 

<213> Homo sapiens 

c400> 887 

cagggcgttg cgctcggtcg cgtgctgccg atggtcatgc tcggaggctt aaccgccatc 
60 



902 



wo 00/58473 



PCT/USOO/08621 



attatctccg gctgcctgaa ccagcttggt aaacgctatc cgcatctgac cggcgaaggc 
120 

caactgatgc caaaccgtgc taatgctgat accacggctt cccaaccggc gttctccggt 
180 

aaagcggacg tgaccaccat tgcctccggc gcgttgctgg ccgtgctgct ttacatggtg 
240 

ggcaggttgg ttcacaagtt gattggcctg cctgctccgg ttggcatgtt gtttgtggcg 
200 

gtgctggtca aactgtgcaa cggcgcttct ccccgcctgc tcgaaggctc gcaggtggtt 
360 

tacaaattct tccagacctc cgtcacctat ccgattctgt tcgccgttgg cgtggcgatt 
420 

acgccgtggc aggaactggt caacgcg 
447 

<210> 888 
<211> 149 
<212> PRT 
<213> Homo sapiens 

<400> 888 



Gin 


Gly 


Val 


Ala 


Leu 


Gly 


Arg 


Val 


Leu 


Pro 


Met 


Val 


Met 


Leu 


Gly 


Gly 


1 








5 










10 










15 




Leu 


Thr 


Ala 


He 
20 


He 


He 


Ser 


Gly 


Cys 
25 


Leu 


Asn 


Gin 


Leu 


Gly 
30 


Lys 


Arg 


Tyr 


Pro 


His 
35 


Leu 


Thr 


Gly 


Glu 


Gly 
40 


Gin 


Leu 


Met 


Pro 


Asn 

45 


Arg 


Ala 


Asn 


Ala 


Asp 
50 


Thr 


Thr 


Ala 


Ser 


Gin 
55 


Pro 


Ala 


Phe 


Ser 


Gly 
60 


Lys 


Ala 


Asp 


Val 


Thr 


Thr 


lie 


Ala 


Ser 


Gly 


Ala 


Leu 


Leu 


Ala 


Val 


Leu 


Leu 


Tyr 


Met 


Val 


65 










70 










75 










80 


Gly 


Arg 


Leu 


Val 


His 
85 


Lys 


Leu 


He 


Gly 


Leu 
90 


Pro 


Ala 


Pro 


Val 


Gly 
95 


Met 


Leu 


Phe 


Val 


Ala 


Val 


Leu 


Val 


Lys 


Leu 


Cys 


Asn Gly 


Ala 


Ser 


Pro 


Arg 








100 










.105 










110 






Leu 


Leu 


Glu 
115 


Gly 


Ser 


Gin 


Val 


Val 
120 


Tyr 


Lys 


Phe 


Phe 


Gin 
125 


Thr 


Ser 


Val 


Thr 


Tyr 
130 


Pro 


He 


Leu 


Phe 


Ala 
135 


Val 


Gly 


Val 


Ala 


He 
140 


Thr 


Pro 


Trp 


Gin 


Glu 


Leu 


Val 


Asn 


Ala 

























145 

<210> 889 
<211> 450 
<212> DNA 
<213> Homo sapiens 

<400> 889 

ggtaccaccc cacacctgac aagaggtggc cagggaggaa gggagggttc ttacctcccc 
60 

atctccccnc agtaaaattc aggatgccca gtgaagtttg aatgtcagat aaacaatttg 
120 

tcagcataag gatgtaccta gcatcgaaat gatgccttgt aatttactaa atctgcaact 
180 
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atgcagcctt atttcatggc gggcagtggc ggtgatccca ggtttcaggg gcggggaagg 
240 

gtgctgggga gatcctgagg tcaggaaccc gtacacctct gcttctgccc tctcttccct 
300 

gtgccggcca caaggcaatg actcctgtgt gggtgcagag gcagaaatgg gtctggaagg 
360 

ggattcccag tgtctggcaa gttctggtaa attctgcatt ggaggttctc tctgtagtaa 
420 

ggggagttgg cctggccgcc cttcacgcgt 
450 

<210> 890 
<211> 100 
<212> PRT 
<213> Homo sapiens 

<400> 890 

Met Met Pro Cys Asn Leu Leu Asn Leu Gin Leu Cys Ser Leu lie Ser 

15 10 15 

Trp Arg Ala Val Ala Val lie Pro Gly Phe Arg Gly Gly Glu Gly Cys 

20 25 30 

Trp Gly Asp Pro Glu Val Arg Asn Pro Tyr Thr Ser Ala Ser Ala Leu 

35 40 45 

Ser Ser Leu Cys Arg Pro Gin Gly Asn Asp Ser Cys Val Gly Ala Glu 

50 55 60 

Ala Glu Met Gly Leu Glu Gly Asp Ser Gin Cys Leu Ala Ser Ser Gly 
65 70 75 80 

Lys Phe Cys lie Gly Gly Ser Leu Cys Ser Lys Gly Ser Trp Pro Gly 
85 90 95 

Arg Pro Ser Arg 
100 

<210> 891 
<211> 318 
<212> DNA 
<213> Homo sapiens 

<400> 891 

nncaccgtcc ccgtactgga tccgcgcgag gatttcgccg actgcatgca cattgacgta 
60 

ctggatccct tccacactga caacaccagt gagcacagtg acctggccac agatggccag 
120 

actaacggcc cggctgatag cgggactggc acccactctg agcagggaaa ctccgacata 
180 

tctagccccg tcagctctag tgacgctgct aacaccaccg acagcactgc tggcaatacc 
240 

ggtgaaggta ctgccgcgaa tatgcctggt gacatggctc attcttcgac ggctacccac 
300 

ccctatgcaa gcaccggt 
318 

<210> 892 

<211> 106 
<212> PRT 
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<213> Homo sapiens 
<400> 892 



Xaa Thr 


Val Pro 


Val Leu 


Asp Pro Arg 


Glu 


Asp Phe 


Ala 


Asp Cys 


Met 


1 




5 




10 










His He 


Asp Val 


Leu Asp 


Pro Phe His 


Thr 


Asp Asn 


Thr. 


Ser Glu 


His 




20 




25 








30 


Gly 


Ser Asp 


Leu Ala 


Thr Asp 


Gly Gin Thr 


Asn 


Gly Pro 


Ala 


Asp Ser 


35 




40 






45 




Val 


Thr Gly 


Thr His 


Ser Glu 


Gin Gly Asn 


Ser 


Asp He 


Ser 


Ser Pro 


50 






55 




60 






Thr 


Ser Ser 


Ser Asp 


Ala Ala 


Asn Thr Thr 


Asp 


Ser Thr 


Ala 


Gly Asn 


65 


70 






75 






80 


Gly Glu 


Gly Thr 


Ala Ala 


Asn Met Pro 


Gly 


Asp Met 


Ala 


His Ser 


Ser 


65 




90 






95 




Thr Ala 


Thr His 
100 


Pro Tyr 


Ala Ser Thr 
105 


Gly 











<210> 893 
<211> 510 
<212> DNA 

<213> Homo sapiens 
<400> 893 

nnggatccta tccctgaatc taaggttggt gacacatgtg tttgggatag caaggtagag 
60 

aagtcacaga aaaagcctgt ggaaaacagg atgaaggagg acaaaagcag catcagggaa 

120 

gcaatcagca aagccaagag tacagcaaat ataaagacag aacaggaagg tgaggcatct 

180 

gagaagagct tgcatctgag cccacagcat atcacacacc agactatgcc tataggacag 
240 

agaggcagtg agcaaggcaa acgtgtggag aacattaatg gaacctccta ccctagtcta 
300 

cagcagaaaa ccaatgctgt taagaaatta cataaatgtg atgaatgtgg gaaatccttc 
360 

aaatataatt cccgccttgt tcaacataaa attatgcaca ctggggaaaa gcgctatgaa 

420 

tgtgatgact gtggagggac tttccggagc agctcgagcc ttcgggtcca caaacggatc 
480 

cacactgggt acggagagaa gacaacgcgt 
510 

<210> 894 
<211> 170 
<212> PRT 

<213> Homo sapiens 
<400> 894 

Xaa Asp Pro He Pro Glu Ser Lys Val Gly Asp Thr Cys Val Trp Asp 

15 10 15 

Ser Lys Val Glu Lys Ser Gin Lys Lys Pro Val Glu Asn Arg Met Lys 

20 25 30 

Glu Asp Lys Ser Ser He Arg Glu Ala He Ser Lys Ala Lys Ser Thr 
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35 40 45 

Ala Asn He Lys Thr Glu Gin Glu Gly Glu Ala Ser Glu Lys Ser Leu 

50 55 60 

His Leu Ser Pro Gin His He Thr His Gin Thr Met Pro lie Gly Gin 
" 70 75 80 

Arg Gly Ser Glu Gin Gly Lys Arg Val Glu Asn He Asn Gly Thr Ser 

85 90 95 

Tyr Pro Ser Leu Gin Gin Lys Thr Asn Ala Val Lys Lys Leu His Lys 

100 105 110 

Cys Asp Glu Cys Gly Lys Ser Phe Lys Tyr Asn Ser Arg Leu Val Gin 

115 120 125 

His Lys He Met His Thr Gly Glu Lys Arg Tyr Glu Cys Asp Asp Cys 

130 135 140 

Gly Gly Thr Phe Arg Ser Ser Ser Ser Leu Arg Val His Lys Arg He 
"5 150 155 160 

His Thr Gly Tyr Gly Glu Lys Thr Thr Arg 
165 170 

<210> 895 
<211> 1119 
<212> DMA 

<213> Homo sapiens 
<400> 895 

cggccgcaga attgggtcgg gcatttccag atgttcccgt ggttgattcg tccggcaatc 
60 

acgttcggga gagggtcgat tcaactcccc gattaatcgt tgccacccca agggccgaac 
120 

ccgcaccgga atcgggcttt tcctggggct gccttcctaa atgcggtgtc ctccttgtcg 

aggcctggcc tggcggcggt ggagcagacc gtcgatcggt ggatggcaat cctggccttg 
240 

gtccgatcag tgcgggatgg gggccgggca gttatcgtcg ggccttcgga ggacgccgcc 
300 

ttgcaggcca tggttcgaaa tgatccagtc gggtgggcga cacgtgaact cgccgatcgt 
360 

cgggaggcac atttcccgcc cgcggtgccg tgcggaattg tcgacggtga cccgaaagcg 

gtggctacag cggcacagcg actacgcgag tggttcggaa ccgaccttga gatgcttggc 
480 

ccagctccac aaccacgccg tgccagcgaa tcggaacggg atcgaattat cgtgcgtcct 
540 

cgtagcacga tgcctctcgc cgagctttcc cagggtctat ttcggctacg ttccaaacac 
600 

actatgagcc gcgaaccagg aagcttacgc gtggtcatcg acccggccaa cttgttgtga 
660 

ggtcggtagg cttgcggtgt gagacttctt tttgctggta ccccggacgt ggccgtccca 
720 

acgcttaccg ccttggtagc cgatccccgt cacgaggtag ctgccgtcct gacgcgtccg 
780 

gatgcagcag taggacggca ccgtactcca cgtccatgcc cggtcgccaa ggctgccgag 
840 

gaactcggta tccccgccat taaggcgacc agcgtgaagt ccggcgaggg tcacgatgcc 
900 



906 



wo 00/58473 



PCT/USOO/08621 



gtcacttccc tcgatgccga cgtagccgtc gtcgtagcct acggaggtct cattcccgcc 
960 

gatctgctgg cagtaccacg acacggctgg attaacttac acttttctct cctaccgcga 
1020 

tggcgcggcg ctgctcccat acaacgggcc atcatggcgg gggatgagga gacgggcgct 

1080 

tgtgtccttc agctagttga aagcctcgat gccggaccg 
1119 

c210> 696 
<211> 147 
<212> PRT 
<213> Homo sapiens 

<400> 896 



Val 


Arg 


Leu 


Leu 


Phe Ala Gly 


Thr 


Pro 


Asp 


Val Ala 


Val 


Pro 


Thr 


Leu 


1 








5 






10 








15 




Thr 


Ala 


Leu 


val 


Ala Asp Pro 


Arg 


His 


Glu 


Val Ala 


Ala 


Val 


Leu 


Thr 








20 






25 








30 






Arg 


Pro 


Asp 


Ala 


Ala Val Gly 


Arg 


His 


Arg 


Thr Pro 


Arg 


Pro 


Cys 


Pro 






35 






40 








45 








Val 


Ala 


Lys 


Ala 


Ala Glu Glu 


Leu 


Gly 


He 


Pro Ala 


He 


Lys 


Ala 


Thr 




50 






55 








60 










Ser 


Val 


Lys 


Ser 


Gly Glu Gly 


His 


Asp 


Ala 


Val Thr 


Ser 


Leu 


Asp 


Val 


65 








70 








75 








80 


Asp 


Val 


Ala 


Val 


Val Val Ala 


Tyr 


Gly 


Gly 


Leu He 


Pro 


Ala 


Asp 


Leu 










85 






90 








95 




Leu 


Ala 


Val 


Pro 


Arg His Gly 


Trp 


He 


Asn 


Leu His 


Phe 


Ser 


Leu 


Leu 








100 






105 








110 






Pro 


Arg 


Trp 


Arg 


Gly Ala Ala 


Pro 


He 


Gin 


Arg Ala 


He 


Met 


Ala 


Gly 






115 






120 








125 








Asp 


Glu 


Glu 


Thr 


Gly Ala Cys 


Val 


Phe 


Gin 


Leu Val 


Glu 


Ser 


Leu 


Asp 




130 






135 








140 










Ala 


Gly 


Pro 






















145 



























<210> 897 
<211> 384 
<212> DNA 
<213> Homo sapiens 

<400> 897 

gagctcgagg ctggcaagcc ggaagtgccg ctgttcccga cgcccgacgg catgtcgctc 
60 

gacgactacc tcgtccagct gtcgaaggaa gggctcgaga cccgtctcgc gcagctgtat 
120 

ccggtcgaag cccgacgcga cgcgcagcgc gacacctact acaagcgcct cgaattcgag 
180 

tgcgggacca tcacgaagat gggctttccc ggctacttcc tgatcgtcgc ggacttcatc 
240 

aactgggcaa agaacaacgg cgtgccggtc ggcccgggcc gcggctcggg cgccggttcg 
300 

ctggtcgcgt atgcgctcgg cattaccgat ctcgaagtac tgcgctacga cctgctgttc 
360 
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gagcgcttcc tgaacccgga acgc 
384 

<210> 898 
<211> 128 
<212> PRT 
<213> Homo sapiens 

<400> 898 

Glu Leu Glu Ala Gly Lys Pro Glu Val Pro Leu Phe Pro Thr Pro Asp 

15 10 15 

Gly Met Ser Leu Asp Asp Tyr Leu Val Gin Leu Ser Lys Glu Gly Leu 

20 25 30 

Glu Thr Arg Leu Ala Gin Leu Tyr Pro Val Glu Ala Arg Arg Asp Ala 

35 40 45 

Gin Arg Asp Thr Tyr Tyr Lys Arg Leu Glu Phe Glu Cys Gly Thr lie 

50 55 60 

Thr Lys Met Gly Phe Pro Gly Tyr Phe Leu lie Val Ala Asp Phe He 
S5 70 75 80 

Asn Trp Ala Lys Asn Asn Gly Val Pro Val Gly Pro Gly Arg Gly Ser 

85 90 95 

Gly Ala Gly Ser Leu Val Ala Tyr Ala Leu Gly He Thr Asp Leu Glu 

100 105 110 

Val Leu Arg Tyr Asp Leu Leu Phe Glu Arg Phe Leu Asn Pro Glu Arg 
115 120 125 

<210> 899 

<211> 6171 

<212> DNA 

<213> Homo sapiens 

<400> 899 

ttctccaagg ccttaaatct cagatacttg aatgcatctg caaatagtct ggagtcttta 
60 

ccatccgcct gcactggaga ggagagtttg agtatgctgc agctgcttta tctgaccaac 
120 

aatctcctga cggatcagtg catacctgtc ctggtagggc acctgcacct gcgaatcttg 
180 

caccttgcaa acaatcagtt acagaccttt cctgcaagca aactaaacaa attggagcaa 
240 

ttggaggaac tgaacctaag tggcaacaag cttaaaacca ttcccacaac catagcaaac 
300 

tgtaaaaggc tgcacaccct tgttgcacac tccaacaaca tcagcatttt cccagaaata 
360 

ctgcagttgc ctcagatcca gtttgtagac ctaagttgca acgacttgac agaaatcctg 
420 

attccagagg ctttgcctgc tacattacaa gaccttgacc tgactggaaa tacaaatctg 
480 

gttctggaac acaagacact ggacatattt agccatatca caaccctgaa aattgatcag 

540 

aaacctttgc caaccacaga ttctacagtt acgtcaacct tctggagcca tggactggct 
600 

gagatggcag ggcagagaaa taagctgtgt gcctcagcac ttgctatgga tagctttgca 
660 
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gagggggtgg gagctgtgta tggcatgttt gatggagacc gaaatgagga gctcccgcgc 

720 

ctgctgcagt gtacgatggc agatgtgctt ttagaagagg tacagcagtc aactaatgac 

780 

acagttttca tggctaacac cttcttggta tctcacagga aattaggaat ggctggccag 
840 

aagttgggct cctccgctct cctgtgctac atccgccctg acactgccga tccagcaagt 
900 

agctttagct tgactgtagc caatgttggc acgtgccaag cagtcctgtg ccgaggtggg 
960 

aagccagtgc ccctctctaa agtcttcagc ctggagcagg acccagagga ggctcaaagg 

1020 

gtgaaggacc aaaaagccat catcacagag gacaacaaag tgaatggggt aacctgctgt 
1060 

acccggatgc tgggctgtac atacctctac ccttggatcc tccccaagcc ccacatatct 
1140 

tccactccgc tgaccattca agatgagttg ctgattctgg gaaacaaagc attgtgggaa 
1200 

cacttgtcct acacagaagc tgtcaatgct gtacgtcacg tacaagaccc attagcagct 

1260 

gctaagaagc tgtgcacatt agcgcagagc tatggctgtc aggacagtgt aggggcgatg 
1320 

gtagtttatt tgaacattgg tgaggaaggc tgcacttgtg aaatgaatgg gctcaccctc 
1380 

ccaggtcctg tgggatttgc ttcaaccacc actatcaagg atgcccctaa gccagccact 
1440 

ccatcctcta gcagtgggat tgcctctgag ttcagcagtg agatgtccac ctcagaggtg 

1500 

agcagtgaag tggggtccac tgcttctgat gagcataatg ctgggggcct ggacactgcc 

1560 

ttgcctccga ggccagagcg gcgctgcagc ctccacccaa cacccacctc tgggctgttt 
1620 

cagcgccagc cttcttctgc taccttctcc agtaaccagt ctgacaacgg cctggacagt 
1680 

gatgatgacc agcccgttga gggggtcata accaatggca gcaaggtaga ggtggaagta 
1740 

gacatccact gctgcagggg gagggatctg gagaactcac cccctctcat agagagttct 
1800 

cctaccctgt gttctgagga acatgctaga gggtcgtgtt ttgggatccg aagacagaac 
1860 

agtgtgaata gtggcatgct cctgccaatg agcaaggaca ggatggagtt acagaagtct 
1920 

ccctccacct cctgcctcta tgggaagaaa ctctccaatg gctctattgt gcccctagag 
1980 

gacagcctga acctcattga agtggccaca gaagtgccca agaggaaaac tggctatttt 
2040 

gctgccccca ctcagatgga accagaggac cagtttgttg tgcctcatga cctggaagaa 
2100 

gaagtgaagg aacaaatgaa acagcaccag gacagccggc tcgagcctga gccccatgaa 
2160 

gaggatcgga ccgagccccc ggaggagttc gacacagcac tatgactgcc ccactgggca 

2220 

cagtgtggga ggaggctgtg cagggttggg gtagggactt gctagaggca ttctgcctcc 
2280 
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acatttcttt ttgtttgttc gttttttttt tgtttgtttg ttttgagacg gagtcttgct 
2340 

cagtcgctca ggctggagtg caatggtggg gtctcgggtc actgcagcct ctgtccctgq 
2400 

gttcaagcca ttctcctgtc tcagcctccc gagtagctgg gattacaggc acctgccatt 
2460 

atgcccggct aagttttatt ttttttttta gagacggggt ttcaccatgt tggccaggct 
2520 

ggtgttgaac tcttgacctc aggtgatcca ccctcctctg cctcccaaag tgctgtgatt 
2580 

acaggcctca gccaccatgc ccagccctgc gtctacattt ctaaaccata gctQtqtqciq 
2640 

^ttgaactcg gagccaaaaa gtgtgagagc catcaggggc tggctctgga taaactggta 
2760^*^^^" S^^ttaagtt tcacatttaa cctgcattgg aattcccagg ggtactggga 

agaaagcagc tgttctgtat cagtcctacc acctgccatt aaccctttct ctcctagqat 
2820 

cattttgaga atttgcctgc ctgggcagga aagggactat ttctgtggag gaaaaaagtg 
2880 =' 3 3 3 

aagattgatt ctctttacta gttgctgctg atggatctct gtgacagaga aatcacctta 
2940 

tctcagacta atggggtgtg atgtgactag tcacatggct tttcattctt ctctacgaga 
3000 

atacagccta tcaaaatgat gtctgttgga aatgtagaac caatcaaaca gataatttat 
3060 

gtatgtaatg taatgagagc acttttcatt gactgtgaac tttttatttt tgaatctgca 

3120 

ctcgagccaa tcttcttaga ggcagcccgg caccttcatc cataggcaga gagagaacto 
3180 

ggtgttggag acttattcga gggtatagga agggccctgt gaagttgatt taacttttqq 
3240 

atgtcagact gtgaaagctc ctgagaaact tggggtaata ggatcttctt ttggggatga 
3300 

aaatggggaa ggcgtgagga cctagactac ttctccctag atcagaaaaa gagaattacc 
3360 

ccttgacaaa tatgatacct gctaggtatt tcccagggaa atttagggat tggcctcttt 
3420 

ccctagcatg tggaggaatt ggcagacagc ttcctaaggg cggggagcgg gggcccaagg 
3480 

3540^^^^^^ ^^^catccac gtgaccttaa gttatggcag atgactctga aacggactga 

ggccaatgag aacagatgga tggagcactc aggttagact tgttccttct cctatgctqq 
3600 ^ 

aggagaggga tggttctcta gaatgttgga ggtgagttga gagctcgcct cttgaatgtt 
3660 

gaacagtgta ctcttctgaa aactgcatat tcactttatg tggtttcaga atactgggct 
3720 

caatactaac ataagaaaga cacttcattg agaaattctt aagcttacag aaaacctata 
3780 

ctctttgcac attccacata accctagcaa aatgcagttt cttcatactt ctgtcacttt 
3840 

ctccattgga agatttgctt aggaaaatta attcctactt attcccacaa aatgttqqca 
3900 . 
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ttgcttgatt ttacccaatg gggaatgtgc 
3960 

aaataaagta gggccatttt taatctgttt 

4020 

atataaatat attttcgtgt gtatttttgg 
4080 

tcagatgacc tgtccataat aattatgtgt 
4140 

tgcacgtgtc attgggatac actcttgggg 

4200 

ttcaacccct cgagaatctg aacttgagtc 
4260 

gagaatttta gaactcaggt ctttgatttg 
4320 

ttaggtgctg ttagaaagat gggaacaaga 
4380 

acttttttta atgaagaaaa aatgaaaatg 

4440 

aaaacatctt acttagatgg cagaaccttc 
4500 

aagttatttt gggaatacac cactttaata 
4560 

tgaacccttc ttgtctgcta ttcgtttccc 
4620 

agttctgaaa tgaccttacc aaaagtaaat 
4680 

aattccaaat gttgttctgt gtggtagaat 

4740 

aaatctttgt tataggcgat accaaaactg 
4800 

atgtccttct gcagttgctc tgtattaaaa 
4860 

aaatataata caaaaccctt tgacctatga 
4920 

aggctgtcag tgaaagcccg tatctgtctc 
4980 

tacccagagg atgtattccc caggtgggca 
5040 

attctggcct ctgcatattc tcaggtctct 
5100 

aagataattt ctgagagaag aacactgctg 
5160 

aaaagaaaaa cacatgtgtc ttggcagcca 

5220 

gatacttgaa tatttgaatg ttggtatgac 
5280 

cattgaatta ccactcctga tacagggctt 
5340 

atacattggt gagttcattt actggtgcac 
5400 

gctgggtgct attacagttg cttgtagtga 
5460 

ggtgcggcag atctactgaa tatcaaatga 
5520 



tttgaatttt tggaacactt ttacaattaa 
catcagaaac tatgttaaag agagggttaa 
gaagattttt gttcaaagca atagtcaaaa 
cttcatcttc tcagaggccc catgctcata 
gatttggtac actctaatgg atgtctaatg 
cccagattgt caaactactg gtcagctatt 
aagtagggaa catagtggct cacacagagt 
gtgttttgcc accttatttt tatatgggaa 
aaataacagg atgatagtga tgagtgatgt 
gggttgtaga atagtgatgt ctaaaaatta 
gtatagtctt ataaaaatta ttcattatgg 
aacctactta ttggaaccac ctcaaaaccc 
gtatttattt tttagtcagc agaactctgt 
ttcttttcag gaaccattag gttgtattga 
attattcttt tttgcagtct gctttaattc 
cagggtaaaa aggccatagc ccattatgaa 
ggtaacttac agacattgtg ttttctaaac 
caggtgaatg taatttactt ccgagtactt 
gagtacagtt gatctctagc acagacagag 
gtgtgtacct cccattgagt agagaagctt 
attgtgggag cagtttagga gtccatggaa 
tggtgtattt ttgtccaaat ggattggaag 
acaaagctgc agtgcactat agagtcaagt 
tattgtacta ctgtgaagtg tatgtgtgca 
ggaagagcca gcaggagcag cgtggtcatt 
gtgccgtttt ccaggagatg gagccagttg 
tgctcttctt cccatgtaga ccttcagcaa 
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aagccggtac ttggaagcca caggctcacc ttctctatct atccaataat tattaatgaa 
5580 

gagacctcca taagggagca gctggctgtt atcgataaat gtaccaatta ttaaataatt 
5640 

agtctccaag ccattcagtg atgtcttcag catcactata ggactgtcta gtgtcacttt 
5700 

ttacttcctt ctgggtggag gctttccgac tcccaaitcat gaaggcaagt taatctttcc 
5760 

agttagtgac ttttgcccca tagttggggt aagcacttcc tagattgaga aaaagcagct 
5820 

acagtcaatc ctgctctgtt tgcctcattt ggtgatcagt cagtcacaca taagttcctt 
5680 

gtattctaaa tttcatgcac ttctcccaga tgctataggg ttttccctca ctgttgccaa 
5940 

tggatgtcat.ccagacagtg ggctcatatc ttacggtttt gtgcaatcat tgtcgtattg 
6000 

tagtcttaag actcattata gtgtattttt gatatttttg aaatgtgtta aattttttaa 
6060 

ttcagtaata tgagccagag catgttgcag caaatctatt gtttgtaaaa ataacaataa 
6120 

caataataaa taaaataaag tggaatcttt ttcatggctt tgttttaaaa a 
6171 



<2X0> 900 
<211> 734 
<212> PRT 
<213> Homo sapiens 



<400> 900 

Phe Ser Lys Ala Leu Asn Leu Arg Tyr Leu Asn Ala Ser Ala Asn Sex 

15 10 15 

Leu Glu Ser Leu Pro Ser Ala Cys Thr Gly Glu Glu Ser Leu Ser Met 

20 25 30 

Leu Gin Leu Leu Tyr Leu Thr Asn Asn Leu Leu Thr Asp Gin Cys lie 

35 40 45 

Pro Val Leu Val Gly His Leu His Leu Arg He Leu His Leu Ala Asn 

50 55 60 

Asn Gin Leu Gin Thr Phe Pro Ala Ser Lys Leu Asn Lys Leu Glu Gin 
€5 70 75 80 

Leu Glu Glu Leu Asn Leu Ser Gly Asn Lys Leu Lys Thr He Pro Thr 

85 90 95 

Thr He Ala Asn Cys Lys Arg Leu His Thr Leu Val Ala His Ser Asn 

100 105 110 

Asn He Ser He Phe Pro Glu He Leu Gin Leu Pro Gin He Gin Phe 

115 120 125 

Val Asp Leu Ser Cys Asn Asp Leu Thr Glu I.^e Leu He Pro Glu Ala 

130 135 140 

Leu Pro Ala Thr Leu Gin Asp Leu Asp Leu Thr Gly Asn Thr Asn Leu 
145 150 155 160 

Val Leu Glu His Lys Thr Leu Asp He Phe Ser His He Thr Thr Leu 

165 170 175 

Lys He Asp Gin Lys Pro Leu Pro Thr Thr Asp Ser Thr Val Thr Ser 

180 185 190 

Thr Phe Trp Ser His Gly Leu Ala Glu Met Ala Gly Gin Arg Asn Lys 
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195 






Leu 


Cys 


Val 


Ser 


Ala 




210 








Ala 


Val 


Tyr 


Gly Met 


225 










Leu 


Leu 


Gin 


Cys 


Thr 










245 


Ser 


Thr 


Asn 


Asp 


Thr 








260 




Arg 


Lys 


Leu 


Gly Met 






275 






Cys 


Tyr 


He 


Arg 


Pro 




290 








Thr 


Val 


Ala 


Asn 


Val 


305 










Lvs 


Pro 


Val 


Pro 


Leu 










325 


Glu 


Ala 


Gin 


Arg 


Val 








340 




Lys 


Val 


Asn 


Gly Val 






355 






Leu 


Tyr 


Pro 


Trp 


He 




370 








Thr 


lie 


Gin 


Asp Glu 


385 










His 


Leu 


Ser 


Tyr 


Thr 










405 


Pro 


Leu 


Ala 


Ala 


Ala 








420 




Cys 


Gin 


Asp 


Ser 


Val 






435 






Glu 


Gly 


Cys 


Thr 


Cys 




450 








Gly 


Phe 


Ala 


Ser 


Thr 


465 










Pro 


Ser 


Ser 


Ser 


Ser 










485 


Thr 


Ser 


Glu 


Val 


Ser 








500 




Asn 


Ala 


Gly 


Gly Leu 






515 






Cys 


Ser 


Leu 


His 


Pro 




530 








Ser 


Ser 


Ala 


Thr 


Phe 


545 










Asp 


Asp 


Asp 


Gin 


Pro 










565 


Glu 


Val 


Glu 


Val 


Asp 








580 




Ser 


Pro 


Pro 


Leu 


He 






595 






Ala 


Arg 


Gly 


Ser 


Cys 




610 








Gly 


Met 


Leu 


Leu 


Pro 



200 



Leu 


Ala 


Met 


Asp 


Ser 


Phe 




215 










Phe Asp Gly 


Asp 


Arg 


Asn 


230 










235 


Met 


Ala Asp 


Val 


Leu 


Leu 










250 




Val 


Phe 


Met 


Ala 


Asn 


Thr 








265 






Ala Gly Gin 


Lys 


Leu 


Gly 






280 








Asp 


Thr 


Ala 


Asp 


Pro 


Ala 




295 










Gly 


Thr 


Cys 


Gin 


Ala 


Val 


310 










315 


Ser 


Lys 


Val 


Phe 


Ser 


Leu 










330 




Lys 


Asp 


Gin 


Lys 


Ala 


He 








345 






Thr 


Cys 


Cys 


Thr 


Arg 


Met 






360 








Leu 


Pro 


Lys 


Pro 


His 


He 




375 










Leu 


Leu 


He 


Leu 


Gly 


Asn 


390 










395 


Glu 


Ala 


Val 


Asn 


Ala 


Val 










410 




Lys 


Lys 


Leu 


Cys 


Thr 


Leu 








425 






Gly Ala 


Met 


val 


Val 


Tyr 






440 








Glu 


Met 


Asn 


Gly 


Leu 


Thr 




455 










Thr 


Thr 


He 


Lys 


Asp 


Ala 


470 










475 


Gly 


He 


Ala 


Ser 


Glu 


Phe 










490 




Ser 


Glu 


Val 


Gly 


Ser 


Thr 








505 






Asp 


Thr 


Ala 


Leu 


Leu 


Pro 






520 








Thr 


Pro 


Thr 


Ser 


Gly 


Leu 




535 










Ser 


Ser 


Asn 


Gin 


Ser 


Asp 


550 










555 


Val 


Glu Gly 


Val 


He 


Thr 










570 




He 


His 


Cys 


Cys 


Arg 


Gly 








585 






Glu 


Ser 


Ser 


Pro 


Thr 


Leu 






600 








Phe Gly 


He 


Arg 


Arg 


Gin 




615 










Met 


Ser 


Lys 


Asp 


Arg 


Met 



205 

Ala Glu Gly Val Gly 
220 

Glu Glu Leu Pro Arg 
240 

Glu Glu Val Gin Gin 
255 

Phe Leu Val Ser His 
270 

Ser Ser Ala Leu Leu 
285 

Ser Ser Phe Ser Leu 
300 

Leu Cys Arg Gly Gly 
320 

Glu Gin Asp Pro Glu 

335 

He Thr Glu Asp Asn 
350 

Leu Gly Cys Thr Tyr 
365 

Ser Ser Thr Pro Leu 
380 

Lys Ala Leu Trp Glu 
400 

Arg His Val Gin Asp 
415 

Ala Gin Ser Tyr Gly 
430 

Leu Asn He Gly Glu 
445 

Leu Pro Gly Pro Val 
460 

Pro Lys Pro Ala Thr 
480 

Ser Ser Glu Met Ser 
495 

Ala Ser Asp Glu His 
510 

Arg Pro Glu Arg Arg 
525 

Phe Gin Arg Gin Pro 

540 

Asn Gly Leu Asp Ser 
560 

Asn Gly Ser Lys Val 
575 

Arg Asp Leu Glu Asn 
590 

Cys Ser Glu Glu His 
605 

Asn Ser Val Asn Ser 
620 

Glu Leu Gin Lys Ser 
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625 






630 


635 








640 


Pro Ser Thr 


Ser 


Cys 


Leu Tyr Gly Lys Lys Leu Ser 


Asn 


Gly Ser 


He 






645 




650 






655 




val Pro Leu 


Glu Asp 


Ser Leu 


Asn Leu lie Glu Val 


Ala 


Thr 


Glu 


Val 




660 






665 




670 






Pro Lys Arg 


Lys 


Thr 


Gly Tyr 


Phe Ala Ala Pro Thr 


Gin 


Met 


Glu 


Pro 


675 








680 


685 








Glu Asp Gin 


Phe 


Val 


Val Pro 


His Asp Leu Glu Glu 


Glu 


Val 


Lys 


Glu 


690 






695 


700 








Gin Met Lys 


Gin 


His 


Gin Asp 


Ser Arg Leu Glu Pro 


Glu 


Pro 


His 


Glu 


705 






710 


715 








720 


Glu Asp Arg 


Thr 


Glu 


Pro Pro 


Glu Glu Phe Asp Thr Ala Leu 










725 




730 











<210> 901 
<211> 309 
<212> DNA 
<213> Homo sapiens 

<400> 901 

tcatgatcca cctgcctcgg cctcccaaag tgctgggatt acatacagat ggcaaactcc 
60 

atttcctttt tctcttaatg caacaaggtc atcccaagat caggcttcct tcagtttctg 
120 

tggtaagtag tgatggacac ttacggagtt ttcagagact tatgcattgg gtaacaaggc 
180 

actgcaagag accccagata gcacagcatc atctcacatt tacaccacat cacatcaaca 

240 

tcgatgctag gaggtctaaa gctgatgcca ccttcagagc tgcaagtatc caaaagactc 
300 

cactcatga 
309 

<210> 902 
<211> 102 
<212> PRT 
<213> Homo sapiens 

<400> 902 



Met He 


His 


Leu 


Pro 


Arg 


Pro 


Pro 


Lys 


Val 


Leu Gly Leu His 


Thr 


Asp 


1 






5 










10 




15 


Gly Lys 


Leu 


His 


Phe 


Leu 


Phe 


Leu 


Leu 


Met 


Gin Gin Gly His 


Pro 


Lys 






20 










25 




30 




He Arg 


Leu 


Pro 


Ser 


Val 


Ser 


Val 


Val 


Ser 


Ser Asp Gly His 


Leu 


Trp 




35 










40 






45 




Ser Phe 


Gin 


Arg 


Leu 


Met 


His 


Trp 


Val 


Thr 


Arg His Cys Lys 


Arg 


Pro 


50 










55 








60 






Gin He 


Ala 


Gin 


His 


His 


Leu 


Thr 


Phe 


Thr 


Pro His His He 


Asn 


He 


65 








70 










75 




80 


Asp Ala 


Arg 


Arg Ser 


Lys 


Ala Asp 


Ala 


Thr 


Phe Arg Ala Ala Ser 


He 








85 










90 




95 




Gin Lys 


Thr 


Pro 
100 


Leu 


Met 
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<210> 903 
<211> 349 
<212> DNA 

<213> Homo sapiens 
<400> 903 

agatcttagt gaaaactgga agcaggaaga ataagttagt catggaagcc actttggctc 
60 

taagggcttt gatggcctca tgggttgaca ggaacagaag acaaagacta gggcccaccc 

120 

aaggtgtgaa gtctaatagg aaaccttttc tccataaggc tacaatgggt ctaccaaaaa 

180 

taaaaccatg ccaccccagg gactgcagcc caattttata tcaccatgag gtccaaaaaa 
240 

ttccaagctg tgaatttagt ttcaaatggc cttggtctcc agtatcccta gccatgtggc 
300 

aaaaacaaac aattctcttt ggaggataca tctttatctt aagacttgn 
349 

<210> 904 
<211> 102 
<212> PRT 

<213> Homo sapiens 

<400> 904 



Met 


Glu 


Ala 


Thr 


Leu 


Ala 


Leu 


Arg 


Ala 


Leu 


Met Ala 


Ser 


Trp 


Val 


Asp 


1 








5 










10 








15 




Arg Asn 


Arg 


Arg 


Gin 


Arg 


Leu 


Gly 


Pro Thr Gin Gly Val 


Lys 


Ser 


Asn 








20 










25 








30 






Arg 


Lys 


Pro 


Phe 


Leu 


His 


Lys 


Ala 


Thr 


Met 


Gly Leu 


Pro 


Lys 


He 


Lys 


35 










40 








45 








Pro 


Cys 
50 


His 


Pro 


Arg 


Asp 


Cys 
55 


Ser 


Pro 


He 


Leu Tyr 
60 


His 


His 


Glu 


Val 


Gin 


Lys 


lie 


Pro 


Ser 


Cys 


Glu 


Phe 


Ser 


Phe 


Lys Trp 


Pro 


Trp 


Ser 


Pro 


65 








70 










75 








80 


Val 


Ser 


Leu 


Ala 


Met 


Trp 


Gin 


Lys 


Gin 


Thr 


He Leu 


Phe Gly Gly Tyr 










85 










90 








95 




He 


Phe 


He 


Leu 
100 


Arg 


Leu 





















<210> 905 
<211> 377 
<212> DNA 

<213> Homo sapiens 
<400> 905 

nntccggaac cggtggtgtg gaccgagcac gattctcacc tagctcaccc ggatcagcgt 
60 

ctcaacgaag acatcattat cgcgggtgac cgggcagacg cggtgattag cgtatcccag 
120 

gggctctgcg acaggctggc tggacatggc gtgacctcaa cggtggttcc caacatcgtt 
180 

gacgtcgagc tgtttgaccg tcctgatcga cgacatgagg ggacgatcgt cgtcagcgtc. 
240 
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gccaccctca acccgggaaa gggcatgatt gagttagctc aggctgttga gcgtcttccc 
300 

gaggttcagt tgagaatcat cggagatgga ccgcagcggc accaactgga ggccattgcc 
360 

gctgataatc cacgcgt 
377 



<210> 906 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 506 

Xaa Pro Glu Pro Val Val Trp Thr Glu His Asp Ser His Leu Ala His 

^5 10 15 

Pro Asp Gin Arg Leu Asn Glu Asp He He He Ala Gly Asp Arg Ala 

20 25 30 

Asp Ala Val He Ser Val Ser Gin Gly Leu Cys Asp Arg Leu Ala Gly 

35 40 45 

His Gly Val Thr Ser Thr Val Val Pro Asn He Val Asp Val Glu Leu 

50 55 60 

Phe Asp Arg Pro Asp Arg Arg His Glu Gly Thr He Val Val Ser Val 
^5 70 75 80 

Ala Thr Leu Asn Pro Gly Lys Gly Met He Glu Leu Ala Gin Ala Val 

85 90 95 

Glu Arg Leu Pro Glu Val Gin Leu Arg He He Gly Asp Gly Pro Gin 

100 105 110 

Arg His Gin Leu Glu Ala He Ala Ala Asp Asn Pro Arg 
lis 120 125 

<210> 907 
<211> 332 
<212> DNA 
<213> Homo sapiens 

<400> 907 

acgcgtagga tgatgaagtc cgtcactgga tcgttctcgg gtggcaaccg ggaagtcggt 
60 

gaccagttct tcaacggcga ggttcaactg aaccttgtgc cgcagggtac attcgccgag 
120 

cgcattcgtg ccggcgctgc tggtattgca gcattcttca cgcctactgg ctatggtaca 
180 

gccgtgcaga agggtgagct tgttcttaag tatgaaaaga aggacggtaa ggctgtgcca 
240 

gtcatgacgt ccaagccgcg tgaagtgcgc tcgtttgacg gccgtgacta tataatagaa 
300 

gaggttatta aggatgaata ggatatggtg aa 
332 



<210> 908 
<211> 106 
<212> PRT 

<213> Homo sapiens 
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<400> 90S 






















Xtizr ArQ 




Mec 


Met 


Lys 


Ser 


Val Thr 




Cot* T.^u 

OCX. fixe? XiCSU 


Glv 


Glv 


Asn 


1 




e 














15 






Val 


Gly 


Asp 


Gin 


Phe 


Phe Asn 


Gly 


Glu Val Gin 


Leu 


Asn 


Leu 




20 








25 






30 






Val Pro 


Gin 
35 


Gly 


Thr 


Phe 


Ala 


Glu Arg 
40 


He 


Arg Ala Gly 
45 


Ala 


Ala 


Gly 


He Ala 


Ala 


Phe 


Phe 


Thr 


Pro Thr Gly 


Tyr 


Gly Thr Ala 


Val 


Gin 


Lys 


50 










55 






60 








Gly Glu 


Leu 


Val 


Leu 


Lys 


Tyr 


Glu Lys 


Lys 


Asp Gly Lys 


Ala 


Val 


Pro 


65 








70 








75 






80 


Val Met 


Thr 


Ser 


Lys 


Pro Arg 


Glu Val 


Arg 


Ser Phe Asp 


Gly 


Arg 


Asp 








85 








90 






95 




Tyr He 


He 


Glu 
100 


Glu 


Val 


He 


Lys Asp 
105 


Glu 











<210> 909 
<211> 318 
<212> DNA 

<213> Homo sapiens 
<400> 909 

acgcgtcggg catggcagct gtacagatct atcgcgtcag cagggcctac gcacacatga 
60 

tgccgcaggg gcaccgacgc tgtcgccatc aaaagagccg cctcgcgccc gcagcgcctc 
120 

ccagggacgg cgactcacgt ggctcgacac gcgcgcgcga gtcgcgtggg tgtgtcacgc 
180 

cccttttttt cccaccccaa caccgaaccg gcgggccatg gctgaggatt cgcaccccat 
240 

tcgctccggc ttgcgcatgc tcaagcgctc ctggagctcg aatgagaatg taccgccgcc 
300 

acaaagctcg ccgccggc 
318 

<210> 910 
<211> 102 
<212> PRT 

<213> Homo sapiens 



<400> 910 



Met 


Ala 


Ala 


Val 


Gin 


He 


Tyr 


Arg 


Val 


Ser Arg 


Ala 


Tyr 


Ala His Met 


1 








5 










10 






15 


Met 


Pro 


Gin 


Gly 
20 


His 


Arg 


Arg 


Cys 


Arg 
25 


His Gin 


Lys 


Ser 


Arg Leu Ala 
30 


Pro 


Ala 


Ala 


Pro 


Pro 


Arg 


Asp 


Gly 


Asp 


Ser Arg Gly 


Ser 


Thr Arg Ala 






35 










40 








45 




Arg Glu 


Ser 


Arg 


Gly 


Cys 


Val 


Thr 


Pro 


Leu Phe 


Phe 


Pro 


Pro Gin His 




50 










55 








60 






Arg 


Thr 


Gly 


Gly 


Pro 


Trp 


Leu 


Arg 


He 


Arg Thr 


Pro 


Phe 


Ala Pro Ala 


65 










70 








75 






80 


Cys 


Ala 


Cys 


Ser 


Ser 


Ala 


Pro 


Gly 


Ala 


Arg Met 


Arg 


Met 


Tyr Arg Arg 






85 










90 






95 


His 


Lys 


Ala 


Arg 


Arg 


Arg 
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100 

<210> 911 
c211> 506 
<212> DNA 

<213> Homo sapiens 
<400> 911 

acgcgtgtgc agcactctcc acaagctggc cccaatcact tttgcatcaa attggtacag 
12o"^^^^^ ®5Sr^*^racct tgggggaacc ctgttttagg gatgagctga acttaccggg 

aggctgcatg cgaggttggt gtgaaatgca tatctggctt tgtagctggt cggctcacct 
180 

ctggggttgg cacaggggcg ggggttctgc catggctaga atgcgctaag gggtggaaac 
240 

300^^^^^^^ 999^cc9gga accacagagc agcctggcct ttgaaggaga ccctgtggca 

ccccctgccc acccccaagt ccagccattt cacttccctg gagatggtgc aaagcaagaa 
360 

aaaaaaaaaa atccagtgtt ctcaggtcag ccttccacca gccaggattc atcgtctgat 
420 

ctgtttgggg agagagcatg gagtggtgga gatgggttgg gccccagtgt tttctgatta 
480 

actcgcagtt cacctgaaac attttg 
506 

<210> 912 
<211> 129 
<212> PRT 

<213> Homo sapiens 
<400> 912 

Met Phe Gin Val Asn Cys Glu Leu lie Arg Lys His Trp Gly Pro Thr 

15 10 15 

His Leu His His Ser Met Leu Ser Pro Gin Thr Asp Gin Thr Met Asn 

20 25 30 

Pro Gly Trp Trp Lys Ala Asp Leu Arg Thr Leu Asp Phe Phe Phe Phe 

35 40 45 

Leu Ala Leu His His Leu Gin Gly Ser Glu Met Ala Gly Leu Gly Gly 

50 55 60 

Gly Gin Gly Val Pro Gin Gly Leu Leu Gin Arg Pro Gly Cys Ser Val 
^5 70 75 80 

Val Pro Gly Pro Ser Arg Leu Arg Phe His Pro Leu Ala His Ser Ser 

85 90 . 95 

His Gly Arg Thr Pro Ala Pro Va? Pro Thr Pro Glu Val Ser Arg Pro 

100 105 110 

Ala Thr Lys Pro Asp Met His Phe Thr Pro Thr Ser His Ala Ala Ser 
115 120 125 

Arg 



<210> 913 
<211> 339 
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<212> DNA 

<213> Homo sapiens 



<400> 913 

cgcttcatgg cgtggttcag gcgtacggtt 
60 

tttttcgttc gcgagaacgg taaaaccctc 
120 

ctgggcgcca cggacctgct tttcgccctc 
180 

aacgaggggt accttatcct taccgctaac 
240 

tatttcctta ttggaagcct gttggaacgt 
300 

attttgggct ttatcgccct caagctcatt 
339 



ccggctactg gtgactaccg tggcacgaaa 
gcaacctcga tgttcatggt ttgtgtcgcc 
gactcgattc cggcgtccta tggtttcacc 
gtctttgctc tcatgggctt gcgtcagttg 
ctggtgtact tgtcgctggg actggtcgtg 
ggccacgcg 



<210> 914 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 914 

Arg Phe Met Ala Trp Phe Arg Arg Thr Val Pro Ala Thr Gly Asp Tyr 

1 5 . 10 15 

Arg Gly Thr Lys Phe Phe Val Arg Glu Asn Gly Lys Thr Leu Ala Thr 

20 25 30 

Ser Met Phe Met Val Cys Val Ala Leu Gly Ala Thr Asp Leu Leu Phe 

35 40 45 

Ala Leu Asp Ser lie Pro Ala Ser Tyr Gly Phe Thr Asn Glu Gly Tyr 

50 55 60 

Leu lie Leu Thr Ala Asn Val Phe Ala Leu Met Gly Leu Arg Gin Leu 
65 70 75 80 

Tyr Phe Leu lie Gly Ser Leu Leu Glu Arg Leu Val Tyr Leu Ser Leu 

85 90 95 

Gly Leu Val Val lie Leu Gly Phe lie Ala Leu Lys Leu lie Gly His 
100 105 110 

Ala 



<210> 915 
<211> 663 
<212> DNA 

<213> Homo sapiens 
<400> 915 

nnggtacctg tcaatcagta tgtaaacctc actttatgtc gtggttatcc acttcctgat 
60 

gacagtgaag atcctgttgt ggacattgtt gctgctaccc ctgtcatcaa tggacagtca 
120 

ttaaccaagg gagagacttg catgaatcct caggatttta agccaggagc aatggttctg 
180 

gagcagaatg gaaaatcggg acacactttg actggtgatg gtctcaatgg accatcagat 
240 
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gcaagtgagc agagagtatc catggcatcg tcaggcagct cccagcctga actagtgact 
300 

atccctttga ttaagggccc taaagggttt gggtttgcaa ttgctgacag ccctactgga 
360 

cagaaggtga aaatgatact ggatagtcag tggtgtcaag gccttcagaa aggagatata 
420 

attaaggaaa tataccatca aaatgtgcag aatttaacac atctccaagt ggtagaggtg 
480 

ctaaagcagt ttccagtagg tgctgatgta ccattgctta tcttaagagg aggtccccct 
540 

tcaccaacca aaagtgccaa aatgaaaaca gataaaaagg aaaatgcagg aagtttggag 
600 

gccataaatg agcctattcc tcagcctatg ccttttccac cgagcattat caggtcagga 

660 

tec 

663 



<210> 916 
<211> 221 
<212> PRT 

<213> Homo sapiens 



<400> 916 

Xaa Val Pro Val Asn Gin Tyr Val Asn Leu Thr Leu Cys Arg Gly Tyr 

^ 5 10 15 

Pro Leu Pro Asp Asp Ser Glu Asp Pro Val Val Asp lie Val Ala Ala 

20 25 30 

Thr Pro Val lie Asn Gly Gin Ser Leu Thr Lys Gly Glu Thr Cys Met 

35 40 45 

Asn Pro Gin Asp Phe Lys Pro Gly Ala Met Val Leu Glu Gin Asn Gly 

50 55 60 

Lys Ser Gly His Thr Leu Thr Gly Asp Gly Leu Asn Gly Pro Ser Asp 
^5 70 75 80 

Ala Ser Glu Gin Arg Val Ser Met Ala Ser Ser Gly ser Ser Gin Pro 

85 90 95 

Glu Leu Val Thr lie Pro Leu He Lys Gly Pro Lys Gly Phe Gly Phe 

100 105 
Ala He Ala Asp Ser Pro Thr Gly Gin Lys Val Lys Met He Leu Asp 

115 120 125 

Ser Gin Trp Cys Gin Gly Leu Gin Lys Gly Asp He He Lys Glu He 

130 135 140 

Tyr His Gin Asn Val Gin Asn Leu Thr His Leu Gin Val Val Glu Val 
145 150 155 160 

Leu Lys Gin Phe Pro Val Gly Ala Asp Val Pro Leu Leu He Leu Arg 

165 170 175 

Gly Gly Pro Pro Ser Pro Thr Lys Ser Ala Lys Met Lys Thr Asp Lys 

180 185 190 

Lys Glu Asn Ala Gly Ser Leu Glu Ala He Asn Glu Pro He Pro Gin 

195 200 205 

Pro Met Pro Phe Pro Pro Ser He He Arg Ser Gly Ser 
210 215 220 

<210> 917 
<211> 615 
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<212> DNA 

<213> Homo sapiens 
<400> 917 

atcgtggacc agaagttccc tgagcgtggc ttctacggcc tttacgacaa gatcctgctt 
60 

ttcaaacatg accccacgtc ggccaacctc ctgcagctgg tgcgctcgtc cggagacatc 
120 

caggagggcg acctggtgga ggtggtgctg tcggcctcgg ccaccttcga ggacttccag 
180 

atccgcccgc acgccctcac ggtgcactcc tatcgggcgc ctgccttctg tgatcactgc 
240 

ggggagatgc tcttcggcct agtgcgccag ggcctcaagt gcgatggctg cgggctgaac 

300 

taccacaagc gctgtgcctt cagcatcccc aacaactgta gtggggcccg caaacggcgc 
360 

ctgtcatGca cgtctctggc cagtggccac tcggtgcgcc tcggcacctc . cgagtccctg 
420 

ccctgcacgg ct:gaagagga gccgtagcac caccgaactc ctgcctcgcc gtccccgtca 
480 

tcctcttcct cctcttctgc ctcatcgtat acgggccgcc ccattgagct ggacaagatg 
540 

ctgctctcca aggtcaaggt gccgcacacc ttcctcatcc acagctatac acggcccacc 
600 

gtttgccagg cttgc 
615 

<210> 918 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 918 



lie Val 


Asp 


Gin 


Lys 


Phe 


Pro 


Glu 


Cys 


Gly 


Phe 


Tyr 


Gly 


Leu 


Tyr 


Asp 


1 






5 










10 










15 




Lys lie 


Leu 


Leu 
20 


Phe 


Lys 


His 


Asp 


Pro 
25 


Thr 


Ser 


Ala 


Asn 


Leu 
30 


Leu 


Gin 


Leu Val 


Arg 
35 


Ser 


Ser 


Gly 


Asp 


He 
40 


Gin 


Glu 


Gly 


Asp 


Leu 
45 


Val 


Glu 


Val 


Val Leu 


Ser 


Ala 


Ser 


Ala 


Thr 


Phe 


Glu 


Asp 


Phe 


Gin 


He 


Arg 


Pro 


His 


50 










55 










60 










Ala Leu 


Thr 


Val 


His 


Ser 


Tyr 


Arg 


Ala 


Pro 


Ala 


Phe 


Cys 


Asp 


His 


Cys 


65 








70 










75 










80 


Gly Glu 


Met 


Leu 


Phe 
85 


Gly 


Leu 


Val 


Arg 


Gin 
90 


Gly 


Leu 


Lys 


Cys 


Asp 
95 


Gly 


Cys Gly 


Leu 


Asn 
100 


Tyr 


His 


Lys 


Arg 


Cys 
105 


Ala 


Phe 


Ser 


He 


Pro 
110 


Asn 


Asn 


Cys Ser 


Gly 
115 


Ala 


Arg 


Lys 


Arg 


Arg 
120 


Leu 


Ser 


Ser 


Thr 


Ser 
125 


Leu 


Ala 


Ser 


Gly His 


Ser 


Val 


Arg 


Leu 


Gly 


Thr 


Ser 


Glu 


Ser 


Leu 


Pro 


Cys 


Thr 


Ala 



130 135 140 

Glu Glu Glu Pro 
145 
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<210> 919 
<211> 294 
<212> DNA 

<213> Homo sapiens 
<400> 919 

accggtacgc gtccgctggc tgtgctcggc gacaacatca ccaccgacca tctatcgccg 
60 

acaaatgcga tcctgctcga tagcgcagcg ggtgagtacc tcgccaagat gggcccgccg 
120 

gaagaagact tcatttcgaa cgcgacccat cgtggcgatc acctgaccgc acagcgcgcc 
180 

accttcgcca acccgacctt gctcaacgag atggccgtag tcgatggtga agtgaagaaa 
240 

ggctcgcttg cccgcgtgga accggaaggc catgtgacgc gcatgtggga agcc 
294 

<210> 920 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 920 

Thr Gly Met Arg Pro Leu Ala Val Leu Gly Asp Asn He Thr Thr Asp 

15 10 15 

His Leu Ser Pro Thr Asn Ala He Leu Leu Asp Ser Ala Ala Gly Glu 

20 25 30 

Tyr Leu Ala Lys Met Gly Pro Pro Glu Glu Asp Phe He Ser Asn Ala 

35 40 45 

Thr His Arg Gly Asp His Leu Thr Ala Gin Arg Ala Thr Phe Ala Asn 

50 55 60 

Pro Thr Leu Leu Asn Glu Met Ala Val Val Asp Gly Glu Val Lys Lys 
^5 70 75 80 

Gly Ser Leu Ala Arg Val Glu Pro Glu Gly His Val Met Arg Met Trp 
85 90 95 

Glu Ala 



c210> 921 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 921 

acgcgtttgc gcatcgcttt gaccggtctg acgatggctg agtacttccg cgatgttcag 
60 

aaccaggacg tgctgttgtt catcgacaac atcttccggt tctcccaggc tggttctgag 

gtttcaaccc tgctaggtcg tatgccctcg gcggtgggct accagcccaa cttggccgac 
180 

gagatgggcc aattgcagga gcgaatcacc tcgacccgtg gtcactccat cacctcgatg 
240 

caggccgtct acgtccccgc tgacgattac accgacccgg ctccggcgac gaccttcgcc 
300 
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cacctggatg ccaccacgga gctttctcgt gagattgcct ctcgtggcct gtacccggcc 

360 

gtggatccgc tggcgtcg 
378 



<210> 922 

<211> 126 

<212> PRT 

<213> Homo sapiens 



<400> 922 

Thr Arg Leu Arg He Ala Leu Thr 

1 5 
Arg Asp Val Gin Asn Gin Asp Val 
20 

Arg Phe Ser Gin Ala Gly Ser Glu 

35 40 
Pro Ser Ala Val Gly Tyr Gin Pro 

50 55 
Leu Gin Glu Arg He Thr Ser Thr 
65 70 
Gin Ala Val Tyr Val Pro Ala Asp 
85 

Thr Thr Phe Ala His Leu Asp Ala 
100 

Ala Ser Arg Gly Leu Tyr Pro Ala 
115 120 

<210> 923 
<211> 571 
<212> DNA 

<213> Homo sapiens 
<400> 923 

accggtatcg aactgccgca agacacgggc 

60 

ctggacaccg cgctggagca cgtgcgcgga 
120 

caacgcaaga atgtcgaaga agaagacatc 
180 

cccacgctgc tggacgccgc cactggtgcc 
240 

tggcgcgatg caatccaggc gcaatgcgcc 
300 

gccgagcgcg ccaacgacct gcgcgatctg 
360 

gaagcctggc acctcgaatt gccggccggg 
420 

ccttccgcct tgttgcaacc gagtgcccaa 
480 

ggcgctacgt ctcacgtcgc gattttggcc 

540 

ctgggcgccg aagtgctcga cgtgccccaa 
571 



Gly 


Leu 
10 


Thr 


Met 


Ala 


Glu 


Tyr 
15 


Phe 


Leu 


Leu 


Phe 


He 


Asp 


Asn 


He 


Phe 


25 










30 






Val 


Ser 


Thr 


Leu 


Leu 
45 


Gly 


Arg 


Met 


Asn 


Leu 


Ala 


Asp 
60 


Glu 


Met 


Gly 


Gin 


Arg 


Gly 


His 
75 


Ser 


He 


Thr 


Ser 


Met 
80 


Asp 


Tyr 
90 


Thr 


Asp 


Pro 


Ala 


Pro 

95 


Ala 


Thr 


Thr 


Glu 


Leu 


Ser 


Arg 


Glu 


He 


105 










110 






Val 


Asp 


Pro 


Leu 


Ala 


Ser 







125 



aagcatgtcg ccgacgaaca actgcaacgc 
gaaatccgca ttaccctgga gcatgcacgc 
ttcgccgccc accttgcgct attggaagac 
atcgaacacg gcagcgccgc cacccacgcc 
gtgttgctgg ccctgggcaa accgctgttt 
caacagcgag tactgcgtgc gctgttgggg 
ccgattttca ggnnggccat taacttaccc 
aacgccgtgg gtatttgcat ggccgaaggc 
cgaggcaaag gcttgccgtg cgtggtcgcg 

g 
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<210> 924 
<2ll> 190 
<212> PRT 

<213> Homo sapiens 
<400> 924 

Thr Gly He Glu Leu Pro Gin Asp Thr Gly Lys His val Ala Asp Glu 

^ 5 xo IS 

Gin Leu Gin Arg Leu Asp Thr Ala Leu Glu His Val Arg Gly Glu He 

20 2S 30 

Arg He Thr Leu Glu His Ala Arg Gin Arg Lys Asn Val Glu Glu Glu 

35 40 45 

Asp He Phe Ala Ala His Leu Ala Leu Leu Glu Asp Pro Thr Leu Leu 

50 SS 60 

Asp Ala Ala Thr Gly Ala He Glu His Gly Ser Ala Ala Thr His Ala 
" ^0 75 80 

Trp Arg Asp Ala He Gin Ala Gin Cys Ala Val Leu Leu Ala Leu Gly 

85 90 gg 

Lys Pro Leu Phe Ala Glu Arg Ala Asn Asp Leu Arg Asp Leu Gin Gin 

100 los 
Arg Val Leu Arg Ala Leu Leu Gly Glu Ala Trp His Phe Glu Leu Pro 

.115 120 125 

Ala Gly Pro He Phe Arg Xaa Ala He Asn Leu Pro Pro Ser Ala Leu 

"0 135 140 

Leu Gin Leu Ser Ala Gin Asn Ala Val Gly He Cys Met Ala Glu Glv 
"5 150 155 ^g^. 

Gly Ala Thr Ser His Val Ala He Leu Ala Arg Gly Lys Gly Leu Pro 

1*5 170 175 

Cys Val Val Ala Leu Gly Ala Glu Val Leu Asp . Val Pro Gin 
180 185 190 

<210> 925 
<211> 620 
<212> DNA 
<213> Homo sapiens 

<400> 925 

acgcgtgcac tgtgtgtatg catggtaacg tacacgtgtg cactgtgtgt ggtgtgcatg 
ncatggtgtg tgcacgtgtg cnactgtgta tgcatggtaa tgtgcacgtg tgcactgtgt 
gtggtgtgta tgcatggtgt gtgcacgtgt gcactgtgtg tgtgtgtatg catgtgtgtg 
cacgtgtgcc tgtgtgtatg catggtaatg tgcgtgtgca ctgtgtggtg tgtatgcatg 
tgtgtgcacg tgtgcactgt gtatgcatag tgtgtgcacg tgtgcactgt gtgtggatgc 
atggtaatgt gcacgtgtgc actgtgtgtg gtgtgtatga tggtgtgtgc acgtgtgcac 
ggtgtgtggt gtgtatgcat gtgtgtgcac gtgtgcactg tgtggcaggg gtgtttggtg 
tgtgtgcatg tatgcatggt gtgtgcatac gtgtgcagca gcacctggtc ccatctccag 
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tgcccagcag catcacacgc actttggtgc tttataaatg catggtcagt gaggctgcca 
540 

gcaccaagct gtccctttac cacaacacct ggaatagcca cctgtgataa gctatcacat 
600 

aggaaacatt cttaaaattt 
620 

<210> 926 
<211> 89 
<2X2> PRT 

<213> Homo sapiens 
c400> 926 



Thr Arg Ala Leu 


Cys 


Val 


Cys 


Met 


Val 


Thr 


Tyr 


Thr 


Cys 


Ala 


Leu 


Cys 


1 




5 










10 










15 




Val Val 


Cys Met 


Xaa 


Trp 


Cys 


Val 


His 


Val 


Cys 


Xaa 


Cys 


Val 


Cys 


Met 




20 










25 










30 






Val Met 


Cys Thr 


Cys 


Ala 


Leu 


Cys 


Val 


Val 


Cys 


Met 


His 


Gly Val Cys 




35 








40 










45 








Thr Cys 


Ala Leu 


Cys 


Val 


Cys 


Val 


Cys 


Met 


Cys 


val 


His 


Val 


Cys 


Leu 


50 








55 










60 










Cys Val 


Cys Met 


Val 


Met 


Cys 


Val 


Cys 


Thr 


Val 


Trp 


Cys 


val 


Cys 


Met 


65 






70 










75 










80 


Cys Val 


His Val 


Cys 


Thr 


Val 


Tyr 


Ala 

















85 



<210> 927 
<211> 360 
<212> DNA 

<213> Homo sapiens 
<400> 927 

gtgcacactc tggaagccac aggatggagc tcctagagat agtgaggcat gaccagaggg 
60 

aagaggcatt tggggtcctg ttcagatcat tccaacagca aaccgggcat ggagacccca 
120 

tctcaggtct gtgcttctct gggggccacc cagccatcct gcccaccagc tcagaggcag 
180 

ggacaaagcc ctcccaagag gcagcaggca gcaagggtca gccagcgcag tggggacagg 
240 

caggtacaac ctggaaaccc caaaggaccc cagatggcaa tgtgacacgg cccatccacc 
300 

aagcacctgt aatgccggct tcccacagag gcgagccaga tcctggcact attctttaag 
360 

<210> 928 
<211> 111 
<212> PRT 

<213.> Homo sapiens 
<400> 928 

Met Glu Leu Leu Glu lie Val Arg His Asp Gin Arg Glu Glu Ala Phe 

15 10 15 

Gly Val Leu Phe Arg Ser Phe Gin Gin Gin Thr Gly His Gly Asp Pro 
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20 25 30 

lie Ser Gly Leu Cys Phe Ser Gly Gly His Pro Ala He Leu Pro Thr 

35 40 45 

Ser Ser Glu Ala Gly Thr Lys Pro Ser Gin Glu Ala Ala Gly Ser Lys 

50 55 60 

Gly Gin Pro Ala Gin Trp Gly Gin Ala Gly Thr Thr Trp Lys Pro Gin 
^5 70 75 80 

Arg Thr Pro Asp Gly Asn Val Thr Arg Pro He His Gin Ala Pro Val 

85 90 95 

Met Pro Ala Ser His Arg Gly Glu Pro Asp Pro Gly Thr He Leu 
100 i05 110 

<210> 929 

<211> 2340 

<212> DNA 

<213> Homo sapiens 

<400> 929 

nnctccccag ggccgagtct tccggagtca gcagagagcc tggatggatc acaggaggat 
60 

aagcctcggg gctcatgtgc ggagcccact tttactgata cgggaatggt ggctcacata 

aacaacagcc ggctcaaggc caagggcgtg ggccagcacg acaacgccca gaactttggt 
180 

aaccagagct ttgaggagct gcgagcagcc tgtctaagaa agggggagct cttcgaggac 

cccttattcc ctgctgaacc cagctcactg ggcttcaagg acctgggccc caactccaaa 
300 

aatgtgcaga acatctcctg gcagcggccc aaggatatca taaacaaccc tctattcatc 
360 

^^S^atggga tttctccaac agacatctgc caggggatcc tcggggactg ctggctgctg 

gctgccatcg gctcccttac cacctgcccc aaactgctat accgcgtggt gcccagagga 
480 

cagagcttca agaaaaacca tgctggeatc ttccattttc agatttggca gtttggacag 
540 

tgggtgaacg tggtggtaga tgaccggctg cccacaaaga atgacaagct ggtgcttgtg 
600 

cactcaaccg aacgcagtga gttctggagt gccctgctgg agaaggcgta tgccaagctg 
660 

agtgggtcct atgaagcatt gtcagggggc agtaccatgg agggccttga ggacttcaca 
720 

ggaggcgcgg cccagagctt ccaactccag aggccccctc agaacctgct caggctcctt 
780 

^J^aaggccg tggagcgatc ctccctcatg ggttgcccca ttgaagtcac cagtgatagt 

gaactggaat ccacgactga caagatgctg gtgagagggc acgcttactc tgtgactggc 
900 " 

cttcaggatg tccactacag aggcaaaatg gaaacactga ttcgggtccg gaatccctgg 
960 

39==99*ttg agtggaatgg agcttggagt gacagtgcca gggagtggga agaggtggcc 

tcagacatcc agatgcagct gctgcacaag acggaggacg gggagttccg gatgtcctac 
1080 
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caagatttcc tgaacaactt 
1140 

tctggggact acaagagcta 
1200 

agctccgcag ggggctgcag 
1260 

atctctcttc ctgaggggga 
1320 

acctgcctgg tggccctaat 
1380 

ccgcagacca ttggctttgt 
1440 

gtccacttga agaaggaatt 
1500 

accaactcac gggaggtgag 
1560 

ccctccacct ttgagccaca 

1620 

cacagcgagt catgggaatt 
1680 

gtctctgagg atgacatgga 
1740 

ggcaaggaga taggggtgta 
1800 

aaaagcttca agaccaaggg 
1860 

gataaagatg gctctggcaa 
1920 

aagaaatgga tggacatctt 
1980 

tatgagacgc gcctggttat 
2040 

gtcctggtgg ccaggtatgc 
2100 

tgtttcctga ggctaaagac 

2160 

ggccatattt gcttgagcct 
2220 

cgtaggagcc tggtcatctc 
2280 

ggggtgcttc ttgtagccct 
2340 



cacgctcctg gagatctgca 
ctggcacacc accttccacg 
gaaccaccct ggcacgttct 
tgacccagag gatgacgcag 
gcagaagaac tggcggcatg 
cctctacgcg gtcccaaaag 
cttcacgaag tatcaggacc 
cagccaactc cggccgcctc 
cagagatgct gacttcctgc 
ggatgaagtc aactatgctg 
ccaggacttc ctacatttgt 
tgagctccag aggctgctca 
ctttggcctg gatgcttgcc 
gctggggctt ctagagttca 
cagagagtgt gaccaggacc 
cgagaaagca ggcatcaagc 
agatgatggc ctgatcatag 
catgttcaca ttctttctaa 
ggaacagtgg ctgcagatga 
taccagcagc agcagcagcg 
cagctctcca gtctctgctg 



acctcacgcc tgatacactc 
agggcagccg gcgcagaggc 
ggaccaaccc ccagtttaag 
agggcaatgt tgtggtctgc 
cacggcagca gggagcccag 
agcttcagaa cattcaggac 
acggcttctc agagatcttc 
cgggggaata tatcattatt 
ttcgggtctt caccgagaag 
agcaactcca agaggaaaag 
ttaagatagt ggcaggagag 
acaggatggc catcaaattc 
gccgcatgat caacctcatg 
agatcctgtg gaaaaaactc 
attcaggcac cttgaactcc 
tgaacaacaa ggcaatgcag 
actttgacag cttcatcagc 
ccatggaccc caagaatact 
ccatgtgggg atagaggcgc 
aggttctagc ccaggagggt 
atgaaatggg atccaggtgg 



<210> 930 

<211> 702 

<212> PRT 

<213> Homo sapiens 



<400> 930 

Met Val Ala His lie Asn Asn Ser 

1 5 
Gin His Asp Asn Ala Gin Asn Phe 
20 

Arg Ala Ala Cys Leu Arg Lys Gly 



Arg Leu Lys Ala Lys Gly Val Gly 

10 15 
Gly Asn Gin Ser Phe Glu Glu Leu 
25 30 
Glu Leu Phe Glu Asp Pro Leu Phe 
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35 40 45 

Pro Ala Glu Pro Ser Ser Leu Gly Phe Lys Asp Leu Gly Pro Asn Ser 

50 55 60 

Lys Asn Val Gin Asn He Ser Trp Gin Arg Pro Lys Asp He He Asn 
65 70 75 80 

Asn Pro Leu Phe He Met Asp Gly He Ser Pro Thr Asp He Cys Gin 

85 90 95 

Gly He Leu Gly Asp Cys Trp Leu Leu Ala Ala He Gly Ser Leu Thr 

100 105 110 

Thr Cys Pro Lys Leu Leu Tyr Arg Val Val Pro Arg Gly Gin Ser Phe 

115 120 125 

Lys Lys Asn Tyr Ala Gly He Phe His Phe Gin He Trp Gin Phe Gly 

130 135 
Gin Trp Val Asn Val Val Val Asp Asp Arg Leu Pro Thr Lys Asn Asp 
145 150 155 160 

Lys Leu Val Phe Val His Ser Thr Glu Arg Ser Glu Phe Trp Ser Ala 

165 170 175 

Leu Leu Glu Lys Ala Tyr Ala Lys Leu Ser Gly Ser Tyr Glu Ala Leu 

180 185 190 

Ser Gly Gly Ser Thr Met Glu Gly Leu Glu Asp Phe Thr Gly Gly Val 

195 200 205 

Ala Gin Ser Phe Gin Leu Gin Arg Pro Pro Gin Asn Leu Leu Arg Leu 

210 215 220 

Leu Arg Lys Ala Val Glu Arg Ser Ser Leu Met Gly Cys Ser He Glu 
225 230 235 240 

Val Thr Ser Asp Ser Glu Leu Glu Ser Met Thr Asp Lys Met Leu Val 

245 250 255 

Arg Gly His Ala Tyr Ser Val Thr Gly Leu Gin Asp Val His Tyr Arg 

260 265 270 

Gly Lys Met Glu Thr Leu He Arg Val Arg Asn Pro Trp Gly Arg He 

275 280 285 

Glu Trp Asn Gly Ala Trp Ser Asp Ser Ala Arg Glu Trp Glu Glu Val 

290 295 300 

Ala Ser Asp He Gin Met Gin Leu Leu His Lys Thr Glu Asp Gly Glu 
305 310 315 320 

Phe Trp Met Ser Tyr Gin Asp Phe Leu Asn Asn Phe Thr Leu Leu Glu 

325 330 335 

He Cys Asn Leu Thr Pro Asp Thr Leu Ser Gly Asp Tyr Lys Ser Tyr 

340 345 350 

Trp His Thr Thr Phe Tyr Glu Gly Ser Trp Arg Arg Gly Ser Ser Ala 

355 360 365 

Gly Gly Cys Arg Asn His Pro Gly Thr Phe Trp Thr Asn Pro Gin Phe 

370 375 380 

Lys He Ser Leu Pro Glu Gly Asp Asp Pro Glu Asp Asp Ala Glu Gly 
385 390 395 400 

Asn Val Val Val Cys Thr Cys Leu Val Ala lbm Met Gin Lys Asn Trp 

405 410 415 

Arg His Ala Arg Gin Gin Gly Ala Gin Leu Gin Thr He Gly Phe Val 

420 425 430 

Leu Tyr Ala Val Pro Lys Glu Phe Gin Asn He Gin Asp Val His Leu 

435 440 445 

Lys Lys Glu Phe Phe Thr Lys Tyr Gin Asp His Gly Phe Ser Glu He 

450 455 460 

Phe Thr Asn Ser Arg Glu Val Ser Ser Gin Leu Arg Leu Pro Pro Gly 
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465 










470 


475 


480 


Glu 


Tyr 


lie 


He 


He 


Pro Ser Thr Phe Glu 


Pro His 


Arg Asp Ala Asp 










465 


490 




495 


Phe 


Leu 


Leu Arg 


Val 


Phe Thr Glu Lys His 


Ser Glu 


Ser Trp Glu Leu 








500 




505 




510 


Asp 


Glu 


Val 


Asn 


Tyr Ala Glu Gin Leu Gin 


Glu Glu 


Lys Val Ser Glu 






515 






520 




525 


Asp 


Asp 


Met Asp 


Gin Asp Phe Leu His Leu 


Phe Lys 


He Val Ala Gly 




530 








535 


540 




Glu 


Gly 


Lys 


Glu 


He Gly Val Tyr Glu Leu 


Gin Arg 


Leu Leu Asn Arg 


545 










550 


555 


560 


Met 


Ala 


He 


Lys 


Phe 


Lys Ser Phe Lys Thr 


Lys Gly 


Phe Gly Leu Asp 










565 


570 




575 


Ala 


Cys 


Arg 


Cys 


Met 


He Asn Leu Met Asp 


Lys Asp 


Gly Ser Gly Lys 








580 




585 




590 


Leu 


Gly 


Leu 


Leu 


Glu 


Phe Lys He Leu Trp 


Lys Lys 


Leu Lys Lys Trp 






595 






600 




605 


Met 


Asp 


He 


Phe 


Arg Glu Cys Asp Gin Asp 


His Ser 


Gly Thr Leu Asn 




610 








615 


620 




Ser 


Tyr 


Glu 


Met 


Arg 


Leu Val He Glu Lys 


Ala Gly 


He Lys Leu Asn 


625 










630 


635 


640 


Asn 


Lys 


Val 


Met 


Gin 


Val Leu Val Ala Arg 


Tyr Ala 


Asp. Asp Gly Leu 










645 


650 




655 


He 


He 


Asp 


Phe 


Asp 


Ser Phe He Ser Cys 


Phe Leu 


Arg Leu Lys Thr 








660 




665 




670 


Met 


Phe 


Thr 


Phe 


Phe 


Leu Thr Met Asp Pro 


Lys Asn 


Thr Gly His He 






675 






680 




685 


Cys 


Leu 


Ser 


Leu 


Glu 


Gin Trp Leu Gin Met 


Thr Met 


Trp Gly 



690 695 700 



<210> 931 
<211> 297 
<212> DNA 

<213> Homo sapiens 
<400> 931 

tcgcgaaggg agcctgacat gggccagaaa atcaatcccc atggtttccg tctcggtgtg 
60 

acgaccgatc acaagacccg ctggtacgcc gagaagcagc acgccgagct cgtgggtgag 
120 

gatgtcaaga tccgagagtg gctccacaag aatctggagc gcgccggtct ttcgtccatc 
180 

gagatcgagc gtcgctccga gcgcgtgacc attttccttt acgccgctcg cccgggcatc 
240 

gttatcgggc gcaauggccg ggaggccgag cgcgtgcgtn ntgagctcga aaagctt 
297 

<210> 932 
<211> 93 
<212> PRT 

<213> Homo sapiens 
<400> 932 

Met Gly Gin Lys He Asn Pro His Gly Phe Arg Leu Gly Val Thr Thr 
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^ 5 10 IS 

Asp His Lys Thr Arg Trp Tyr Ala Glu Lys Gin Tyr Ala Glu Leu Val 

20 25 30 

Gly Glu Asp Val Lys He Arg Glu Trp Leu His Lys Asn Leu Glu Arg 

35 40 45 

Ala Gly Leu Ser Ser He Glu He Glu Arg Arg Ser Glu Arg Val Thr 

50 55 60 

He Phe Leu Tyr Ala Ala Arg Pro Gly He Val He Gly Arg Asn Gly 

70 75 .80 

Arg Glu Ala Glu Arg Val Arg Xaa Glu Leu Glu Lys Leu 
85 90 

<210> 933 
<211> 305 
<212> DNA 

<213> Homo sapiens 
<400> 933 

nnacgcgtcg ccaagctgtt gatggccgaa tacaaggggc tcaacgtcat cgtcaaaacc 
60 

tccgccgatc cggcaagcca agccaatgcc gtgcaggatc tggcgggggc aggcatcgac 
120 

gcgctggcca tcctgccgac cgacccggat cagctggttt cggcgatcca gcaggtcaag 
180 

gacgacggca agttcgtggc gctggtcgac cgtgcgcctt ccgtcaacga caacacgatc 
240 

cgcgatctct acgtggccgg caacaacccg gcgctcggcg aagtggcggg caaattcatg 

300 

ggcga 

305 

<210> 934 
<211> 101 
<212> PRT 

<213> Homo sapiens 
<400> 934 

Xaa Arg Val Ala Lys Leu Leu Met Ala Glu Tyr Lys Gly Leu Asn Val 

15 10 15 

He Val Lys Thr Ser Ala Asp Pro Ala Ser Gin Ala Asn Ala Val Gin 

20 25 30 

Asp Leu Ala Gly Ala Gly He Asp Ala Leu Ala He Leu Pro Thr Asp 

35 40 45 

Pro Asp Gin Leu Val Ser Ala He Gin Gin Val Lys Asp Asp Gly Lys 

50 55 60 

Phe Val Ala Leu Val Asp Arg Ala Pro Ser Val Asn Asp Asn Thr He 
^5 70 75 80 

Arg Asp Leu Tyr Val Ala Gly Asn Asn Pro Ala Leu Gly Glu Val Ala 

85 90 95 

Gly Lys Phe Met Gly 
100 

<210> 935 
<211> 333 
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<212> DNA 

<213> Homo sapiens 
<400> 935 

acgcgtgaag ggctgatgag tgctatgaaa aagccagggg cccgaggaca ctggggtgga 
60 

caggctcccc tggggaagtc ctcttagaac tgagggatca acactggagg agactgcaag 
120 

gggtacggga taaatgttcc tggtgaagga aacagcaggg gcaaaggccc tgcagcagaa 
180 

aggagcgagg ccctttggag taacagaaag accatggtga caggagctca gaaagaccac 
240 

tggtgttaag actataagcc agtggaggcc agattgggga atgggatggg aggggtgctt 
300 

gaagaccatg gtgaggctct cttggtcttt act 
333 

<210> 936 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 936 



Met 


Val 


Phe 


Lys 


His 


Pro 


Ser 


His 


Pro He Pro Gin Ser Gly Leu 


His 


1 








5 








10 




15 




Trp 


Leu 


He 


Val 


Leu 


Thr 


Pro 


Val 


Val Phe Leu Ser 


Ser 


Cys His 


His 






20 










25 




30 




Gly 


Leu 


Ser 


val 


Thr 


Pro 


Lys 


Gly 


Leu Ala Pro Phe 


Cys 


Cys Arg 


Ala 




35 










40 




45 






Phe 


Ala 


Pro Ala 


Val 


Ser 


Phe 


Thr 


Arg Asn He Tyr 


Pro 


Val Pro 


Leu 




50 










55 




60 








Ala 


Val 


Ser 


Ser 


Ser 


Val 


Asp 


Pro 


Ser Val Leu Arg 


Gly 


Leu Pro 


Gin 


65 










70 






75 






80 


Gly 


Ser 


Leu 


Ser 


Thr 


Pro 


Val 


Ser 


Ser Gly Pro Trp 


Leu 


Phe His 


ser 








85 








90 




95 




Thr 


His 


Gin 


Pro 
100 


Phe 


Thr 


Arg 













<210> 937 
<211> 464 
<212> DNA 

<213> Homo sapiens 
<400> 937 

nnnttatctg cggagggggt ggccaccctg cccacactca tgctgcaggc ctccaccgac 

60 

ccggcggacg acgagctcaa ggatctgttg acggccgacc tcatggacca gcacaacctc 
120 

gaccgtgccc tggcagggtt gcgtgccagt cacgtcatcg acgaagctcg cgccgaggtg 
180 

cagcggcgtg ccgatctcgc ccgtggccat ctcgccatcc ttcccgcagg cgatgcccgt 
240 

acggcgttgg agaccctgtg cgacgaggtg ggttcccggg cggcctgaac cccgaccctg 
300 
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ccagnctgcg tcccatctcc tggccgggac cgctccagcg tctgctctct gacagctcat 
360 

cgttcttccg acaccaagga gtttctcgtg gcccgtcatc tcgatctcat cggcattggt 
420 

cccggcaacc cggactggat caccctggct gccgtcaagg ccan 
464 

<210> 938 
<211> 95 
<212> PRT 

<213> Homo sapiens 
<400> 938 

Xaa Leu Ser Ala Glu Gly Val Ala Thr Leu Pro Thr Leu Met Leu Gin 

^ 5 10 15 

Ala Ser Thr Asp Pro Ala Asp Asp Glu Leu Lys Asp Leu Leu Thr Ala 

20 25 30 

Asp Leu Met Asp Gin His Asn Leu Asp Arg Ala Leu Ala Gly Leu Arg 

35 40 45 

Ala Ser His Val He Asp Glu Ala Arg Ala Glu Val Gin Arg Arg Ala 

50 55 50 

Asp Leu Ala Arg Gly His Leu Ala He Leu Pro Ala Gly Asp Ala Arg 
^5 70 75 80 

Thr Ala Leu Glu Thr Leu Cys Asp Glu Val Gly Ser Arg Ala Ala 
85 90 95 

<210> 939 
<211> 385 
<212> DNA 

<213> Homo sapiens 
<400> 939 

ntgactatcc tcgaccccga tggtcaggag acgactccag gaagtgtcat cgaagggctt 
60 

ggactgctgc cggtcgaggt ggacttcgcc gccacgaaga cccttgcctt gtcgcacggg 
120 

acatggcggg ggatcgaggt tggtggctat gaaatccatc acgggcgtct gtcgttcgct 
180 

gaggacgctg aagccctcct cgacggcgta cacgtcggtc cggtatgggg gacgatgtgg 
240 

cacggggcat tcgagcacga cgaattccgt cgcacgtggc tggctgacgc ggcccgtcac 
300 

^ctggatcat cctggcgtcc gcactccgac gagctgggtt atcaggctcg acgcgaggcg 

atgatcgaaa ccctcgccga cgcgt 
385 

<210> 940 
<211> 128 
<212> PRT 

<213> Homo sapiens 
<400> 940 

Xaa Thr He Leu Asp Pro Asp Gly Gin Glu TSr Thr Pro Gly Ser Val 
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1 5 . 10 15 

lie Glu Gly Leu Gly Leu Leu Pro Val Glu Val Asp .Phe Ala Ala Thr 

20 25 30 

Lys Thr Leu Ala Leu Ser His Gly Thr Trp Arg Gly He Glu Val Gly 

35 40 45 

Gly Tyr Glu He His His Gly Arg Leu Ser Phe Ala Glu Asp Ala Glu 

50 55 60 

Ala Phe Leu Asp Gly Val His Val Gly Pro Val Trp Gly Thr Met Trp 
65 70 75 80 

His Gly Ala Phe Glu His Asp Glu Phe Arg Arg Thr Trp Leu Ala Asp 

85 SO 95 

Ala Ala Arg His Ala Gly Ser Ser Trp Arg Pro His Ser Asp Glu Leu 

100 105 110 

Gly Tyr Gin Ala Arg Arg Glu Ala Met He Glu Thr Leu Ala Asp Ala 
115 120 125 

<210> 941 
<211> 348 
<212> DNA 
<213> Homo sapiens 

<400> 941 

atcttctggt cggcggtgat cacgctggtg accatcggcc tgctgtttgc cggcaacttc 
60 

gaagccatgc aaaccatggt cgtgctggcc gggctgccgt tctcggtggt gctgattttc 
120 

ttcatgttcg gtttgcacaa ggcgatgcgc caggacgtgg ccatggagca ggagcaggca 
180 

caattggctg aacgtggtcg ccgtggtttc agcgagcgcc tgaccgcgct ggacctgcaa 
240 

ccgagccagg gcaccgtgca acgctttatg gacaaacatg tgacgccggc gttggaacaa 
300 

gcggcgactg cgttgcgtga tcaagggctg gaagtgcaga ccctgctt 
348 

<210> 942 
<211> 116 

<212> PRT 

<213> Homo sapiens 



<400> 942 



He Phe 


Trp 


Ser 


Ala 


Val 


He 


Thr 


Leu 


Val 


Thr He 


Gly Leu 


Leu 


Phe 


1 






5 










10 






15 




Ala Gly 


Asn 


Phe 


Glu 


Ala 


Met 


Gin 


Thr 


Met 


Val Val 


Leu Ala 


Gly 


Leu 






20 










25 






30 






Pro Phe 


Ser 


Val 


Val 


Leu 


He 


Phe 


Phe 


Met 


Phe Gly 


Leu His 


Lys 


Ala 




35 










40 








45 






Met Arg 


Gin 


Asp 


Val 


Ala 


Met 


Glu 


Gin 


Glu 


Gin Ala 


Gin Leu 


Ala 


Glu 


50 










55 








60 








Arg Gly 


Arg 


Arg 


Gly 


Phe 


Ser 


Glu 


Arg 


Leu 


Thr Ala 


Leu Asp 


Leu 


Gin 


65 








70 










75 






80 


Pro Ser 


Gin 


Gly 


Thr 


Val 


Gin 


Arg 


Phe 


Met 


Asp Lys 


His Val 


Thr 


Pro 








85 










90 






95 




Ala Leu 


Glu 


Gin 


Ala 


Ala 


Thr 


Ala 


Leu 


Arg 


Asp Gin 


Gly Leu 


Glu 


Val 
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100 105 110 

Gin Thr Leu Leu 
115 

<210> 943 
<211> 439 
<212> DNA 

<213> Homo sapiens 
<400> 943 

ccatggcagg agcagagcag atagagcagg acctcgtctc cttctctttg cattttgtgc 
60 

ctcctctaat gcatcctggg ctcctgctaa ccctgtggga aacaccgcct cttctctcct 
120 

ttgccctctt ctgtgatcac atcctcactt ctgagcctat ctgcccatcc agtcaatccc 
180 

ccttggttct gggatgctat ttccctggcc gcctccctct aggagtgttt agaaccctca 
240 

ctgtgggcag aagggaggga agatggctga ggtacctgga aagggacgtg tggatccccg 
300 

ggcatggaag gaaggaggca ggagagctag aaaaagggat gagatctaat gttccctaag 
360 

gaacctggct cagtgctggc ccttcacata ctgagacatg gaatccttac tactgttctc 
420 

tgaggaaaga ggctgttcc 
439 

<210> 944 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 944 



Met Ala 


Gly Ala 


Glu Gin He 


Glu Gin Asp Leu Val 


Ser Phe 


Ser Leu 


1 




5 


10 




15 


His Phe 


Val Pro 


Pro Leu Met 


His Pro Gly Leu Leu 


Leu Thr 


Leu Trp 




20 




25 


30 


Glu Thr 


Pro Ser 


Leu. Leu Ser 


Phe Ala Leu Phe Cys 


Asp His 


He Leu 




35 




40 


45 




Thr Ser 


Glu Pro 


He Cys Pro 


Ser Ser Gin Ser Pro 


Leu Val 


Leu Gly 


50 




55 


60 




Cys Tyr 


Phe Pro 


Gly Arg Leu 


Pro Leu Gly Val Phe 


Arg Thr 


Leu Thr 


65 




70 


75 




60 


Val Gly 


Arg Arg 


Glu Gly Arg 


Trp Leu Arg Tyr Leu 


Glu Arg 


Asp Val 






85 


90 




95 


Trp lie 


Pro Gly 


His Gly Arg 


^ ys Glu Ala Gly Glu 


Leu Glu 


Lys Gly 




100 




105 


110 




Met Arg 


Ser Asn 


Val Pro 










115 











<210> 945 
<211> 339 
<212> DNA 

<213> Homo sapiens 
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<400> 945 

ngaattcgtg aagcgttcca tatttttttc cttttaataa tttcaattgc actttatgtc 
60 

gagatggtga tatatatata tactcacaca catatatatg tgtgtgtgtg tatatatgta 
120 

tatatatata gcgtgtacaa caaaacatgc actgtttact cagcaccccg tgtttgtctc 
180 

agcaatagct tttctaaaga actgctacta tttgaaatgg agggggaggg gggtcctgga 
240 

cagagtattg tgcaagttga aagtctctgg atggggctat gtatatccta ccagccaatt 
300 

tgggtgcaaa ttggatttga aggcctgcct ctgtccacn 

339 

<210> 946 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 946 

Xaa He Arg Glu Ala Phe His He Phe Phe Leu Leu He He Ser He 

1 5 10 15 

Ala Leu Tyr Val Glu Met Val He Tyr He Tyr Thr His Thr His He 

20 25 30 

Tyr Val Cys Val Cys He Tyr Val Tyr He Tyr Ser Val Tyr Asn Lys 

35 40 45 

Thr Cys Thr Val Tyr Ser Ala Pro Arg Val Cys Leu Ser Asn Ser Phe 

50 55 60 

Ser Lys Glu Leu Leu Leu Phe Glu Met Glu Gly Glu Gly Gly Pro Gly 
65 70 75 80 

Gin Ser He Val Gin Val Glu Ser Leu Trp Met Gly Leu Cys He Ser 

85 90 95 

Tyr Gin Pro He Trp Val Gin He Gly Phe Glu Gly Leu Pro Leu Ser 
100 105 110 

Thr 



<210> 947 
<211> 648 
<212> DNA 

<213> Homo sapiens 
<400> 947 

tctagatctg ttctcaggga agctgagatg gagatgagtg ggcagcaggt ttatggagtg 
60 

ctcgtggcat cacacctgtg cacgggggtg gggaaggagt ggacaggagt ggacaagtca 
120 

agtagtgctg ccggctcaag cgatgcctca gcctttctgc tgtgtgcgaa gctttgcaga 
180 

ggagatgatg cttcaaagtt gtccctgttg gggatgagca gccaggcctt tatacactgg 
240 

gacagtcagt catggatacg tggatactct ggaaaccctc atccctggag gtctgagccc 
300 



935 



wo 00/58473 PCT/USOO/08621 



ctggatacca tgcccttctt aggctggagt tgctgccctt gtccatttac cataaaaatt 



360 



ggacaagaga ataccaggac acacctgagt ttctcatcgc atgccaaacc tgttcttcca 
420 

cgcacatccc caatgtgtac agccctactt ttttctgctg atcaagttca attacttctg 
480 

ctaagatggt gactattctt gcctgctggt ccttggatgc aaggacccca atgttcaggc 
540 

^^^ctttggt gccttctagc atacgaatca gagcattatc tttaggtgtg gaataagctg 

ccccaaaacc tgttgaagcc agccaggcac tgtgctccct tcacgcgt 
648 

<210> 948 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 948 

Met Glu Met Ser Gly Gin Gin Val Tyr Gly Val Leu Val Ala Ser His 

^ 5 10 15 

Leu Cys Thr Gly Val Gly Lys Glu Trp Thr Gly Val Asp Lys Ser Ser 

20 25 30 

Ser Ala Ala Gly Ser Ser Asp Ala Ser Ala Phe Leu Leu Cys Ala Lys 

35 40 45 

Leu Cys Arg Gly Asp Asp Ala Ser Lys Leu Ser Leu Leu Gly Met Ser 

50. 55 60 

Ser Gin Ala Phe lie His Trp Asp Ser Gin Ser Trp He Arg Gly Tyr 
^5 70 75 80 

Ser Gly Asn Pro His Pro Trp Arg Ser Glu Pro Leu Asp Thr Met Pro 

85 90 95 

Phe Leu Gly Trp Ser Cys Cys Pro Cys Pro Phe Thr He Lys He Gly 

100 105 110 

Gin Glu Asn Thr Arg Thr His Leu Ser Phe Ser Ser Tyr Ala Lys Pro 

H5 120 125 

Val Leu Pro Arg Thr Ser Pro Met Cys Thr Ala Leu Leu Phe Ser Ala 

130 135 140 

Asp Gin Val Gin Leu Leu Leu Leu Arg Trp 
145 ISO 

<210> 949 
<211> 661 
<212> DNA 

<213> Homo sapiens 
<400> M9 

acgcgcaccg gttggctcat tcactgaaaa tatgatgaca tttaaaggaa atgcaagaat 

6 0 

aagtaatgtg gaattttatc acagtggtca agaaggcttc agggatagca cagatccaag 
120 

atatgctgta acgtttctta acctaggaca gattcaagaa catggctcat cttatattcg 

aggctgtgct tttcaccatg gcttctctcc agcaattggt gtacttggga cagatggatt 
240 
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ggacatagat gacaacatca ttcactttac 
300 

tgccaaccga gtccgaggga atttgattgc 
360 

cagaaaagat ttaagttcaa ctccctggca 
420 

tacagtttta cagaataatg tagtggctgg 
480 

tgaaccttgc ccaggccagt ttaatcctgt 

540 

aggtttatat gggatctata tgaaccaaga 
600 

atttaccatt tggacatgcc gggactatgg 
660 

c 

661 



agtgggggaa ggcataagaa tatgggggaa 
actctcggtt tggccaggaa cctatcagaa 
tgcagcaatt gagataaata gagggaccaa 
atttggaaga gcaggatacc gcattgatgg 
ggaaaagtgg tttgacaatg aagcccatgg 
tggccttcct ggatgttctc ttatacaagg 
aatttatttt cagaccacag agagtgtgca 



<210> 950 

<211> 210 

<212> PRT 

<213> Homo sapiens 



<400> 950 



Met 


Met 


Thr 


Phe Lys 


1 






5 


His 


Ser 


Gly 


Gin Glu 








20 


Val 


Thr 


Phe 


Leu Asn 






35 




lie 


Arg 


Gly 


Cys Ala 




50 






Phe 


Gly 


Thr 


Asp Gly 


65 








Val 


Gly 


Glu 


Gly He 








85 


Asn 


Leu 


He 


Ala Leu 








100 


Asp 


Leu 


Ser 


Ser Thr 






115 




Thr 


Asn 


Thr 


Val Leu 




130 






Gly 


Tyr 


Arg 


He Asp 


145 








Glu 


Lys 


Tirp 


Phe Asp 








165 


Met 


Asn 


Gin 


Asp Gly 








180 


lie 


Trp 


Thr 


Cys Trp 






195 




Val 


His 








210 







Gly Asn Ala Arg 


He 




10 


Gly Phe Arg Asp 


Ser 


25 




Leu Gly Gin He 


Gin 


40 




Phe His His Gly 


Phe 


55 




Leu Asp He Asp 


Asp 


70 




Arg He Trp Gly 


Asn 




90 


Ser Val Trp Pro 


Gly 


105 




Leu Trp His Ala 


Ala 


120 




Gin Asn Asn Val 


Val 


135 




Gly Glu Pro Cys 


Pro 


150 




Asn Glu Ala His 


Gly 




170 


Leu Pro Gly Cys 


Ser 


185 




Asp Tyr Gly He 


Tyr 


200 





Ser Asn 


val 


Glu 


Phe 


Tyr 








15 




Thr Asp 


Pro 


Arg 


Tyr 


Ala 






30 






Glu His 


Gly 


Ser 


Ser 


Tyr 




45 








Ser Pro 


Ala 


He 


Gly 


val 


60 










Asn He 


He 


His 


Phe 


Thr 


75 








80 


Ala Asn 


Arg 


Val 


Arg 


Gly 








95 




Thr Tyr 


Gin 


Asn 


Arg 


Lys 






110 






He Glu 


He 


Asn 


Arg 


Gly 




125 








Ala Gly 


Phe 


Gly 


Arg 


Ala 


140 










Gly Gin 


Phe 


Asn 


Pro 


Val 


155 








160 


Gly Leu 


Tyr 


Gly 


He 


Tyr 








175 




Leu He 


Gin 


Gly 


Phe 


Thr 






190 






Phe Gin 


Thr 


Thr 


Glu 


Ser 



205 



<210> 951 
<211> 2615 
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<212> ONA 

<213> Homo sapiens 

<400> 951 

nntccagccc ccaccatgcc gtggcccctg ctgctgctgc tggccgtgag tggggcccag 
60 

acaacccggc catgcttccc cgggtgccaa tgcgaggtgg agaccttcgg ccttttcgac 

120 

agcttcagcc tgactcgggt ggattgtagc ggcctgggcc cccacatcat gccggtgccc 
180 

atccctctgg acacagccca cttggacctg tcctccaacc ggctggagat ggtgaatgag 
240 

tcggtgttgg cggggccggg ctacacgacg ttggctggcc tggatctcag ccacaacctg 
300 

ctcaccagca tctcacccac tgccttctcc cgccttcgct acctggagtc gcttgacctc 
360 

agccacaatg gcctgacagc cctgccagcc gagagcttca ccagctcacc cctgagcgac 
420 

gtgaacctta gccacaacca gctccgggag gtctcagtgt ctgccttcac gacgcacagt 
480 

cagggccggg cactacacgt ggacctctcc cacaacctct caccgcctcg tgccccaccc 
540 

cacgagggcc ggcctgcccg cgcccaccat tcagagcctg aacctggcct ggaaccggct 
600 

ccatgccgtg cccaacctcg agacttgccc ctgcgctacc tgagcctgga tgggaaccct 
660 

ctagctgtca ttggtccggg tgccttcgcg gggctgggag gccttacaca cctgtctctg 

720 

gccagcctgc agaggctccc tgagctggcg cccagtggct tccgtgagct accgggcctg 
780 

caggtcctgg acctgtcggg caaccccaag cttaactggg caggagctga ggtgttttca 
840 

ggcctgagct ccctgcagga gctggacctt tcgggcacca acctggtgcc cctgcctgag 
900 

gcgctgctcc tccacctccc ggcactgcag agcgtcagcg tgggccagga tgtgcggtgc 
960 

cggcgcctgg tgcgggaggg cacctacccc cggaggcctg gctccagccc caaggtggcc 
1020 

ctgcactgcg tagacacccg ggaatctgct gccaggggcc ccaccatctt gtgacaaatg 
1080 

gtgtggccca gggccacata acagactgct gtcctgggct gcctcaggtc ccgagtaact 
1140 

tatgttcaat gtgccaacac cagtggggag cccgcaggcc tatgtggcag cgtcaccaca 
1200 

ggagttgtgg gcctaggaga ggctttggac ctgggagcca cacctaggag caaagcctca 
1260 

cccctttgtc tacgttgctt ccccaaacca tgagcagagg gacttcgatg ccaaaccaga 
1320 

ctcgggtccc ctcccgcttc ccttccccac tt:atccccca agtgccttcc ctcatgcctg 
1380 

ggccggcctg acccgcaatg ggcagagggt gggtgggacc ccctgctgca gggcagagtt 

1440 

caggtccact gggctgagtg tccccttggg cccatggccc agtcactcag gggcgagttt 
1500 
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cttttctaac atagcccttt 
1560 

tttccctaga accttaatgg 
1620 

gacagacggg gaaactgagg 
1680 

gtggcatgac tggagcacag 
1740 

tcctctaata agccccaccc 
1800 

attagcacag gagtagcagc 
1860 

tctgaccagc tgtgcggcat 
1920 

gggcacattg gttccagcct 
1980 

gactggaaac ctacccattt 
2040 

gcagttctgg agcctcatct 
2100 

tggccctgag cacgacagcc 
2160 

ctgcccgacc catgtctatg 
2220 

ctgtttcctt agtcttcatt 
2280 

accggcctcc cctacccctg 

2340 

aaggttgcat ttgttcactt 
2400 

agctgggcat cagtggccac 
2460 

agtgagctct gtcttccccc 
2520 

aataaacact ataaaatgaa 
2580 

ccctgggggt agagcataga 
2615 



ctttgccatg aggccatgag 
tagaaggaat tgcaaagaat 
ccttgagaag gaaaaaggct 
cctcccgcct cccagcccgg 
tccccgcctg ggctcccctt 
agtaggacag gcaagagcct 
gggctaagtc actctgccct 
agccagtctc tcaccctggg 
tcccctgagc atcctctaga 
ggctgggatc tccaaggggc 
cttcttaccc tcccaggaat 
ctctaccccc agggtagcat 
ttataaaagt tgttgccttt 
ctggccgggg atggagacat 
ttgtaatatt gtcctgggcc 
atgggcatca ggggctggcc 
acctgcctag cccatcatct 
gactaaggaa acagcccagg 
catgggtcgg gcaga 



gcccgcttca tccttttcta 
caagtccacc cttctcatgt 
aatctaagtt cctgcgggca 
acccaatgca ctttcctgcc 
gctgcccttg cctgttcccc 
cacaagtggg actctgggcc 
tcggagcctc tggaagctta 
ttggggtccc ccagcatcca 
tgctgcccca aggagttgct 
ctcctggatt cagtccccac 
gccgtgaaag gagacaaggt 
ctcagcttcc gaaccctggg 
ttaacggagt gtcactttca 
gtcatttgta aaagcagaaa 
tgtgttgggg tgttggggga 
ccacagagac cccacagggc 
atctaaccgg tccttgattt 
gttcggaagc tgagatgcca 



<210> 952 
<211> 357 
<212> PRT 

<213> Homo sapiens 
<400> 952 

Xaa Pro Ala Pro Thr Met Pro Trp 

1 5 
Ser Gly Ala Gin Thr Thr Arg Pro 
20 

Val Glu Thr Phe Gly Leu Phe Asp 

35 40 
Cys Ser Gly Leu Gly Pro His He 

50 55 
Thr Ala His Leu Asp Leu Ser Ser 



Pro Leu Leu Leu Leu Leu Ala Val 

10 15 
Cys Phe Pro Gly Cys Gin Cys Glu 
25 30 
Ser Phe Ser Leu Thr Arg Val Asp 
45 

Met Pro Val Pro He Pro Leu Asp 
60 

Asn Arg Leu Glu Met Val Asn Glu 
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65 70 75 80 

Ser Val Leu Ala Gly Pro Gly Tyr Thr Thr Leu Ala Gly Leu Asp Leu 

65 90 95 

Ser His Asn Leu Leu Thr Ser lie Ser Pro Thr Ala Phe Ser Arg Leu 

100 105 110 

Arg Tyr Leu Glu Ser Leu Asp Leu Ser His Asn Gly Leu Thr Ala Leu 

115 120 125 

Pro Ala Glu Ser Phe Thr Ser Ser Pro Leu Ser Asp Val Asn Leu Ser 

130 135 140 

His Asn Gin Leu Arg Glu Val Ser Val Ser Ala Phe Thr Thr His Ser 
"5 150 155 160 

Gin Gly Arg Ala Leu His Val Asp Leu Ser His Asn Leu Ser Pro Pro 

165 170 175 

Arg Ala Pro Pro His Glu. Gly Arg Pro Ala Cys Ala His His Ser Glu 

180 185 190 

Pro Glu Pro Gly Leu Glu Pro Ala Pro Cys Arg Ala Gin Pro Arg Asp 

195 200 205 

Leu Pro Leu Arg Tyr Leu Ser Leu Asp Gly Asn Pro Leu Ala Val lie 

210 215 220 

Gly Pro Gly Ala Phe Ala Gly Leu Gly Gly Leu Thr His Leu Ser Leu 
225 230 235 240 

Ala Ser Leu Gin Arg Leu Pro Glu Leu Ala Pro Ser Gly Phe Arg Glu 

245 250 255 

Leu Pro Gly Leu Gin Val Leu Asp Leu Ser Gly Asn Pro Lys Leu Asn 

260 265 270 

Trp Ala Gly Ala Glu Val Phe Ser Gly Leu Ser Ser Leu Gin Glu Leu 

275 280 285 

Asp Leu ser Gly Thr Asn Leu Val Pro Leu Pro Glu Ala Leu Leu Leu 

290 295 300 

His Leu Pro Ala Leu Gin Ser Val Ser Val Gly Gin Asp Val Arg Cys 
305 310 315 320 

Arg Arg Leu Val Arg Glu Gly Thr Tyr Pro Arg Arg Pro Gly Ser Ser 

325 330 335 

Pro Lys Val Ala Leu His Cys Val Asp Thr Arg Glu Ser Ala Ala Arg 

340 345 350 

Gly Pro Thr He Leu 
355 

<210> 953 
<211> 347 
<212> DNA 
<213> Homo sapiens 

<400> 953 

acgcgtgaag ccatccctgt gcgcaggcca gtctcgcggg ggtcaccacg gagcgtgtgc 
60 

accacacttt ccccatccct tgatccatca ttgggcgttg aggttttccc atgtcttgac 
120 

tgttgtacct ggcggctctg cggagtaacc gctgcggaca cacagtagga cgggagggag 
180 

aagccattgc gtttcaccct ttcatggccc ttcctttccc cttccaagtg agctctttga 
240 

ggtgagtcat ggagggcagt gtccctctgc atcctgtctg gggttgtcaa atatggccaa 
300 
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gtgggctcca tcggggcagc gggtggggtg gggggtgtct gtcagag 
347 

<210> 954 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 954 



Met 


Glu 


Pro Thr 


Trp 


Pro 


Tyr 


Leu 


Thr 


Thr Pro Asp Arg Met Gin Arg 


1 






5 










10 15 


Asp 


Thr 


Ala Leu 


His 


Asp 


Ser 


Pro 


Gin 


Arg Ala His Leu Glu Gly Glu 






20 










25 


30 


Arg 


Lys 


Gly His 


Glu 


Arg 


Val 


Lys 


Arg 


Asn Gly Phe Ser Leu Pro Ser 






35 








40 




45 


Tyr 


Cys 


Val Ser 


Ala 


Ala 


Val 


Thr 


Pro 


Gin Ser Arg Gin Val Gin Gin 




50 








55 






60 


Ser Arg 


His Gly 


Lys 


Thr 


Ser 


Thr 


Pro 


Asn Asp Gly Ser Arg Asp Gly 


65 








70 








75 80 


Glu 


Ser 


Val Val 


His 


Thr 


Leu 


Arg 


Gly 


Asp Pro Arg Glu Thr Gly Leu 








85 










90 95 


Arg 


Thr 


Gly Met 


Ala 


Ser 


Arg 












100 















<210> 955 
<211> 634 
<212> DNA 
<213> Homo sapiens 

<400> 955 

acgcgtgaag ggctctgcag gtgagcggct ctgcaggtga agggttctgc aggtgagcgg 
60 

ctctgcaggt gaatggttct gcaggtgaag ggctctgcag gtgaacggtt ctgcaggtga 
120 

agggctctgc aggtgaacgg ttctgcaggt gagcggctct gcaggtgagc ggctctgcat 
180 

gtgagtgcct ctgtgactgg ctcgcaagca gcatttgtgc acacttgact ggccacaaca 
240 

gaatgttctt ctctgttgtc agcactgagg aggaagctcc tgcctaagcg accacagcca 
300 

ggcacccgct ccatggagac attgctctct ccagactcca ttcagactca ggaaacctga 
360 

gctcctggaa tgcaggctga ggcagctccc acacaaaagc tatctactct ggcagttatc 
420 

agaggcctcc gttgcacaaa tcacacacct accgtgcctg acgtggctgg gcctccagca 
480 

ggacccgctc ctgagaacac acgggtgcta gtccaagttc acagcacggc tcaagtcact 
540 

cccacaaacc tctctataca aacacacaaa gctctgggag gctaccctgc atccaagagt 
600 

caccatctca cacctggaac aagggttacg gccg 
634 

<210> 956 
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<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 956 

Met Glu Ser Gly Glu Ser Asn Val Ser Met Glu Arg Val Pro Gly Cys 

^5 10 15 

Gly Arg Leu Gly Arg Ser Phe Leu Leu Ser Ala Asp Asn Arg Glu Glu 

20 25 30 

His Ser Val Val Ala Ser Gin Val Cys Thr Asn Ala Ala Cys Glu Pro 

35 40 . 45 

Val Thr Glu Ala Leu Thr Cys Arg Ala Ala His Leu Gin Ser Arg Ser 

50 55 60 

Pro Ala Glu Pro Phe Thr Cys Arg Ala Leu His Leu Gin Asn Arg Ser 
^5 70 75 80 

Pro Ala Glu Pro Phe Thr Cys Arg Thr He His Leu Gin Ser Arg Ser 

85 90 95 

Pro Ala Glu Pro Phe Thr Cys Arg Ala Ala His Leu Gin Ser Pro Ser 
100 105 110 

Arg 



<210> 957 




<211> 823 




<212> DNA 




<213> Homo 


sapiens 


<400> 957 




acgcgtggcc 


tgaccaccgt 


60 




gcgctccaag 


cttcaggagg 


120 




gtacctcctg gccacccagc 


180 




gcccttggac 


aggtacccag 


240 




cccctggaat 


gatgctcccc 


300 




gttcccatgg 


ctgtaggcca 


360 




caggtaccca 


cggggacctc 


420 




gccctgcaca 


gcacccccac 


480 




ctgcctggct 


gctctgttgg 


540 




gtgtcttggt 


tccggctact 


600 




agcagacccc 


tgggaactgc 


660 




tgtaccatac 


atcactatgt 


720 




ggcgtgtcta ccacccacca 


780 





gtcccgccca tctacaggtg 
cccagggaga gcacgtcctg 
actgcgcagc cgtggtgtcc 
ctcagactcc aggcttaggg 
gagccctcca cccggctctg 
cgtgggacag aaagtgacat 
tcctctccag gcgttttggg 
agggaagctg ctgtttctgc 
ccccaggctc cagcacacac 
ccaagccttg tcctctgcag 
ctgatctgag ccccctcagg 
cttcccaagc tcacacctcc 
gcccactggg gtcccccttc 



cccgagatcg tgagcgtcct 
ccggccaccc agcacagcgt 
agcctcctgg gcagcccctt 
gtccctctgg aatgatgctc 
caccccgact ttctgcatga 
ggagccaggc cccagtctct 
atcctcactg gctccggtgg 
cttcctctaa ggtcccaaaa 
tggaggctgc ccctcaccct 
ggcatccact gctgcctgtg 
agcccaagga caaccttgtc 
cagctcccag caaagggcag 
ctcgccgagg cctccggagc 
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atgggtctgc tggccctccc tttctttgcc tcttagtctg gaa 
623 

<210> 958 
<211> 105 
<212> PRT 

<213> Homo sapiens 



<400> 95B 






Thr Trp Ser Gin Ala Pro 


Met Ala 


Val Gly 


His Val Gly Gin Lys 


Val 


1 


5 


10 


15 


Val Ser 


Gin Val 


pro Thr Gly Thr Ser 


Pro 


Leu Gin Ala Phe Trp Asp 




20 


25 




30 


Pro His 


Trp Leu 


Arg Trp Ala Leu His 


Ser 


Thr Pro Thr Gly Lys Leu 




35 


40 




45 


Leu Phe 


Leu Pro 


Ser Ser Lys Val Pro 


Lys 


Leu Pro Gly Cys Ser Val 


50 




55 




60 


Gly Pro 


Arg Leu 


Gin His Thr Leu Glu 


Ala 


Ala Pro His Pro Val Ser 


65 


70 




75 80 


Trp Phe 


Arg Leu 


Leu Gin Ala Leu Ser 


Ser 


Ala Gly His Pro Leu Leu 


85 


90 


95 


Pro Val 


Ser Arg 


Pro Leu Gly Thr Ala 








100 


105 







<210> 959 
<211> 586 
<212> DMA 

<213> Homo sapiens 
<400> 959 

ngtcatgact gcatggccaa gcatgactcc aacaccatca ttaagtttgc cgacgacaca 
60 

acagtggtag gcctgatcac cgacaacgac gaggcagcct atagggagga ggtcagagac 
120 

ctggcagtgt ggtgccagga taacaacctc tccctcaacg tgatcaagac cacgaagatg 

180 

atcgtggact acaggaaaag gagggtcgag cacgccccca ttctcattga tggggctgta 
240 

tgggagccag ttgagagctt caagttcctt ggtgtccaca tcaccatcga actatcatgg 
300 

tccaaacaca ccaagacagt agtgaagagg gtgcgacaat gcctattcca cctcggtaga 
360 

caaaaaagat ttggaatgga tcctcagacc ctcaaaaagt ttgacatcta caccatcgag 
420 

agcatcatga ctggttgcat caccgcctgg tatggcaact gctcggcctc cgaccgcaag 
480 

gcactacaga gggtagtgcg tacggcccag tacatcactg gggctaagct tcctgccatc 
540 

caggacctct ataccaggcg gtgtcagcgg aagaccctga caattg 
566 

<210> 960 
<211> 195 
<212> PRT 
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<213> Homo sapiens 
<400> 960 

Xaa His Asp Cys Met Ala Lys His Asp Ser Asn Thr He He Lys Phe 

15 10 15 

Ala Asp Asp Thr Thr Val Val Gly Leu He Thr Asp Asn Asp Glu Ala 

20 25 30 

Ala Tyr Arg Glu Glu Val Arg Asp Leu Ala Val Trp Cys Gin Asp Asn 

35 40 45 

Asn Leu Ser Leu Asn Val He Lys Thr Thr Lys Met He Val Asp Tyr 

50 55 60 

Arg Lys Arg Arg Val Glu His Ala Pro He Leu He Asp Gly Ala Val 
65 70 75 80 

Trp Glu Pro Val Glu Ser Phe Lys Phe Leu Gly Val His He Thr He 

85 90 95 

Glu Leu Ser Trp Ser Lys His Thr Lys Thr Val Val Lys Arg Val Arg 

100 105 110 

Gin Cys Leu Phe His Leu Gly Arg Gin Lys Arg Phe Gly Met Asp Pro 

lis 120 125 

Gin Thr Leu Lys Lys Phe Asp He Tyr Thr He Glu Ser He Met Thr 

130 135 140 

Gly Cys He Thr Ala Trp Tyr Gly Asn Cys Ser Ala Ser Asp Arg Lys 
145 150 155 ISO 

Ala Leu Gin Arg Val Val Arg Thr Ala Gin Tyr He Thr Gly Ala Lys 

165 170 175 

Leu Pro Ala He Gin Asp Leu Tyr Thr Arg Arg Cys Gin Arg Lys Thr 
180 185 190 

Leu Thr He 
195 

<210> 961 
<211> 502 
<212> DNA 

<213> Homo sapiens 
<400> 961 

acgcgttgtc gtctctccgt agaccattca gtttggcaaa acttccactg gagtctgtgc 
60 

atgactggat ggtctctttg acagccctgt caaggaatac caacagaata ttgattctcc 
120 

taaactgtat agtaacctgc taaccagtcg gaaagagcta ccacccaatg gagatactaa 
180 

atccatggta atggaccatc gagggcaacc tccagagttg gctgctcttc ccactcctga 
240 

gtctacaccc gtgcttcacc agaagaccct gcaggccatg aagagccact cagaaaaggc 
300 

ccatggccat ggagcttcaa ggaaagaaac ccctcagttt tttccgtcta gtccgccacc 
360 

tcattcccca ataagtcatg ggcatatccc cagtgccatt gttcttccaa atgctaccca 
420 

tgactacaac acgtctttct caaactccaa tgctcacaaa gctgaaaaga agcttcaaaa 
480 

cattgatcac cccttcacgc gt 
502 
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<210> 962 
<2li> 106 
<212> PRT 
<213> Homo sapiens 

<400> 962 

Met Val Met Asp His Arg Gly Gin Pro Pro Glu Leu Ala Ala Leu Pro 

1 5 10 15 

Thr Pro Glu Ser Thr Pro Val Leu His Gin Lys Thr Leu Gin Ala Met 

20 25 30 

Lys Ser His Ser Glu Lys Ala His Gly His Gly Ala Ser Arg Lys Glu 

35 40 45 

Thr Pro Gin Phe Phe Pro Ser Ser Pro Pro Pro His Ser Pro He Ser 

50 55 • 60 

His Gly His lie Pro Ser Ala He Val Leu Pro Asn Ala Thr His Asp 
65 70 75 80 

Tyr Asn Thr Ser Phe Ser Asn Ser Asn Ala His Lys Ala Glu Lys Lys 

85 90 95 

Leu Gin Asn He Asp His Pro Phe Thr Arg 
100 105 

<210> 963 

<211> 1298 

<212> DNA 

<213> Homo sapiens 

<400> 963 

nntcgcgagc acactccagc ctctggggag caggccacag aacgcagggt gaaacccaag 
60 

gcgctctaga ggagatgaat tatggatccg ccctcccgga atcctggctc ggccctcccc 
120 

acgccaccca gggccagtcg ggtctgctca cagcccgagg aggccgcgtg tccagccgcg 
180 

ggcaagagac agagcaggtc cctgtgtatc caagtccctg agcccgtgac accggcccca 
240 

ggccctgtag agagccagca gccaccatgg cgaaggagga agatgaggag aagaaagcca 

300 

agaaagggaa gaaggggaag aaggcaccgg acccggagaa gcccaaacgg agcctgaagg 
360 

ggacgtcgcg ggtgttcatg ggcttccgcg accgaacacc caagatctac aagaagggcc 
420 

agttccgcag cgcctcggcc ttcttctggg gcctccacac cggcccccac aagaccaagc 
480 

gcacgaggaa ggcccgcacc gtgctcgggt acacgtcaga gcttatgacg cacatgcgca 
540 

tgggcaagaa gaagcgggcg atgaagggca agaagccgtc cttcatggtg atccgcttcc 
600 

caggccgccg tggctacggc cgcctgcggc cgcgcgcccg gtcactcagc aaagcgtcca 
660 

cggccatcaa ctggctcaca aaaaagttcc tcctcaagaa ggccgaggag tcgggcagcg 
720 

aacaggccac agtggacgcc tggctgcagc gctcgagctc ccgcatgggc tcccgcaaac 
780 . - 
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tccccttccc gtcgggtgcc gagatcctgc ggcctggggg ccggctccgg aggttccccc 
840 

gcagccgcag catctacgcg tcaggcgagc ccctgggctt cctgcccttc gaggacgagg 
900 

ccccattcca tcactcgggc tcccgcaagt cgctgtacgg gcttgagggc ttccaggacc 
960 

tgggcgagta ttatgactat caccgcgacg gcgacgacta ctacgaccgg cagtcactcc 
1020 

accgctacga ggagcaggaa ccctacctgg cgggcctcgg cccctacagc ccggcctggc 
1080 

caccctacgg cgaccactac tacgggtacc cgcccgagga tccctacgac tactaccacc 
114 0 

ccgactatta cggtggcccc gttgatccgg ggtacaccta cggctacggc tacgacgatt 
1200 

acgaaccccc atatgcgccc ccgtcggggt actcgtctcc ttacagctac cacgatgggt 
1260 

acgagggcga ggcgcaccct tatggctact acctggat 
1298 



<210> 964 

<211> 235 

<212> PRT 

<213> Homo sapiens 



<400> 964 

Ser Ala Ser Gin Ala Ala Val Ala Thr Ala Ala Cys Gly Arg Ala Pro 

^5 10 15 

Gly His Ser Ala Lys Arg Pro Arg Pro Ser Thr Gly Ser Gin Lys Ser 

20 25 30 

Ser Ser Ser Arg Arg Pro Arg Ser Arg Ala Ala Asn Arg Pro Gin Trp 

35 40 45 

Thr Pro Gly Cys Ser Ala Arg Ala Pro Ala Trp Ala Pro Ala Asn Ser 

50 55 60 

Pro Ser Arg Arg Val Pro Arg Ser Cys Gly Leu Gly Ala Gly Ser Gly 
65 70 75 8Q 

Gly Ser Pro Ala Ala Ala Ala Ser Thr Arg Gin Ala Ser Pro Trp Ala 

85 90 95 

Ser Cys Pro Ser Arg Thr Arg Pro His Ser He Thr Arg Ala Pro Ala 

100 105 110 

Ser Arg Cys Thr Gly Leu Arg Ala Ser Arg Thr Trp Ala Ser He Met 

lis 120 125 

Thr He Thr Ala Thr Ala Thr Thr Thr Thr Thr Gly Ser His Ser Thr 

130 135 140 

Ala Thr Arg Ser Arg Asn Pro Thr Trp Arg Ala Ser Ala Pro Thr Ala 

150 155 160 

Arg Pro Gly His Pro Thr Ala Thr Thr Thr Thr Gly Thr Arg Pro Arg 

165 170 175 

He Pro Thr Thr Thr Thr Thr Pro Thr He Thr Val Ala Pro Leu He 

180 185 190 

Arg Gly Thr Pro Thr Ala Thr Ala Thr Thr He Thr Asn Pro His Met 

195 200 205 

Arg Pro Arg Arg Gly Thr Arg Leu Leu Thr Ala Thr Thr Met Gly Thr 

210 215 220 

Arg Ala Arg Arg Thr Leu Met Ala Thr Thr Trp 
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225 230 235 

<210> 965 
<211> 336 

<212> DNA 

<2X3> Homo sapiens 
<400> 965 

xuingtgacca ttatgggtgg tgcccgtacc cgtgaagtgg aaggcgttga ttttgttggc 
60 

cgggtcagcg atgccgaaaa ggctgaaatc ctcggccgcg ccgatgtgta tgtcgccccc 
120 

aataccggcg gtgagagctt tggcatcgtc ttggtggaag ccatggcggc aggcgcagcc 
180 

gttgttgctt cagacttgga ggccttccgc gcagtgtgca acgccgattc cgatgatgtt 
240 

gccggcgcgc tatatcgcaa tgaggatagt aatgaccttg ctcgtgtact caacgaggtg 
300 

ctcgaggatc ctgagtatcg tgcccgctta gtgcac 
336 

<210> 966 
<211> 112 
<212> PRT 

<213> Homo sapiens 



<400> 966 


















Xaa Val 


Thr 


He 


Met Gly 


Gly Ala Arg 


Thr 


Arg Glu 


val 


Glu Gly 


Val 


1 






5 




10 






15 




Asp Phe 


val 


Gly 


Arg Val 


Ser Asp Ala 


Glu 


Lys Ala 


Glu 


He Leu 


Gly 






20 




25 








30 




Arg Ala 


Asp 


Val 


Tyr Val 


Ala Pro Asn 


Thr 


Gly Gly 


Glu 


Ser Phe 


Gly 




35 






40 






45 






He Val 


Leu 


Val 


Glu Ala 


Met Ala Ala 


Gly 


Ala Ala 


Val 


Val Ala 


Ser 


50 








55 




60 








Asp Leu 


Glu 


Ala 


Phe Arg 


Ala Val Cys 


Asn 


Ala Asp 


Ser 


Asp Asp 


Val 


65 






70 






75 






80 


Ala Gly 


Ala 


Leu 


Tyr Arg 


Asn Glu Asp 


Ser 


Asn Asp 


Leu 


Ala Arg 


Val 








85 




90 






95 




Leu Asn 


Glu 


Val 


Leu Glu 


Asp Pro Glu 


Tyr 


Arg Ala 


Arg 


Leu Val 


His 






100 




105 








110 





<210> 967 
<211> 393 
<212> DNA 

<213> Homo sapiens 
<400> 967 

ncaaatggca attcatagcc cgccagatcg gacacggagc tggtggtatc cacggattcg 
60 

ggcgcggagg cgtcgggctc aagctccgct tcggcaccgg tcggcactga ggaatctccg 

120 

tcggcccccg cttcggccgc agcctgggct gcgccagacc ctgcgggagg caccttctcc 
180 
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cgggttcgcc agccaaatgg cgttgcaggc tccagcatcc agtccggtgc cttcggcacc 
240 

cccgcactgc gcagagaggc cgccagaaac gatggcaccg gcggcgcggg aggtgataca 
300 

ggcgcttcgg ccggagcgct cacggactcc ggcactacag gtgcagcttg cgcttcctgc 
360 

ggcggagcaa cagggtcact tcgaggcggg gat: 
393 

<210> 968 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 968 

Pro Ala Arg Ser Asp Thr Glu Leu Val Val Ser Thr Asp Ser Gly Ala 

1 5 10 15 

Glu Ala Ser Gly Ser Ser Ser Ala Ser Ala Pro Val Gly Thr Glu Glu 

20 25 30 

Ser Pro Ser Ala Ser Ala Ser Ala Ala Ala Trp Ala Ala Pro Asp Ser 

35 40 45 

Ala Gly Gly Thr Phe Ser Arg Val Arg Gin Pro Asn Gly Val Ala Gly 

50 55 60 

Ser Ser lie Gin Ser Gly Ala Phe Gly Thr Pro Ala Leu Arg Arg Glu 
65 70 75 80 

Ala Ala Arg Asn Asp Gly Thr Gly Gly Ala Gly Gly Asp Thr Gly Ala 

85 90 95 

Ser Ala Gly Ala Leu Thr Asp Ser Gly Thr Thr Gly Ala Ala Cys Ala 

100 105 110 

Ser Cys Gly Gly Ala Thr Gly Ser Leu Arg Gly Gly Asp 
lis 120 125 

<210> 969 
<211> 880 
<212> DKA 
<213> Homo sapiens 

<400> 969 

caattgtcat gcaggacacc aaagatgaac acaggcttca cagtggcaaa ctctgtctga 
60 

ttatccttac atgtattgca gaggatcaat atgaccatgc atttttgcat gatgatcaac 
120 

atgaattttc gagtaaactt acatagaatg cctatgagac acaggaagaa ggcagcagac 
180 

aagaatctta ccctgccgtc tttagtatgt gaagtactgg acctgatggt agagtttatt 
240 

gtaacacaca tgatgaagga gtttcctatg gatctctata tacgctgcat ccaggtagta 
300 

cacaaactgc tctgctacca gaagaagtgt cgggtacgcc tgcattacac ctggcgggag 
360 

ctctggtcag ccttgataaa tttgctgaag ttccttatgt caaatgagac tgtacttttg 
420 

gccaaacaca acatttttac attagccctt atgattgtga acctatttaa tatgtttatc 
480 
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acatacggcg acacatttct gccaaccccc 
540 

atccgcatgc accagagctt tgacaacctc 
600 

gcaggccagt ggaaggaagc agctagcaag 
660 

atcatcaacc actttaaccc caaaattgag 
720 

ctgtcagagg agcaggtgct ggaggtggtg 

780 

ctgcaggatg gcctggacca gtatgagcgc 
840 

ttcaaagagc tggttcgatc cattagcacc 

880 



agcagctatg atgaacttta ctatgagatt 
tactccatgg tcctgaggct ctctaccaat 
gtgacccatg cattggttaa tatcagagcc 
tcctacgctg ctgtgaatca catatcccaa 
agagccaact atgacacgct cacgctgaag 
tactcagagc agcacaagga agctgccttc 
aacgtccgga 



<210> 970 

<211> 263 

<212> PRT 

<213> Homo sapiens 



<400> 970 

Met Thr Met His Phe Cys Met Met lie Asn Met Asn Phe Arg Val Asn 

15 10 15 

Leu His Arg Met Pro Met Arg His Arg Lys Lys Ala Ala Asp Lys Asn 

20 25 30 

Leu Thr Leu Pro Ser Leu Val Cys Glu Val Leu Asp Leu Met Val Glu 

35 40 45 

Phe He Val Thr His Met Met Lys Glu Phe Pro Met Asp Leu Tyr He 

50 55 60 

Arg Cys He Gin Val Val His Lys Leu Leu Cys Tyr Gin Lys Lys Cys 
65 70 75 80 

Arg Val Arg Leu His Tyr Thr Trp Arg Glu Leu Trp Ser Ala Leu He 

85 90 95 

Asn Leu Leu Lys Phe Leu Met Ser Asn Glu Thr Val Leu Leu Ala Lys 

100 105 110 

His Asn He Phe Thr Leu Ala Leu Met He Val Asn Leu Phe Asn Met 

lis 120 125 

Phe He Thr Tyr Gly Asp Thr Phe Leu Pro Thr Pro Ser Ser Tyr Asp 

130 135 140 

Glu Leu Tyr Tyr Glu He He Arg Met His Gin Ser Phe Asp Asn Leu 
145 150 155 160 

Tyr Ser Met Val Leu Arg Leu Ser Thr Asn Ala Gly Gin Trp Lys Glu 

165 170 175 

Ala Ala Ser Lys Val Thr His Ala Leu Val Asn He Arg Ala He He 

ISO 185 190 

Asn His Phe Asn Pro Lys He Glu Ser Tyr Ala Ala Val Asn His He 

195 200 205 

Ser Gin Leu Ser Glu Glu Gin Val Leu Glu Val Val Arg Ala Asn Tyr 

210 215 220 

Asp Thr Leu Thr Leu Lys Leu Gin Asp Gly Leu Asp Gin Tyr Glu Arg 
225 230 235 240 

Tyr Ser Glu Gin His Lys Glu Ala Ala Phe Phe Lys Glu Leu Val Arg 

245 250 255 

Ser He Ser Thr Asn Val Arg 
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260 

<2X0> 971 
<211> 337 
<212> DNA 

<213> Homo sapiens 
<:400> 971 

tcgcgaggcc tcactatgga gccttctgag gtgctcaacc ttattaaaga ctccggacta 
60 

cgcggtcgtg gtggtgcagg cttccccact ggggtgaaat ggtcctttgt tccccaaaac 
120 

aatcccaacc ccaaatacct ggttgttaac ggagacgaat ccgaacccgg cacgtgcaag 
180 

gacatgccgc tcattatggc aagcccgcac acgcttgtcg aaggtgctct tatctcccgc 
240 

tacgctttcg gatccgagca ggctttcatc tacctccgtg gagaagttgt tcaggtagcc 
300 

cggcgccttg aagaaaaaaa aaaaatgcga nimnnnn 
337 

<210> 972 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 972 

Ser Arg Gly Leu Thr Met Glu Pro Ser Glu Val Leu Asn Leu He Lys 

^5 10 15 

Asp Ser Gly Leu Arg Gly Arg Gly Gly Ala Gly Phe Pro Thr Gly Val 

20 25 30 

Lys Trp Ser Phe Val Pro Gin Asn Asn Pro Asn Pro Lys Tyr Leu Val 

35 40 45 

Val Asn Gly Asp Glu Ser Glu Pro Gly Thr Cys Lys Asp Met Pro Leu 

50 55 60 

He Met Ala Ser Pro His Thr Leu Val Glu Gly Ala Leu He Ser Arg 
^5 70 75 80 

Tyr Ala Phe Gly Ser Glu Gin Ala Phe He Tyr Leu Arg Gly Glu Val 

85 90 95 

Val Gin Val Ala Arg Arg Leu Glu Glu Lys Lys Lys Met Arg Xaa Xaa 
100 105 110 

<210> 973 
<2ll> 360 
<212> DNA 

<213> Homo sapiens 
<400> 973 

acgcgtgaag gggaaagggg gagtcgtctc cttggttcct aagtgcgccc tctccaggtt 
60 

ccagcagggc ggcacagcca aggaaatggc atggtcctgc tgcatggttc tcagtggggt 

120 

ccgggacctt ctgtataggc atcacttagg aaccagtcag accatcagat tctcaggacc 
180 
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cactggatca actgagtcag gaactcaggg ttttcaacac atcctccggg gggattccag 
240 

tggctgtgta acttcgagga ccactggcaa agtggctctg gggtcagaga tccgagttca 
300 

tattctgggt ctgcctctga ctgactgcaa cggtgggcaa gtcacttgcc gtgcccagcc 
360 

<210> 974 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 974 

Met Ala Trp Ser Cys Cys Met Val Leu Ser Gly Val Arg Asp Leu Leu 

15 10 15 

Tyr Arg His His Leu Gly Thr Ser Gin Thr He Arg Phe Ser Gly Pro 

20 25 30 

Thr Gly Ser Thr Glu Ser Gly Thr Gin Gly Phe Gin His He Leu Arg 

35 40 45 

Gly Asp Ser Ser Gly Cys Val Thr Leu Arg Thr Thr Gly Lys Val Ala 

50 55 60 

Leu Gly Ser Glu He Arg Val His He Leu Gly Leu Pro Leii Thr Asp 
65 70 75 80 

Cys Asn Gly Gly Gin Val Thr Cys Arg Ala Gin 
85 90 



<210> 975 
<211> 2604 
<212> DNA 

<213> Homo sapiens 
<400> 975 

gcagcctctc tgagctggag cgtctgaagc tgcaagagac tgcttaccac gaactcgtgg 
60 

ccagacattt cctctccgaa ttcaaacctg acagagctct gcctattgac cgtccgaaca 
120 

ccttggataa gtggtttctg attttgagag gacagcagag ggctgtatca cacaagacat 
180 

ttggcattag cctggaagag gtcctggtga acgagtttac ccgccgcaag catcttgaac 
240 

tgaccagcca cgatgcaggt tgaagaagcc accggtcagg ctgcgggccg tcgtcgggga 
300 ■ 

aacgtggtgc gaagggtgtt tggccgcatc cggcgctttt tcagtcgcag gcggaatgag 
360 

cccaccttgc cccgggagtt cactcgccgt gggcgtcgag gtgcagtgtc tgtggatagt 
420 

ctggctgagc tggaagacgg agccctgctg ctgcagaccc tgcagctttc aaaaatttcc 
480 

tttccaattg gccaacgact tctgggatcc aaaaggaaga tgagtctcaa tccgattgcg 
540 

aaacaaatcc cccaggttgt tgaggcttgc tgccaattca ttgaaaaaca tggcttaagc 

600 

gcagtgggga tttttaccct tgaatactcc gtgcagcgag tgcgtcagct ccgtgaagaa 
660 
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tttgatcaag gtctggatgt agtgctggat gacaatcaga atgtgcatga tgtggctgca 
720 

ctcctcaagg agtttttccg tgacacgaag gattctctgc tgccagatga tctgtacatg 
780 

tcattcctcc tgacagcaac tttaaagccc caggatcagc tttctgccct gcagttgctg 
840 

gtctacctga cgccaccctg ccacagtgat accctggagc gtctgctgaa ggccctgcat 
900 

aaaatcactg agaactgcga ggactcaatt ggcattgatg gacagttggt cccaggcaac 
960 

cgtatgactt ccactaactt ggccttggtg tttggatctg ctctcctgaa aaaaggaaag 
1020 

tttggcaaga gagagtccag gaaaacaaag ctggggattg atcactatgt tgcttctgtc 
1080 

aatgtggtcc gtgccatgat tgataactgg gatgtcctct tccaggtgcc tccccatatt 
1140 

cagaggcagg ttgctaagcg cgtgtggaag tccagcccgg aagcacttga ttttatcaga 
1200 

cgcaggaact tgaggaagat ccagagtgca cgcataaaga tggaagagga tgcactactt 
1260 

tctgatccag tggaaacctc tgctgaagcc cgggctgctg tccttgctca aagcaagcct 
1320 

tctgatgaag gttcctctga ggagccagct gtgccttccg gcactgcccg ttcccatgac 
1380 

gatgaggaag gagcgggtaa ccctcccatt ccggagcaag accgcccatt gctccgtgtg 
1440 

ccccgggaga aggaggccaa aactggcgtc agctacttct ttccttagat gtttttcctt 
1500 

ctataaggtg ccagacaggg gaaaagggtg ggggtacatc tgggatgtca caggaaacat 
1560 

taaggagaga gttgaaggta aagatctgaa ggtaagaagg agttccacct gatgctcggg 
1620 

tcaggatgag aattccaaac acactgccag ccccttcact ggggatgctt ggtctcttct 
1680 

gctggtaaaa gcagagatgt ttctgtgtca tgcccaagct ccccggtgct accttgcctt 
1740 

tctcttttac ccctgatctt ggctttctct ctctctctgc agactttcct ttaattgatg 
1800 

tgacatttgt ggtaaacacc tttcccaggg aacctcacaa atcttgagat gctttccctt 
1860 

ccccaaatgg gattgcatga tttccctgac tttcctaccc tcctccagag agctcagttg 

1920 

gaaaggccct caagaggcat gctagaacgt taggtcagcc tactgacagc cgacaaacaa 
1980 

ttaatgcgaa atcatgtcac accaacccat agccgtgtcc acgcagcaac tccaccacct 
2040 

taggatttcc ccctccaaat tattcagacc aatggcttgc caaatggcct ctcccaaaat 
2100 

tctgtacagt tttgctcagg tcacgccaac agggaaacct caagtgtagg tctaattagt 
2160 

gtttctggga tccaaagtta gaggaaaatt tagattttat tgcctggatc tgctttaaag 
2220 

acaattggtg cttacaccct cttgtcagca aaacagctag tcaggtaagg acatatagtt 
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aaagtcactt gattacaaat gttcttaact atcgtctctg taattccttt 
gtacaaaatt gtgggacatg ctctggtaac acacagatat gggttgcata 
ttacagctga tattatggat gacaactgct aaggtccata aaatgaagac 
tgagggatag aaattgatca tttaatgggt aacaactgct gagctcaaag 
gttaaaactt ctctggcatt taatcattaa taaacatctg tattgtgaca 
aaaaaaaaaa aaaa 



<210> 976 

<211> 411 

<212> PRT 

<213> Homo sapiens 



<400> 976 



Met Gin 


Val 


Glu 


Glu 


Ala 


Thr 


Gly Gin 


Ala Ala Gly Arg Arg Arg Gly 


1 






5 










10 15 


Asn Val 


Val 


Arg 


Arg 


Val 


Phe 


Gly Arg 


He Arg Arg Phe Phe Ser Arg. 






20 










25 


30 


Arg Arg 


Asn 


Glu 


Pro 


Thr 


Leu 


Pro 


Arg 


Glu Phe Thr Arg Arg Gly Arg 


35 










40 




45 


Arg Gly 


Ala 


Val 


Ser 


Val 


Asp 


Ser 


Leu 


Ala Glu Leu Glu Asp Gly Ala 


50 










55 






60 


Leu Leu 


Leu 


Gin 


Thr 


Leu 


Gin 


Leu 


Ser 


Lys He Ser Phe Pro He Gly 


65 








70 








75 80 


Gin Arg 


Leu 


Leu 


Gly 


Ser 


Lys 


Arg 


Lys 


Met Ser Leu Asn Pro He Ala 








85 










90 95 


Lys Gin 


He 


Pro 


Gin 


Val 


Vai 


Glu 


Ala 


Cys Cys Gin Phe He Glu Lys 






100 










105 


110 


His Gly 


Leu 


Ser 


Ala 


Val 


Gly 


He 


Phe 


Thr Leu Glu Tyr Ser Val Gin 


115 










120 




125 


Arg val 


Arg 


Gin 


Leu 


Arg 


Glu 


Glu 


Phe 


Asp Gin Gly Leu Asp Val Val 


130 










135 






140 


Leu Asp 


Asp 


Asn 


Gin Asn 


Val 


His 


Asp 


Val Ala Ala Leu Leu Lys Glu 


145 








150 








155 160 


Phe Phe 


Arg 


Asp 


Met 


Lys 


Asp 


Ser 


Leu 


Leu Pro Asp Asp Leu Tyr Met 








165 










170 . 175 


Ser Phe 


Leu 


Leu 


Thr Ala 


Thr 


Leu 


Lys 


Pro Gin Asp Gin Leu Ser Ala 






180 










185 


190 


Leu Gin 


Leu 


Leu 


Val 


Tyr 


Leu 


Thr 


Pro 


Pro Cys His Ser Asp Thr Leu 




195 










200 




205 


Glu Arg 


Leu 


Leu 


Lys 


Ala 


Leu 


His 


Lys 


He Thr Glu Asn Cys Glu Asp 


210 










215 






220 


Ser He 


Gly 


He 


Asp Gly 


Gin 


Leu 


Val 


Pro Gly Asn Arg Met Thr Ser 



225 230 235 240 

Thr Asn Leu Ala Leu Val Phe Gly Ser Ala Leu Leu Lys Lys Gly Lys 

245 250 255 

Phe Gly Lys Arg Glu Ser Arg Lys Thr Lys Leu Gly He Asp His Tyr 

260 265 270 

Val Ala Ser Val Asn Val Val Arg Ala Met He Asp Asn Trp Asp Val 



ccaagtaggt 
2340 

atacaggaca 
2400 

tgatccagaa 
2460 

tgtattgtat 
2520 

atttgtgatt 
2580 

gcaaaaaaaa 
2604 
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275 280 285 

Leu Phe Gin Val Pro Pro His He Gin Arg Gin Val Ala Lys Arg Val 

290 295. 300 

Trp Lys Ser Ser Pro Glu Ala Leu Asp Phe He Arg Arg Arg Asn Leu 
305 310 315 320 

Arg Lys He Gin Ser Ala Arg lie Lys Met Glu Glu Asp Ala Leu Leu 

325 330 335 

Ser Asp Pro Val Glu Thr Ser Ala Glu Ala Arg Ala Ala Val Leu Ala 

340 345 350 

Gin Ser Lys Pro Ser Asp Glu Gly Ser Ser Glu Glu Pro Ala Val Pro 

355 360 365 

Ser Gly Thr Ala Arg Ser His Asp Asp Glu Glu Gly Ala Gly Asn Pro 

370 375 380 

Pro He Pro Glu Gin Asp Arg Pro Leu Leu Arg Val Pro Arg Glu Lys 
385 390 395 400 

Glu Ala Lys Thr Gly Val Ser Tyr Phe Phe Pro 
405 410 

<210> 977 
<211> 378 
<212> DNA 

<213> Homo sapiens 
<400> 977 

cgcgtgaagg gggccatcca gaggagcacg gagacgggcc tggcagtgga gatgcccagc 
60 

cggacactgc gccaggccag ccacgagtcc attgaggaca gcatgaacag ctatggctca 

120 

gagggcaacc ttaactatgg aggagtttgc ctggcgtcgg acgcccagtt cagtgacttc 
180 

ctgggaagca tggggccggc acagtttgtg ggccgccaga ccctggccac cacacccatg 
240 

ggggatgtgg agatcggtct gcaggagcgg aacggtcagt tggaggtgga cattatccag 
300 

gctcggggac tgacagccaa gccaggctcc aagacactgc cagcggccta catcaaggcc 
360 

tacctgctag agatggca 
378 

<210> 978 
<211> 126 
<212> PRT 
<213> Homo sapiens 

<400> 978 

Arg Val Lys Gly Ala He Gin Arg Ser Thr Glu Thr Gly Leu Ala Val 

^ 5 10 15 

Glu Met Pro Ser Arg Thr Leu Arg Gin Ala Ser His Glu Ser He Glu 

20 25 30 

Asp Ser Met Asn Ser Tyr Gly Ser Glu Gly Asn Leu Asn Tyr Gly Gly 

35 40 45 

Val Cys Leu Ala Ser Asp Ala Gin Phe Ser Asp Phe Leu Gly Ser Met 

50 55 60 

Gly Pro Ala Gin Phe Val Gly Arg Gin Thr L6u Ala Thr Thr Pro Met 
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65 70 75 SO 

Gly Asp Val Glu He Gly Leu Gin Glu Arg Asn Gly Gin Leu Glu Val 

85 90 95 

Asp He He Gin Ala Arg Gly Leu Thr Ala Lys Pro Gly Ser Lys Thr 

100 105 110 

Leu Pro Ala Ala Tyr He Lys Ala Tyr Leu Leu Glu Met Ala 
115 120 125 

<210> 979 
<211> 3500 
<212> DNA 

<213> Homo sapiens 

<400> 979 

nntttttttt ttccagggga aaatgcttta ttgagtaaag tatccgagga agtgatgcag 
60 

ggcaggtaaa cagctggtgc tcagcagcga gaggacgcgt cactctgccg ttctgcaggg 
120 

tgacgccctc cccgtacctc gctgagagcc acctgcagac acagcaggcc acagcagaat 
180 

gcacaggtca ctgttgtagg ggaacaaatc gtaatgccca gagaaaacct cagcctccca 
240 

aagtgctggg attacaggcg tgagccacgg cgcctggcct ccttccttca cttttgaaat 
300 

taaagcctct ttgcaagtcc tgctctgaga aatggtcact gcacatggta aagaggccct 
360 

gagccccatg gccatctctc ttggtgaggg gtggcgggcc cgggtgctgt ctgagatgcc 

420 

agctcaggag ggctccatcc tggctctgct gccccagggc cggcgttccc ggagggctcc 
460 

aggttcccgg ttctagtcct ggaaaggcag aagggagagg ggaagggaag ggtgggaggg 
540 

gcctctggga ggtgcagccc caccccatgc cccacacccc gggactcctc gcagacgggg 
600 

acacgtgtgg gagtgtccgc ggagcttcac atttcagggc cgtctcagcc agtgcctctg 

660 

aagtggccgc agccttgggg ccaggttccc tcctgagtcc acctgggcca cattgctccc 
720 

acggtgcaca ctccagcaca agaatggctc agccttgatc ccccaaactg ggcaccgtcc 
780 

ctgcatgtag gtgtgtgggg gggcctcagc agcagacggg gccatgggcc tctggtgggg 
840 

cactcggctc ctgctcctgg gacgagctcc ggggggccct ggtggcattg gcccggacag 
900 

agatatggtc ccagcctccc ccgatgccgt agtcccagcc gtggcccttg ggctcgtgag 
960 

gctgcacgcc ggtgcgatga cacactgtcc cccggctcag gccgtggctg ccctgcactt 
1020 

tgttggcgat cacccagacc tggtccaggg gccccacgga cactcggcac acgttgttgg 
1080 

acacgtgctc ccagctggag ccctgcgggt agctgggcgt gatcccttgg cgataccaca 
1140 

ggtttccatt ctcatccagg gcatacaccg acgtctgccc cgcggacacc tgcttcagcc 
1200 
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tctgtctcgg tggggacggg atgtggtacc agcagtcacc ggctggctgc gaggggtaca 
1260 

cggatccccg gtagaaggcg gagccgtccc ttgccacggc ccacacctgg cagcaggccc 
1320 

cgatggagat ggaggcgaag agctggtcgg tgccaacgtg cagccaggag gagcccgcag 
1380 

ggttgagctc cgacacgccc aggcggcaca gcacatcccc cttgtcgctg acggcccaga 
1440 

gggcgatgct gtgcccactc ccctcggcac ccgggctctc cgggatgatg gacacgtccc 
1500 

tgagggcgat ggggggcacc tccagccagg gcccactggt caccagcttg cattttctgg 
1560 

cccagcacct cctcctcaca aaatccttca tcgttttgga cccatggtat gaggcaggga 
1620 

agtcgctggc atactgccac ccctcctggt ccgtgccccc cggaacgctg aaatccacga 
1680 

accagtcgga aacccaggcc cactgcaggg acgggggctt cgtgccagcc ttcgtgcact 
1740 

cctgcagccc cgaggcatcg ctccacatgt accggtccgt gggcagaccc ctgctggtgt 
1800 

agcctgtgac ggggttccag cgctggttct catagatgtg aacacacttc acgtctgact 
1860 

gcgtgtagat gttactggtg ctgctggcca ggccttggaa gcagccgcct ccatagccgc 
1920 

ctgtgtatac ccaggccgtg tggtcatagc cgatgcccca caccacgccc cggctgttgg 
1980 

cctccaccat ccgcaggtgg cctcccatct gccgccaaaa catctggtcg cagggcaggg 
2040 

ggtgctcgtg ggcctccagg tctgggtggg ctcgctcacg aagatgtccc ccttgcaggt 
2100 

gatggaccag atggcctgcg gggacgggcg gccctgcacc ttccggctct cgcagcaaga 
2160 

caggctgagc agggcgagcc agtcattcat gtcctgctcg gtggcagcag ccagacgcac 
2220 

cggccacctc tgccgtgtcc gctcaggggt gtacagggca aaggagtgct tggtctcgtt 
2280 

cagcactggg accagcgcca ccacctcatt caggaatatg tggatgtact tcttctcctc 
2340 

gtggaccaca tagtagatga agaggatgct gtcccggacg ccgtcgcgcc ccgtgaactg 
2400 

ctccagggcc aagcgcacgt ccacccactt gtggggcttc cagtcgcacc accactgcag 
2460 

cgccccggtc ttcacccaca ccgactgctc cacggqctgc tcgtagtgtc tgaagttctc 
2520 

cagctcccgc ttggtccttt ccgtgagctg ctggaagatc tgcttcctcc aggcagcggt 
2580 

ctgggccggc gtgatggaca gggacagcat gtgtaccgag gaggacaggc ctgcggggca 
2640 

gagagagccc cagggccggg gcactgtcct gcccgcagct gggcaggaag ccacggcgct 
2700 

cccctccacc aaatcagccc tttctagctc aaaagctacg ctctctgtta agcctccttc 
2760 

caccctttgc cctgatggat gagttgctct cccccagtaa ttcagcctgg aaagcagcca 
2820 
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ccaccgctag cacaggggag gggctgcaga caggggaagg ggcactggcc accgtgcttc 
2880 

caggtcctga cagcctcggg ctggtctctg gaggccacag aggagcgcaa tgcctggctc 
2940 

agagctgctg agcacagtga ggcgtccagg gaggacagca ggcctgcccg agccccctga 
3000 

ccccggcctc ctcccacacc ccacaccccc agggcacctg gccatgtgga tgcccccagg 
3060 

ccctgcagga gcccttaccc gcctggacag tgaaccatct gggcatggca catgcctcca 
3120 

ccacgcagcc gcctcccgac acccaggccc acagcgggtg gtcatccacc ccatacggct 
3180 

cctccaagcc cagtgggagg agccccagag aggagaggct ggtggtctcg gggaagccag 
3240 

cggccgagtg gctgggcact ttcttggcct ccttgaggtc aatattggtc cagggcagct 
3300 

cggccggggt gggggccggg ccggggtgcg tgttgggtct ggcctccctg ctgccctcgg 
3360 

ctgggcaggc atcttccacg gtatcttctg cggtcctgcc agcccccagg cctgaggctg 
3420 

agttccctgt ggcattcttg gaatcgtcta gaggttctgc agggagaatc tggccaggcc 
3480 

ctggtctctc gacttccgag 
3500 

<210> 980 

<211> 73 

<212> PRT 

<213> Homo sapiens 

<400> 980 

Met Ser Cys Ser Pro Pro Val He Gin Pro Gly Lys Gin Pro Pro Pro 

15 10 15 

Leu Ala Gin Gly Arg Gly Cys Arg Gin Gly Lys Gly His Trp Pro Pro 

20 25 30 

Cys Phe Gin Val Leu Thr Ala Ser Gly Trp Ser Leu Glu Ala Thr Glu 

35 40 45 

Glu Arg Asn Ala Trp Leu Arg Ala Ala Glu His Ser Glu Ala Ser Arg 

50 55 60 

Glu Asp Ser Arg Pro Ala Arg Ala Pro 
65 70 

<210> 981 
<211> 404 
<212> DNA 
<213> Homo sapiens 

<400> 981 

nacgcgtacg cggactcgac ggcagtggtc ggcccgcttg cgcccgcgcc cgacccccac 

60 

gcctgggact tgtgcgagcg ccactccgcc cacatcacag cgccggtggg gtgggagctg 
120 

gttcgcgccg agcacgtcga gcctgacgac gaagacgtgg acgacgagaa caccgacacc 
180 
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accgcactcg cggaggcggg 

240 

cggccaggat ccgatcgagt 
300 

ccatccggtg caccggacca 
360 

ccgctcccac ctgcgcattg 
404 



tgcgcgaggc ggggcgggta 
actcggcaga caaagacttc 
agcgtgtgga ggaacagcta 
tcccggatcc gaaccgggac 



accaccggtt tggtggagac 
aacaacccag acacctccaa 
gcggcgcaca aggcggcgcg 
gcgt 



<210> 982 
<211> 134 
<212> PRT 

<213> Homo sapiens 



<400> 982 

Xaa Ala Tyr Ala Asp Ser Thr Ala Val Val Gly Pro Leu Ala Pro Ala 

1 5 10 15 

Pro Asp Pro His Ala Trp Asp Leu Cys Glu Arg His Ser Ala His He 

20 25 30 

Thr Ala Pro Val Gly Trp Glu Leu Val Arg Val Glu His Val Glu Leu 

35 40 45 

Asp Asp Glu Asp Val Asp Asp Glu Asn Thr Asp He Thr Ala Leu Ala 

50 55 60 

Glu Ala Gly Ala Arg Gly Gly Ala Gly Asn His Arg Phe Gly Gly Asp 
^5 70 75 80 

Arg Pro Gly Ser Asp Arg Val Leu Gly Arg Gin Arg Leu Gin Gin Pro 

85 90 95 

Arg His Leu Gin Pro Ser Gly Ala Pro Asp Gin Ala Cys Gly Gly Thr 

100 105 110 

Ala Ser Gly Ala Gin Gly Gly Ala Pro Leu Pro Pro Ala His Cys Pro 

lis 120 125 

Gly Ser Glu Pro Gly Arg 
130 



<210> 983 
<211> 579 
<212> DNA 

<213> Homo sapiens 
<400> 983 

ctttctccca tggctgccac ctgcctcaac aaaagccaaa gccctcacca tggcccaaag 

accctacata atctgggtcc ctttacctct cttaccttgt ctcctatcac tctcaatatc 
120 

actcactctt ctccagctac actggcctcc ttgctgttcc ccaagcgtgc tagataccct 
160 

tccttttcag ggcctttgta cttgttcttc tcactgcctg aaacaccctt cctcctaaat 
240 

aatctgatga gttgccctag tacttccagt gtgctcaaat gtcacctccc tagagaagtg 
300 

tttcctgatc aacatatcta aaatcgcccc atcacatgca ttttatatcc ctttatccta 
360 

atttatgtat gctcttctac aaagcactga tcaccacctg gtatatttta tatttattta 
420 
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ttgtggttag tgttcgtctc tcttcagtag actgtaagct ccataaagca gggactcctg 
480 

ttttgttcac tgctgtatcc ccagtgccaa aaacaacagt gcatagtaga tactcaataa 
540 

atatttgtgg aataaactga aaaaaaaaaa aaaaaaaaa 
579 

<210> 984 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 984 

Met Ala Ala Thr Cys Leu Asn Lys Ser Gin Ser Pro His His Gly Pro 

15 10 15 

Lys Thr Leu His Asn Leu Gly Pro Phe Thr Ser Leu Thr Leu Ser Pro 

20 25 30 

lie Thr Leu Asn lie Thr His Ser Ser Pro Ala Thr Leu Ala Ser Leu 

35 40 45 

Leu Phe Pro Lys Arg Ala Arg Tyr Pro Ser Phe Ser Gly Pro Leu Tyr 

50 55 60 

Leu Phe Phe Ser Leu Pro Glu Thr Pro Phe Leu Leu Asn Asn Leu Met 
65 70 75 80 

Ser Cys Pro Ser Thr Ser Ser Val Leu Lys Cys His Leu Pro Arg Glu 

85 90 95 

Val Phe Pro Asp Gin His lie 
100 

<210> 985 
<211> 313 
<212> DNA 

<213> Homo sapiens 
<400> 985 

acgcgtccct caaggtgaaa tgaatggcct tgctgtcacg gtacatacta agcttgataa 
60 

aaagcaacaa . cttggcaata ttcaaatgag ttactctgct aagaacatcg atgtggcaaa 
120 

ctttaaagct catgatctta aacttgtcac agaaattaat catttagaca accagatctt 
180 

tattgattat gcaaaattga ttaaagaatc cgatgcgctg ccagtagatc aacaagtcgc 
240 

gtttttctta aataatatgc aaagtattat tgacggaaag cctgagctaa atataacaga 
300 

gttgagcggg ttc 
313 

<210> 986 
<211> 98 
<212> PRT 

<213> Homo sapiens 
<400> 986 

Met Asn Gly Leu Ala Val Thr Val His Thr Lys Leu Asp Lys Lys Gin 
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1 5 
Gin Leu Gly Asn lie 
20 

Ala Asn Phe Lys Ala 
35 

Leu Asp Asn Gin lie 
50 

Asp Ala Leu Pro Val 
65 

Gin Ser lie lie Asp 
85 

Gly Phe 



10 

Gin Met Ser Tyr Ser .Ala 
25 

His Asp Leu Lys Leu Val 
40 

Phe lie Asp Tyr Ala Lys 
55 

Asp Gin Gin Val Ala Phe 
70 75 
Gly Lys Pro Glu Leu Asn 
90 



15 

Lys Asn lie Asp Val 
30 

Thr Glu lie Asn His 
45 

Leu lie Lys Glu Ser 
60 

Phe Leu Asn Asn Met 
80 

He Thr Glu Leu Ser 
95 



<210> 987 

<211> 4224 

<212> DNA 

<213> Homo sapiens 

<400> 987 

nnttttggat tcttactgta gctctatctc atttatccat catagcgtcc cggggagatg 
60 

gggtcaggag atagcagtgc caacccacta gcaagggctt gactggtata tatcacatga 
120 

tccccaaagg cataacatga agtctgtatt atccccacat atgcagaagg aaggcttgga 
180 

gaagcaatct gaccaagatc acatcccttt ttttttttcg gagatggagg gggagtctca 
240 

ctgtgttacc ccagctagtc ttgaactcct ggcctcaggg atccacctgc ctcagccccc 
300 

caagtagctg ggattacaag tgctagccac tgaacctggc cagaatcaca tcatttttaa 
360 

atggctgaac taggatttaa acccatgtct gattaaacat cccaagatgt tttccatggt 
420 

aagtctgtgt caatcgttag ttccctgaag gaaggcttaa tctagcaaca gtattttctg 
480 

tatctactcc cctggtttct ccccacagag ctagggccat gagtaccttg tttttgactg 
540 

gaaggagctg tggggtggac cgtttccctg aaagctagaa gaatgtttga agcctgttcc 
600 

caaggaccct tgaacatctg tgaagaaatg actattctgc atggaggctt cttgctggcc 

660 

gagcagctgt tccaccctaa ggcactggca gaattaacaa agtctgactg ggaacgtgtt 
720 

ggacggccca tcgtgggggc cttaagggag atctcctcgg ctgcagcaca ctcccagccc 
780 

tttgcctgga agaagaaagc cctgatcatc atctgggcca aggttctgca gccgcacccc 
840 

gtgaccccgt ccgacacaga gacacggtgg caggaagacc tgttcttctc ggtgggcaac 
900 

atgaccccca ccatcaacca caccatcctc ttcgagctgc tcaaatccct ggaagcttct 
960 

ggactcttta tccagctcct gatggccctg cccaccacca tctgccatgc agaactagag 
1020 
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cgctttctgg aacatgtgac cgttgacact 
1080 

gtctggtggg aggtgatgaa gcacaagggt 
1140 

agtgcaacgg cccataagta cctgcctgcc 
1200 

cttaggtcag acccagacgc gtgccccacc 
1260 

ctgacacaga tccagagtcg gatcctgggc 
1320 

ctggctgaca tgctgactgt gtttgcgctg 
1380 

accgtgtatc tggacaaact ggccacggtg 
1440 

ccctaccacc agcaggcgct ggcagagaag 
1500 

acctcgctgg ccaaactccc cagtgagacc 
1560 

ctgctgcggg agtgggggga ggagttgcag 
1620 

tacgacagct accggctgtg cgacagtctg 
1680 

ctgaaccgca ccagcctgtc caaggaggac 

1740 

gtcagggact tcctgaggaa aacgagcacg 
1800 

acagcttcca ttgccatggc cgtcatccag 
1860 

tacatttttg cctctgagaa gaagtgggcc 

1920 

agtaacaggg ccctcttccg agagccagac 
I960 

gacgtcagca cagctgacag agccatccct 
2040 

atcctggaat gttacgcaga cctctccctg 
2100 

ctgcgttcct gggggcgaaa gggcctctct 
2160 

caggaagacc tcaatacaac ttttaaccag 
2220 

gcaaaagctg tggcctccgt ggcccgcctg 
2280 

aaaatgtgca gcctggctgt ggtcaatctc 
2340 

actgccttcc ctgcccttag gtttgtggaa 
2400 

atggtgccac gcctcaaaga aaccgcctgg 
2460 

caatttttag agctcctgaa ctgcctgatg 
2520 

gctgctcttc ttgagccaga cgaggtgctg 
2580 

gatgttgaag aggtagacct cagtctgagg 
2640 



tctgccgaag acgtggcctt cttcctggac 
cacccgcagg accccctgct ctcccagttt 
ttagatgagt tcccccatcc tccaaagagg 
atgcccctgt tggccatgct gctccgcggg 
ccggggagga agtgctgtgc gctggccaac 
acagaggacg acccccagga ggtgtctgca 
atctctgtgt ggaactcgga cacccagaat 
gtgaaggagg cagaacggga tgtcagcctg 
attttcgtgg gctgcgagtt cctgcaccac 
gccgtgctcc gcagcagcca ggggacaagt 
acttccttca gccagaacgc gacgctctac 
aggcaggtgg tctctgagct ggcggagtgt 
gtgctgaaga acagggcctt ggaggatatc 
cagaagatgg accgccatat ggaagtgtgc 
ttctcggacg agtgggtagc ctgcctgggg 
ttggtgttga ggctgctgga aacagtgata 
gagtctcaga tccggcaggt gatccacctg 
ccaggtaaaa ataaagtcct tgcaggtatc 
gaaaagttgc tggcttatgt ggagggtttt 
ctcactcaga gtgcctccga acagggcttg 
gtcatagtgc acccggaagt cacggtgaag 
ggcacccaca agttcctggc ccagattctc 
gtgcagggtc ccaattcatc tgccactttc 
atgaagttct ctacacccaa ggaagaaaag 
agtcccgtga aaccccaagg gattccagtg 
aaggaatttg tcctgccttt cttgaggtta 
atcttcatcc agactctaga ggcaaacgcg 
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tgccgagagg aatactggct ccagaccCgc tccccgtttc cactcctctt cagcttgtgc 
cagctcttgg accgcttcag caaatactgg cagcttccca aggagaagcg gtgcctctct 

27dv 

ttggatagga aggatctagc gatccatatc ctggagctcc tgtgtgagac tgtatcagcc 

2820 

aatgctgaga ccttctccce ggatgtctgg atcaagtccc tgtcctggct ccaccgcaag 

2880 

ttagaacagc tagactggac tgcgggcctg aggctgaaga gcttcttcga ggggcacttc 
aSw^"^**^ tgccagccac actttttgag atctgtaagc tttcagaaga cgagtggacc 
tcccaggccc acccagggta cggggctggc acggggctcc tggcctggat ggagtgctgc 

30dO 

tgcgtctcca gcggcatctc ggagaggatg ctgtctctct tggtggtgga cgtgggcaat 
cctgaggagg tcagactgtt cagcaaaggc tttctggtgg ccctggtgca agtcatgcct 

J 1 8 0 

tggtgcagcc ctcaggagtg gcagcgcctt caccagctga ccaggagact gctggagaag 
cagctcctcc atgtccccta tagcctggaa tatattcagt ttgttcccct gctcaacctg 

aagccctttg cccaggagtt gcaactctcc gtcctcttcc tgaggacttt ccagtttctc 

33d 0 

tgcagccata gctgtcgtaa ttggcttcct ctggaaggct ggaaccacgt ggtcaaactc 
ctctgtggca gtctgacccg cctcctggac tcagtcaggg cgatacaggc agctggccct 
tgggttcaag gaccagagca ggacctgacc caggaagccc tgtttgttta cacccaggtg 
tcctgccatg ctctgcacat catggccatg ctccacccgg aggtctgtga gccactctac 

3600 

gttttagcct tggaaaccct cacctgctat gagactttga gcaagaccaa cccttctqtc 
3660 ^ 

agctccttgc tccagagggc acacgagcag tgcttcttaa agtccattgc tgagggcatc 
ggccctgaag aacggcgcca aaccctgttg cagaagatga gcagcttctg acttggcgtg 
gggagctggg ccccaacatg gcgggtctgc agaagatcag cagcttctta cctgtgcggg 
agcgaaaaag ctgggcctca acatggcagg tctgtagggg tcagacccga gcagcctgga 
ctttacagtt atgtgaaact gtccacaaaa agtcatggca ataatggtgt aaagaaaata 

39o0 

402"*^*^^^^ tatttgtaac gtacaaacta tcataaaaat tctcctcttt cgcatctcac 
iSSr'''''''"' =taagtcggc ctcagcaata gcccaggatt aaatatgctc tgaaattggg 
4140^"^'^'"^ ^''^^^^^'^^^ atccagccgg gaggaacatg ttcataactg gacttttcca 
tcctagattt tggcaaataa gcccaaagtt gaaaccatgt gagtggaaaa agcatcacat 

ggtacgtata acccccaaaa aaaa 
4224 
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<210> 988 
<211> 873 
<212> PRT 

c213> Homo sapiens 



<400> 988 



AXa 


His 


Lys 


Tyr 


Leu 


Pro Ala Leu Asp Glu Phe 


Pro 


His 


Pro 


Pro Lys 


•1 






5 


10 








15 




Arg 


Leu 


Arg 


Ser 


Asp 


Pro Asp Ala Cys Pro Thr Met 


Pro 


Leu 


Leu 


Ala 








20 




25 






30 






Met 


Leu 


Leu 


Arg 


Gly 


Leu Thr Gin He Gin Ser Arg 


He 


Leu Gly Pro 






35 






40 




45 








Gly 


Arg 


Lys 


Cys 


Cys 


Ala Leu Ala Asn Leu Ala 


Asp 


Met 


Leu 


Thr 


Val 




50 








55 


60 










Phe 


Ala 


Leu 


Thr 


Glu 


Asp Asp Pro Gin Glu Val 


Ser 


Ala 


Thr 


Val 


Tyr 


65 










70 75 










80 


Leu 


Asp 


Lys 


Leu 


Ala 


Thr Val He Ser Val Trp 


Asn 


Ser Asp 


Thr 


Gin 










85 


90 








95 




Asn 


Pro 


Tyr 


His 


Gin 


Gin Ala Leu Ala Glu Lys 


Val 


Lys 


Glu 


Ala 


Glu 








100 




105 






110 






Arg 


Asp 


Val 


Ser 


Leu 


Thr Ser Leu Ala Lys Leu 


Pro 


Ser 


Glu 


Thr 


He 






115 






120 




125 








Phe 


Val 


Gly 


Cys 


Glu 


Phe Leu His His Leu Leu Arg Glu Trp Gly Glu 




130 








135 


140 










Glu 


Leu 


Gin 


Ala 


Val 


Leu Arg Ser Ser Gin Gly Thr Ser Tyr Asp 


Ser 


145 










150 155 










160 


Tyr 


Arg 


Leu 


Cys 


Asp 


Ser Leu Thr Ser Phe Ser 


Gin 


Asn 


Ala 


Thr 


Leu 










165 


170 








175 




Tyr 


Leu 


Asn 


Arg 


Thr 


Ser Leu Ser Lys Glu Asp 


Arg 


Gin 


val 


Val 


Ser 








loO 




185 






190 






Glu 


Leu 


Ala 


Glu 


Cys 


Val Arg Asp Phe Leu Arg 


Lys 


Thr 


Ser 


Thr 


Val 






195 






200 




205 








Leu 


Lys 


Asn 


Arg 


Ala 


Leu Glu Asp He Thr Ala 


Ser 


He 


Ala 


Met 


Ala 




210 








215 


220 










Val 


lie 


Gin 


Gin 


Lys 


Met Asp Arg His Met Glu 


Val 


Cys 


Tyr 


He 


Phe 












230 235 










240 


Ala 


Ser 


Glu 


Lys 


Lys 


Trp Ala Phe Ser Asp Glu 


Trp 


Val 


Ala 


Cys 


Leu 










245 


250 








255 




Gly 


Ser 


Asn 


Arg 


Ala 


Leu Phe Arg Glu Pro Asp 


Leu 


Val 


Leu Arg 


Leu 








260 




265 






270 






Leu 


Glu 


Thr 


Val 


He 


Asp Val Ser Thr Ala Asp Arg 


Ala 


He 


Pro 


Glu 






275 






280 




285 








Ser 


Gin 


He 


Arg 


Gin 


Val He His Leu He Leu Glu Cys Tyr Ala Asp 




290 








295 


300 










Leu 


Ser 


Leu 


Pro 


Gly 


Lys Asn Lys Val Leu Ala Gly 


He 


Leu Arg 


Ser 


305 










310 315 










320 


Trp 


Gly 


Arg 


Lys 


Gly 


Leu Ser Glu Lys Leu Leu 


Ala 


Tyr 


Val 


Glu Gly 










325 


330 








335 




Phe 


Gin 


Glu 


Asp 


Leu 


Asn Thr Thr Phe Asn Gin 


Leu 


Thr 


Gin 


Ser 


Ala 








340 




345 






35a 






Ser 


Glu 


Gin 


Gly 


Leu 


Ala Lys Aid Val Ala Ser 


Val 


Ala Arg 


Leu 


Val 






355 






360 




365 








He 


Val 


His 


Pro 


Glu 


Val Thr Val Lys Lys Met 


Cys 


Ser 


Leu 


Ala 


Val 



963 



wo 00/58473 



PCT/USOO/08621 



370 375 380 

Val Asn Leu Gly Thr His Lys Phe Leu Ala Gin He Leu Thr Ala Phe 
385 390 395 400 

Pro Ala Leu Arg Phe Val Glu Val Gin Gly Pro Asn Ser Ser Ala Thr 

405 410 415 

Phe Met Val Ser Cys Leu Lys Glu Thr Val Trp Met Lys Phe Ser Thr 

420 425 430 

Pro Lys Glu Glu Lys Gin Phe Leu Glu Leu Leu Asn Cys Leu Met Ser 

435 440 445 

Pro Val Lys Pro Gin Gly He Pro Val Ala Ala Leu Leu Glu Pro Asp 

450 455 460 

Glu Val Leu Lys Glu Phe Val Leu Pro Phe Leu Arg Leu Asp Val Glu 
465 470 475 480 

Glu Val Asp Leu Ser Leu Arg He Phe lie Gin Thr Leu Glu Ala Asn 

485 490 495 

Ala Cys Arg Glu Glu Tyr Trp Leu Gin Thr Cys Ser Pro Phe Pro Leu 

500 505 510 

Leu Phe Ser Leu Cys Gin Leu Leu Asp Arg Phe Ser Lys Tyr Trp Gin 

515 520 525 

Leu Pro Lys Glu Lys Arg Cys Leu Ser Leu Asp Arg Lys Asp Leu Ala 

530 535 540 

He His He Leu Glu Leu Leu Cys Glu He Val Ser Ala Asn Ala Glu 
545 550 555 560 

Thr Phe Ser Pro Asp Val Trp He Lys Ser Leu Ser Trp Leu His Arg 

565 570 575 

Lys Leu Glu Gin Leu Asp Trp Thr Val Gly Leu Arg Leu Lys Ser Phe 

580 585 590 

Phe Glu Gly His Phe Lys Cys Glu Val Pro Ala Thr Leu Phe Glu He 

595 600 605 

Cys Lys Leu Ser Glu Asp Glu Trp Thr Ser Gin Ala His Pro Gly Tyr 

610 615 620 

Gly Ala Gly Thr Gly Leu Leu Ala Trp Met Glu Cys Cys Cys Val Ser 
625 630 635 640 

Ser Gly He Ser Glu Arg Met Leu Ser Leu Leu Val Val Asp Val Gly 

645 650 655 

Asn Pro Glu Glu Val Arg Leu Phe Ser Lys Gly Phe Leu Val Ala Leu 

660 665 670 

Val Gin Val Met Pro Trp Cys Ser Pro Gin Glu Trp Gin Arg Leu His 

675 680 685 

Gin Leu Thr Arg Arg Leu Leu Glu Lys Gin Leu Leu His Val Pro Tyr 

690 695 700 

Ser Leu Glu Tyr He Gin Phe Val Pro Leu Leu Asn Leu Lys Pro Phe 
705 710 715 720 

Ala Gin Glu Leu Gin Leu Ser Val Leu Phe Leu Arg Thr Phe Gin Phe 

725 730 735 

Leu Cys Ser His Ser Cys Arg Asn Trp Leu Pro Leu Glu Gly Trp Asn 

740 745 750 

His Val Val Lys Leu Leu Cys Gly Ser Leu Thr Arg Leu Leu Asp Ser 

755 760 765 

Val Arg Ala He Gin Ala Ala Gly Pro Trp Val Gin Gly Pro Glu Gin 

770 775 780 

Asp Leu Thr Gin Glu Ala Leu Phe Val Tyr Thr Gin Val Phe Cys His 
785 790 795 800 

Ala Leu His He Met Ala Met Leu His Pro Glu Val Cys Glu Pro Leu 
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805 810 815 

Tyr Val Leu Ala Leu Glu Thr Leu Thr Cys Tyr Glu.Thr Leu Ser Lys 

820 825 830 

Thr Asn Pro Ser Val Ser Ser Leu Leu Gin Arg Ala His Glu Gin Cys 

835 840 845 

Phe Leu Lys Ser He Ala Glu Gly He Gly Pro Glu Glu Arg Arg Gin 

850 855 860 

Thr Leu Leu Gin Lys Met Ser Ser Phe 
865 870 

<210> 989 
<211> 402 
<212> DNA 

<213> Homo sapiens 
<400> 989 

gcgtgggata tcgatacccg tcttgagcag gccatggacg ccttgcagtg ccccccaggc 
60 

gacacccctg ttgacgtctt gccaggcggt gagcggcgtc gtgtcgcgct atgcaagctg 

120 

ttgaccgagc agcctgacct gctgcttctc gatgagccca ccaaccacct ggatgctgag 
180 

tctgtcaact ggttggaggg acacctcaag tcctatccgg gagctgtgct agccgtcact 
240 

cacgaccgct atttccttga tcacgtcgcc gagtggatct gtgaggtcga tcgcggccag 
300 

ttgcacccct acgagggcaa ctactcgacg tacctggaca ccaagcgcaa gcgtctccag 

360 

atcgaaggca agaaagacgc taaacgcgcc aagatcctcg ag 
402 

<210> 990 

<211> 134 
<212> PRT 

<2i3> Homo sapiens 



<400> 990 



Ala 


Trp 


Asp 


He 


Asp 


Thr 


Arg 


Leu 


Glu 


Gin Ala Met Asp 


Ala 


Leu 


Gin 


1 








5 










10 




15 




Cys 


Pro 


Pro 


Gly 


Asp 


Thr 


Pro 


Val 


Asp 


Val Leu Ser Gly 


Gly 


Glu 


Arg 








20 










25 




30 






Arg 


Arg 


val 


Ala 


Leu 


Cys 


Lys 


Leu 


Leu 


He Glu Gin Pro 


Asp 


Leu 


Leu 






35 










40 




45 








Leu 


Leu 


Asp 


Glu 


Pro 


Thr 


Asn 


His 


Leu 


Asp Ala Glu Ser 


Val 


Asn 


Trp 




50 










55 






60 








Leu 


Glu 


Gly 


His 


Leu 


Lys 


Ser 


Tyr 


Pro 


Gly Ala Val Leu 


Ala 


Val 


Thr 


65 










70 








75 






80 


His 


Asp 


Arg 


Tyr 


Phe 


Leu 


Asp 


His 


Val 


Ala Glu Trp He 


Cys 


Glu 


Val 










85 










90 




95 




Asp Arg 


Gly 


Gin 


Leu 


His 


Pro 


Tyr 


Glu 


Gly Asn Tyr Ser 


Thr 


Tyr 


Leu 








100 










105 




110 






Asp 


Thr 


Lys 


Arg 


Lys 


Arg 


Leu 


Gin 


He 


Glu Gly Lys Lys 


Asp 


Ala 


Lys 






115 










120 




125 








Arg 


Ala 


Lys 


He 


Leu 


Glu 
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130 

<210> 991 
<211> 359 
<212> DNA 

<213> Homo sapiens 
<400> 991 

tctagaatta aagccaaaaa aactcaggct gaagtggcag aagctgtaaa gatgtcgcaa 
60 

cccgcctatc aggctttaga gtcagggaaa aatttaaaat ctgcatttct tcctttaatt 
120 

gcccaatttt taggagtaga tggttattgg ttaacgacgg ggaatactga agattctttt 
180 

agagaaagtg atgtatttag cccgactgta gtgagtgcag aatctactga tcagtatgtt 
240 

tggattgaag ttgtagaagc taacttttct tgcgggacag gtgaatctat tgaatttcac 
300 

tttgatgcta ttaatggaaa aattccattc cctgcttcat tctttaaaga aaaacgcgt 
359 

<210> 992 
<211> 119 
<212> PRT 

<213> Homo sapiens 



<400> 992 


























Ser Arg 


He 


Lys 


Ala 


Lys 


Lys 


Thr 


Gin 


Ala 


Glu 


Val 


Ala 


Glu 


Ala Val 


1 






5 










10 










15 


Lys Met 


Ser 


Gin 


Pro 


Ala 


Tyr 


Gin 


Ala 


Leu 


Glu 


Ser 


Gly 


Lys 


Asn Leu 






20 










25 










30 




Lys Ser 


Ala 


Phe 


Leu 


Pro 


Leu 


lie 


Ala 


Gin 


Phe 


Leu 


Gly 


Val 


Asp Gly 




35 










40 










45 






Tyr Trp 


Leu 


Thr 


Thr 


Gly 


Asn 


Thr 


Glu 


Asp 


Ser 


Phe 


Arg 


Glu 


Ser Asp 


50 










55 










60 








Val Phe 


Ser 


Pro 


Thr 


Val 


Val 


Ser 


Ala 


Glu 


Ser 


Thr 


Asp 


Gin 


Tyr Val 


65 








70 










75 








80 


Trp lie 


Glu 


Val 


Val 


Glu 


Ala 


Asn 


Phe 


Ser 


Cys Gly 


Thr 


Gly 


Glu Ser 








85 










90 










95 


He Glu 


Phe 


His 


Phe 


Asp 


Ala 


He 


Asn 


Gly 


Lys 


He 


Pro 


Phe 


Pro Ala 






lOO 










105 










110 




Ser Phe 


Phe 


Lys 


Glu 


Lys 


Arg 



















115 



<210> 993 
<211> 450 
<212> DNA 

<213> Homo sapiens 
<400> 993 

ngcgcgccgg gcaccacata cgacgacggg acgttattca cctctaacgt gtagccgccg 
60 

tcgcggtccg gatccgcgat gatggccgcg tggcctgaag caatggggta ggtgcccgtg 
120 
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acgcgtcgct ttggcgcacg aggtttacgc cgtggggagt tcataaggga aataccagca 
180 

cagggtcgga ccagttgtca cgatcgctgc atgatctact tgtcgcagga ttatatcggt 
240 

gagctaccca agcaacatat ctcgccggga aagcttgatc ccgacaatat tcctgcggac 
300 

ccgaacgaac tgtttgccac gtggtttaaa gaagccgttg agaacgaagt cggcgaccct 
360 

actgcggtca ccgtggccac ggtggacgac aacggtcagc ccgatgcgcg agtcgtcgac 
420 

cttctgtacc tcaactccga cggcttccac 
450 

<210> 994 
<211> 110 
<212> PRT 

<213> Homo sapiens 



<400> 994 



Met Arg 


Arg 


Phe 


Gly 


Ala Arg Gly Leu 


Arg 


Arg Gly Glu 


Phe He Arg 


1 




5 




10 




IS 


Glu He 


Pro 


Ala 


Gin 


Gly Arg Thr Ser 


Cys 


Tyr Asp Arg 


Cys Met He 






20 




25 






30 


Tyr Leu 


Ser 


Gin 


Asp 


Tyr He Gly Glu 


Leu 


Pro Lys Gin 


His He Ser 


35 






40 




45 




Leu Gly 


Lys 


Phe 


Asp 


Pro Asp Asn He 


Pro 


Ala Asp Pro 


Asn Glu Leu 


50 








55 




60 




Phe Ala 


Thr 


Trp 


Phe 


Lys Glu Ala Val 


Glu 


Asn Glu Val 


Gly Asp Pro 


65 








70 




75 


80 


Thr Ala 


Val 


Thr 


Val 


Ala Thr Val Asp 


Asp 


Asn Gly Gin 


Pro Asp Ala 








85 




90 




95 


Arg Val 


Val 


Asp 


Leu 


Leu Tyr Leu Asn 


Ser 


Asp Gly Phe 


His 




100 




105 






110 



<210> 995 
<211> 924 
<212> DNA 

<213> Homo sapiens 
<400> 995 

cgggagctgg tggaccagga cgtgcagcct gcccgctacc acatcgcctt tgggcccgtg 
60 

gtggatggcg acgtggtccc cgatgaccct gagatcctca tgcagcaggg agaattcctc 
120 

aactacgaca tgctcatcgg cgtcaaccag ggagagggcc tcaagttcgt ggaggactct 
180 

gcagagagcg aggacggtgt gtctgccagc gcctttgact tcactgtctc caactttgtg 
240 

gacaacctgt atggctaccc ggaaggcaag gatgtgcttc gggagaccat caagtttatg 
300 

tacacagact gggccgaccg ggacaatggc gaaatgcgcc gcaaaaccct gctggcgctc 
360 

tttaccgacc accaacgggt ggcaccagct gcggccactg ccaagctgca cgccgactac 
420 
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i*aw w w wO 


^^^^^^ 


480 






tgggcagatg 


cggcgcacgg 




540 






gccaccgacc 


tcttcccctg 


(.aoCuuCuCC 


600 






atgacctact 


ggaccaactt 


cgccaagacc 


6S0 






accaagttca 


tccacaccaa 


gcccaatcgc 


720 






agcaaggaga 


agcagtatct 


gcacataggc 


780 






gccaacaagg tggccttctg 


gctggagctc 


840 






ctcttcacca 


ccaccacgcg 


cctgcctccc 


900 






gctggcgccc 


cgggcacacg 


ccgg 


924 







<210> 996 
<211> 308 
<212> PRT 

<213> Homo sapiens 
<400> 996 

Arg Glu Leu Val Asp Gin Asp Val Gin Pro Ala Arg Tyr His lie Ala 

15 10 15 

Phe Gly Pro Val Val Asp Gly Asp Val Val Pro Asp Asp Pro Glu lie 

20 25 30 

Leu Met Gin Gin Gly Glu Phe Leu Asn Tyr Asp Met Leu lie Gly Val 

35 40 45 

Asn Gin Gly Glu Gly Leu Lys Phe Val Glu Asp Ser Ala Glu Ser Glu 

50 55 60 

Asp Gly Val Ser Ala Ser Ala Phe Asp Phe Thr Val Ser Asn Phe Val 
65 70 75 80 

Asp Asn Leu Tyr Gly Tyr Pro Glu Gly Lys Asp Val Leu Arg Glu Thr 

85 90 95 

He Lys Phe Met Tyr Thr Asp Trp Ala Asp Arg Asp Asn Gly Glu Met 

100 105 110 

Arg Arg Lys Thr Leu Leu Ala Leu Phe Thr Asp His Gin Trp Val Ala 

115 120 125 

Pro Ala Val Ala Thr Ala Lys Leu His Ala Asp Tyr Gin Ser Pro Val 

130 135 140 

Tyr Phe Tyr Thr Phe Tyr His His Cys Gin Ala Glu Gly Arg Pro Glu 
145 150 155 160 

Trp Ala Asp Ala Ala His Gly Asp Glu Leu Pro Tyr Val Phe Gly Val 

165 170 175 

Pro Met Val Gly Ala Thr Asp Leu Phe Pro Cys Asn Phe Ser Lys Asn 

180 185 190 

Asp Val Met Leu Ser Ala Val Val Met Thr Tyr Trp Thr Asn Phe Ala 

195 200 205 

Lys Thr Gly Asp Pro Asn Gin Pro* Val Pro Gin Asp Thr Lys Phe He 

210 215 . 220 

His Thr Lys Pro Asn Arg Phe Glu Glu Val Val Trp Ser Lys Phe Asn 
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225 230 235 240 

Ser Lys Glu Lys Gin Tyr Leu His He Gly Leu Lys Pro Arg Val Arg 

245 250 255 

Asp Asn Tyr Arg Ala Asn Lys Val Ala Phe Trp Leu Glu Leu Val Pro 

260 265 270 

His Leu His Asn Leu His Thr Glu Leu Phe Thr Thr Thr Thr Arg Leu 

275 280 285 

Pro Pro Tyr Ala Thr Arg Trp Pro Pro Arg Pro Pro Ala Gly Ala Pro 

290 295 300 

Gly Thr Arg Arg 
305 

<210> 997 
<211> 320 

<212> DNA * . ■ 

<213> Homo sapiens 

<400> 997 

aaatttaata ccatagcctt ctcttggttg atccttctag gcatgagtta tggcattaaa 
60 

acgggcatcc atcttggtgt cgatatcgta cttaatgccg tgcctaaacg agtatcaaga 
120 

gccttgtctt tgttcggtgc ctttgccgct attatgtacg gtctcattct acttgattct 
180 

acctggttag ccttactcgg tatcgatgta cgaggtggtg ccatcgaata ttgggcgaag 
240 

atgttcaaaa taggtattgg tactgaagag cttcgttacc ctatctttat gcaagatatg 

300 

tttgatttgc gcccacgcgt 
320 

<210> 998 
<211> 106 
<212> PRT 

<213> Homo sapiens 
<400> 998 



Lys 


Phe 


Asn 


Thr 


He 


Ala 


Phe 


Ser Trp 


X«eu 


He Leu Leu Gly Met 


Ser 


• 1 








5 








10 


15 




Tyr Gly 


He 


Lys 


Thr 


Gly 


He 


His Leu 


Gly 


Val Asp He Val Leu 


Asn 








20 








25 




30 




Ala 


Val 


Pro 
35 


Lys 


Arg 


Val 


Ser 


Arg Ala 
40 


Leu 


Ser Leu Phe Gly Ala 
45 


Phe 


Ala 


Ala 
50 


He 


Met 


Tyr 


Gly 


Leu 
55 


He Leu 


Leu 


Asp Ser Thr Trp Leu 
60 


Ala 


Leu 


Leu 


Gly 


He 


Asp 


val 


Arg 


Gly Gly 


Ala 


He Glu Tyr Trp Ala 


Lys 


65 








70 








75 


80. 


Met 


Phe 


Lys 


He 


Gly 


He 


Gly 


Thr Glu 


Glu 


Leu Arg Tyr Pro He 


Phe 








85 








90 


95 




Met 


Gin 


Asp 


Met 
100 


Phe 


Asp 


Leu 


Arg Pro 
105 


Arg 







<210> 999 
<211> 401 
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<212> DNA 

<2I3> Homo sapiens 
<400> 999 

acgcgttcag gcggttaaca atcgcgctaa gaagctgacc aaggaaaatg tcggcatggt 
60 

acatctgagc aagagcttca tcggtgttta cctctactca gaaggcaagt ttgtgaccag 
120 

caactatctc aatcgtggct acaaggacat tctgagctat gcagacgatg ctagtctttt 
180 

gcaaaagcct ccagcagtgg cttcagatga tctggataca ggtctcttga agagggcctt 
240 

ggatgagtgg gtggctgatg ctaagaacca cattctcaat actgaaaact tctttagcgg 
300 

gtcaaccggt ctcaacattg acagtttcta cgtctttggt gaccaagaca tctgctggca 
360 

gttggcagct attctgaagc agagcatgaa tcgggaattg t 
401 

<210> 1000 
<211> 115 
<212> PRT 

<213> Homo sapiens 
<400> 1000 

Met Val His Leu Ser Lys Ser Phe lie Gly Val Tyr Leu Tyr Ser Glu 

^ 5 10 15 

Gly Lys Phe Val Thr Ser Asn Tyr Leu Asn Arg Gly Tyr Lys Asp lie 

20 25 30 

Leu Ser Tyr Ala Asp Asp Ala Ser Leu Leu Gin Lys Pro Pro Ala Val 

35 40 45 

Ala Ser Asp Asp Leu Asp Thr Gly Leu Leu Lys Arg Ala Leu Asp Glu 

50 55 60 

Trp Val Ala Asp Ala Lys Asn His He Leu Asn Thr Glu Asn Phe Phe 
S5 70 75 80 

Ser Gly Ser Thr Gly Leu Asn He Asp Ser Phe Tyr Val Phe Gly Asp 

85 90 95 

Gin Asp He Cys Trp Gin Leu Ala Ala lie Leu Lys Gin Ser Met Asn 
100 105 110 

Arg Glu Leu 
115 

<210> 1001 
<211> 351 
<212> DNA 

<213> Homo sapiens 

<400> 1001 

cgcggtattg caatgcgcct ggtgccgaat gctaaacctg ctcttgattg cccggtactg 
12"^^^^^^ ^^^^^^^^9*= ggtgattgtt ggcttcctgg ccactaccgt tggttcaatt 

atcggtatga ttgtcttccc gctgtttggt ctggcgatga tccttccggg tctgctaact 
180 
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aacttcttcg ctggtggtgc cgctggagtc tttggcaacg cgatgggagg acgtaaaggg 
240 

gcaattattg gcggcgtagt gcacgggctg tttatcaccc tgttaccagc gatgctaatc 
300 

cccttactgg aaaccttcgg cttcaaaggc gtcaccttca gtgattccga t 
351 

<210> 1002 
<211> 117 
<212> PRT 

<213> Homo sapiens 
<400> 1002 

Arg Gly lie Ala Met Arg Leu Val Pro Asn Ala Lys Pro Ala Leu Asp 

15 10 15 

Cys Pro Val Leu Phe Pro Tyr Ala Pro Asn Ala Val lie Val Gly Phe 

20 25 30 

Leu Ala Thr Thr Val Gly Ser lie He Gly Met He Val Phe Pro Leu 

35 40 45 

Phe Gly Leu Ala Met He Leu Pro Gly Leu Leu Thr Asn Phe Phe Ala 

50 55 60 

Gly Gly Ala Ala Gly Val Phe Gly Asn Ala Met Gly Gly Arg Lys Gly 
65 70 75 80 

Ala He He Gly Gly Val Val His Gly Leu Phe He Thr Leu Leu Pro 

85 90 95 

Ala Met Leu He Pro Leu Leu Glu Thr Phe Gly Phe Lys Gly Val Thr 

100 105 110 

Phe Ser Asp Ser Asp 
115 

<210> 1003 

<211> 444 

<212> DNA 

<213> Homo sapiens 



<400> 1003 

acgcgtcctc ctttagtcga tcgcgaatat gataggcgaa gcgacgtgat ggtgtgacgc 
60 

acgagcactg ccccatctcc Caggcttagg gttatgcaga ctcccatcga cgctacctcc 
120 

acccccgcat ggggcacact ctccggccta aagtcccgct tcgctgacgg gccacataaa 
180 

ctgcgccgtt tgttcgacgc cgaccctcac cgcgctgagc gctacacctt tgacgtcgcg 
240 

gatttgcacg tcgatttatc gaagaacctc cttaccgacg agattcgtga cgctctcctc 
300 

gaactggctg cgcagatgcg cgtcaccgag cgtcgtgacg cgatgtatgc cggtgagcac 
360 

atcaacgtca ccgaggaccg cgccgtcctc cataccgcgc tgtgtcgtcc ccgcactgac 
420 

gagctgcatg ttgacggtca ggat 
444 

<210> 1004 
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<211> 117 
<212> PRT 
<213> Homo sapiens 

<400> 1004 

Met Gin Thr Pro He Asp Ala Thr Ser Thr Pro Ala Trp Gly Thr Leu 

1 5 10 15 

Ser Gly Leu Lys Ser Arg Phe Ala Asp Gly Pro His Lys Leu Arg Arg 

20 25 30 

Leu Phe Asp Ala Asp Pro His Arg Ala Glu Arg Tyr Thr Phe Asp Val 

35 40 45 

Ala Asp Leu His Val Asp Leu Ser Lys Asn Leu Leu Thr Asp Glu He 

50 55 60 

Arg Asp Ala Leu Leu Glu Leu Ala Ala Gin Met Arg Val Thr Glu Arg 
^5 70 ' 75 80 

Arg Asp Ala Met Tyr Ala Gly Glu His lie Asn Val Thr Glu Asp Arg 

85 90 95 

Ala Val Leu His Thr Ala Leu Cys Arg Pro Arg Thr Asp Glu Leu His 

100 105 110 

Val Asp Gly Gin Asp 
115 



<210> 1005 

<211> 299 

<212> DNA 

<213> Homo sapiens 



<400> 1005 

ccatggccat tcctctggtg actgcatcca gtccgatgga tttaaacacc cccaatgtgc 
60 

tggtgactcc caagtttaca cctccagcca gggcttctct cctgggtttg catacccacc 
120 

tatctatctg ccttagccac tcgtgtctga cgagcacctc acacctccag aggctcctca 
180 

tttcttccca tgcctgcttc tcccacactc ctccctctca catgagggca acttcatcct 
240 

cccagttgct caggccccaa acctccatca gttttgactc ttctctcgca cactactcg 
299 - 



<210> 1006 
<211> 99 
<212> PRT 

<213> Homo sapiens 
<400> 1006 

Met Ala He Pro Leu Val Thr Ala 

1 5 
Pro Asn Val Leu Val Thr Pro Lys 
20 

Leu Leu Gly Leu His Thr His Leu 

35 40 
Leu Thr Ser Thr Ser His Leu Gin 

50 55 
Cys Phe Ser His Thr Pro Pro Ser 



Ser Ser Pro Met Asp Leu Asn Thr 

10 15 
Phe Thr Pro Pro Ala Arg Ala Ser 
25 30 
Ser He Cys Leu Ser His Ser Cys 
45 

Arg Leu Leu He Ser Ser His Ala 
60 

His Met Arg Ala Thr Ser Ser Ser 
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65 70 75 80 

Gin Leu Leu Arg Pro Gin Thr Ser lie Ser Phe Asp Ser Ser Leu Ala 
85 90 95 

His Tyr Ser 



<210> 1007 
<211> 389 
<212> DNA 

<213> Homo sapiens 
<400> 1007 

gccggcgcga agatctaaag agctggaaag gcaaccgcaa gagagcgggg ttcttgcctg 
60 

atgagcgcgc tttcatggac tccatcttcg gcccggggcc tggtgtgacg gtccctgaaa 
120 

tcaacgacgc caccgaggca cccagaggtg tgacgttgag tgatggccga cgacagggca 
180 

acgccggagc aatcggtgac ttcttcgcat cgaaggacta caagccgtcc gcggcgagcc 
240 

tccgaggtcc ggcgagggat ccgaaatgga tcgacgttca acgctcattc cacgagaacg 
300 

aagaaggccc gtacagctgg tacacctggc gcgggcaggc ttttgacacg ggcgctggat 
360 

ggcgtaaata cgtccatgcc gcgacaacg 
389 

<210> 1008 
<211> 105 

<212> PRT 

<213> Homo sapiens 
<400> 1008 

Met Asp Ser He Phe Gly Pro Gly Pro Gly Val Thr Val Ser Glu He. 

15 10 15 

Asn Asp Ala Thr Glu Ala Pro Arg Gly Val Thr Leu Ser Asp Gly Arg 

20 25 30 

Arg Gin Gly Asn Ala Gly Ala He Gly Asp Phe Phe Ala Ser Lys Asp 

35 40 45 

Tyr Lys Pro Ser Ala Ala Ser Leu Arg Gly Pro Ala Arg Asp Pro Lys 

50 55 60 

Trp He Asp Val Gin Arg Ser Phe His Glu Asn Glu Glu Gly Pro Tyr 
65 70 75 80 

Ser Trp Tyr Thr Trp Arg Gly Gin Ala Phe Asp Thr Gly Ala Gly Trp 

85 90 95 

Arg Lys Tyr Val His Ala Ala Thr Thr 
100 105 

<210> 1009 
<211> 324 
<212> DNA 

<213> Homo sapiens 
<400> 1009 
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ngccttcatg gctgntatgc ctggcctcat ccccatccct ggcacccgtg acgatagcca 
60 

cattccactg gtgtttcccc aggaaagcca accctacctg catctcagca gagcttccac 
120 

ggagttggaa ccccgctccg agagggtgtg ggctcagggg ccaggggtca cacaaactcc 
180 

agaaggagga cgtagttggt ttgcaaggct gtcctttgcc ctggttgaat aaccttcggt 
240 

ctgccccgag aggaacgtgg gcattaggct gcacccgcag gaagccatgt attttctgag 
300 

aaacttggcc catggtgcag atct 
324 

<210> 1010 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 1010 

Met Gly Gin Val Ser Gin Lys He His Gly Phe Leu Arg Val Gin Pro 

^5 10 15 

Asn Ala His Val Pro Leu Gly Ala Asp Arg Arg Leu Phe Asn Gin Gly 

20 25 30 

Lys Gly Gin Pro Cys Lys Pro Thr Thr Ser Ser Phe Trp Ser Leu Cys 

35 40 45 

Asp Pro Trp Pro Leu Ser Pro His Pro Leu Gly Ala Gly Phe Gin Leu 

SO 55 60 

Arg Gly Ser Ser Ala Glu Met Gin Val Gly Leu Ala Phe Leu Gly Lys 
^5 70 75 80 

His Gin Trp Asn Val Ala He Val Thr Gly Ala Arg Asp Gly Asp Glu 

85 90 95 

Ala Arg His Xaa Ser His Glu Gly 
100 

<210> 1011 
<211> 330 
<212> DNA 

<213> Homo sapiens 
<400> 1011 

ctgcagaaaa ggagggggtt cccatgccaa ggcagaactg tctgggacag acgctgcccg 
60 

gatccctgcg gctgcctgca ctctggacca cgagctctga gagcagcagg ttgagggccg 
120 

gtgggcagca gctcggaggc tccgcgaggt gcaggagacg caggcatggc cggtgagctg 
180 

actcctgagg aggaggccca gtacaaacjsg gctttctccg cggttgacac ggatggaaac 
24 0 

ggcaccatca atgcccagga gctgggcgcg gcgctgaagg ccacgggcaa gaacctctcg 
300 

gaggcccagc taaagaaact catctccgag 
330 

<210> 1012 V . 
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<211> 55 
<212> PRT 

<213> Homo sapiens 
<400> 1012 

Met Ala Gly Glu Leu Thr Pro Glu Glu Glu Ala Gin Tyr Lys Lys Ala 

1 5 10 15 

Phe Ser Ala Val Asp Thr Asp Gly Asn Gly Thr lie Asn Ala Gin Glu 

20 25 30 

Leu Gly Ala Ala Leu Lys Ala Thr Gly Lys Asn Leu Ser Glu Ala Gin 

35 40 45 

Leu Lys Lys Leu lie Ser Glu 
50 55 

<210> 1013 
<211> 432 
<212> DNA 

<213> Homo sapiens 
<400> 1013 

nacttgcaca tcgtggtggc gtcgctgcgt gcggcactga caatgtgact ggcgcattcg 
60 

tggcggcgtc tcctcgtcgc cgggagcggc gaggaaggat taacgatgac cagcgacgtc 
120 

cccgggattg gctcgaacgc cgccactttg gcgcgttccc aggctcgcag tgacaaggtc 
180 

gaggctgatt tggcggtcca tcccgacaag tggcgcattc tgggggggga ccgtcctact 
240 

ggcagcctgc acatcggtca ctacttcggg tcgctggcga atcgggtacg cgtgcagaac 
300 

aagggcattg agtctttcct tgtcgtcgct gactaccagg ttatctatga ccgcgggggg 
360 

ggtggtgacc tgcaggccaa tgttatgtcg aatgtcgccg attacctggc aatcggcatt 
420 

gacccaacgc gt 
432 

<210> 1014 
<211> 10? 
<212> PRT 

<213> Homo sapiens 



<400> 1014 



Met Thr Ser 


Asp Val 


Pro Gly 


He 


Gly 


Ser 


Asn Ala Ala Thr Leu 


Ala 




5 








10 


15 




Arg Ser Gin 


Ala Arg 


Ser Asp 


Lys 


Val 


Glu 


Ala Asp Leu Ala Val 


His 




20 






25 




30 




Pro Asp Lys 


Trp Arg 


He Leu 


Gly 


Gly 


Asp 


Arg Pro Thr Gly Ser Leu 


35 






40 






45 




His He Gly 


His Tyr 


Phe Gly 


Ser 


Leu 


Ala 


Asn Arg Val Arg Val 


Gin 


50 




55 








60 




Asn Lys Gly 


He Glu 


Ser Phe 


Leu 


Val 


Val 


Ala Asp Tyr Gin Val 


He. 


65 




70 








75 


80 


Tyr Asp Arg 


Gly Gly 


Gly Gly 


Asp 


Leu 


Gin 


Ala Asn Val Met Ser 


Asn 
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85 90 95 

Val Ala Asp Tyr Leu Ala lie Gly He Asp Pro Thr Arg 
100 105 

<210> 1015 
<211> 467 
<212> DNA 

<213> Homo sapiens 
<400> 1015 

nngaattcga tggctgtgaa aggtcgagct cttaagtgtt ttcatatccc ctgtgtggtt 
60 

gaaaacttcc cgatgaaagc gcgcacggtt gaagagctga aagaattgga aagagtttta 
120 

cagcaaaaga agattgaagc agagtgtctt aaactacgga aggaaattgt agaggctcag 
180 

tctggagtta agttgattaa acagcgtcat gaagaggatg atgaagaaga ggaagaggaa 
240 

gacaagacag taaaatatag caatttgccc aattacctgc ttggtagtct gagtactgat 
300 

tttggggtag atacctcttt attgtcaagc caattggagc ttcattccag agaagagaaa 
360 

atcaaccaaa ttatattatt gaaagatatc atttacaagg taaaaactgt tttcaataat 
420 

gagtttgacg ctgcatataa acaaaaagag tttgaaattg cacgcgt 
467 

<210> 1016 

<211> 155 

<212> PRT 

<213> Homo sapiens 

<400> 1016 



Xaa Asn Ser Met 


Ala Val 


Lys Gly Arg Ala Leu Lys 


Cys 


Phe His 


He 


1 


5 




10 




15 




Pro Cys Val Val 


Glu Asn 


Phe 


Pro Met Lys Ala Arg 


Thr 


Val Glu 


Glu 


20 






25 




30 




Leu Lys Glu Leu 


Glu Arg 


Val 


Leu Gin Gin Lys Lys 


He 


Glu Ala 


Glu 


35 






40 


45 






Cys Leu Lys Leu 


Arg Lys 


Glu 


He Val Glu Ala Gin 


Ser 


Gly Val 


Lys 


50 




55 


60 




Leu He Lys Gin 


Arg His 


Glu 


Glu Asp Asp Glu Glu 


Glu 


Glu Glu 


Glu 


65 


70 




75 






80 


Asp Lys Thr Val 


Lys Tyr 


Ser 


Asn Leu Pro Asn Tyr 


Leu 


Leu Gly 


Ser 




85 




90 




95 




Leu Ser Thr Asp 


Phe Gly 


Val 


Asp Thr Ser Leu Leu 


Ser 


Ser Gin 


Leu 


100 






105 




110 




Glu Leu His Ser 


Arg Glu 


Glu 


Lys He Asn Gin He 


He 


Leu Leu 


Lys 


115 






120 


125 




Asp He He Tyr 


Lys Val 


Lys Thr Val Phe Asn Asn 


Glu 


Phe Asp 


Ala 


130 




135 


140 






Ala Tyr Lys Gin 


Lys Glu 


Phe 


Glu He Ala Arg 








145 


150 




155 
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<210> 1017 
<211> 335 
<212> DNA 

<213> Homo sapiens 
<400> 1017 

acgcgtggct ggttgggtat gtggaaccat gtgcgcgcta atgagaagga tgcgaagggg 
60 

aacattaaag tgggtcgccc cggctacttt gcggaggtca tggatttcta tgcgcattat 
120 

ctgaagggtg cggttacccg tttccgtccg aattttattg tgcaggataa tacgggccgt 
180 

tggcgtgttc agtcgtcgtg gccgcagccg aatcgcactg ttacttttgc gggaccccgc 
240 

ggcattgtcc gctacggtac gacgttggcg gcccgcacgc atgggaatgg tcaggctatt 
300 

ccgcaggcgg atgcacagtc tcttaaccgc gagaa 
335 

<210> 1018 
<211> 105 
<212> PRT 

<213> Homo sapiens 
<400> 1018 

Met Trp Asn His Val Arg Ala Asn Glu Lys Asp Ala Lys Gly Asn lie 

1 5 10 15 

Lys Val Gly Arg Pro Gly Tyr Phe Ala Glu Val Met Asp Phe Tyr Ala 

20 25 30 

His Tyr Leu Lys Gly Ala Val Thr Arg Phe Arg Pro Asn Phe lie Val 

35 40 45 

Gin Asp Asn Thr Gly Arg Trp Arg Val Gin Ser Ser Trp Pro Gin Pro 

50 55 60 

Asn Arg Thr Val Thr Phe Ala Gly Pro Arg Gly lie Val Arg Tyr Gly 
65 70 75 80 

Thr Thr Leu Ala Ala Arg Thr His Gly Asn Gly Gin Ala lie Pro Gin 

85 90 95 

Ala Asp Ala Gin Ser Leu Asn Arg Glu 
100 105 

<210> 1019 
<211> 454 
<212> DNA 

<213> Homo sapiens 
<400> 1019 

acgcgtgaag gggtagtcgt agtagaagtc gtccacaaac acgggccccg gcaggtccag 

ctctggagcc tcctcctcaa tggcgttgcc catggtgcct ggcttgggtg atgaggcggg 
120 

tgaagggcgt ggggccaggt ggtgcgggat gaagtcagcc tcgttgaaga gctcgtggct 
180 

ggaggagccg ctgcctgagc cttcagggcc cagtgtgccc aggggccacc gacagagtgg 
240 
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cagagagcag gtgacttcct ggcactgcgg agcgaggacc cggagaagta cttcctcaat 
300 

ggtggctgga ccatccagtg gaacggggac taccaggtgg cagggaccac ctccacatac 
360 

gcacgcaggg gcaactggga gaacctcacg tccccgggtc ccaccaagga gcctgtctgg 
420 

atccagctgc tgttccagga gagcaaccct gggg 
454 

<210> 1020 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 1020 

Met Ala Leu Pro Met Val Pro Gly Leu Gly Asp Glu Ala Gly Glu Gly 

15 10 15 

Arg Gly Ala Arg Trp Cys Gly Met Lys Ser Ala Ser Leu Lys Ser Ser 

20 25 30 

Trp Leu Glu Glu Pro Leu Pro Glu Pro Ser Gly Pro Ser Val Pro Arg 

35 40 45 

Gly His Arg Gin Ser Gly Arg Glu Gin Val Thr Ser Trp His Cys Gly 

50 55 60 

Ala Arg Thr Arg Arg Ser Thr Ser Ser Met Val Ala Gly Pro Ser Ser 
65 70 75 80 

Gly Thr Gly Thr Thr Arg Trp Gin Gly Pro Pro Ser His Thr His Ala 

85 90 95 

Gly Ala Thr Gly Arg Thr Ser Arg Pro Arg Val Pro Pro Arg Ser Leu 

100 105 110 

Ser Gly Ser Ser Cys Cys Ser Arg Arg Ala Thr Leu Gly 
115 120 125 

<210> 1021 
<211> 366 
<212> DNA 

<213> Homo sapiens 
<400> 1021 

cagctgtgtc gtgacctcct gtagaccaga gagaggtaga gcatgaaaaa tgctcattga 
60 

gccgagatta tctgacagga ccaaagcata taaagttgac tgaagcagga gcaaacacgc 
120 

tggttgaggg tcaagtgctg gggcagcagc aacaacaaac caaaaaaaag ccctttgaac 
180 

tcccttaatg ttgcccaaag gttctggtag agaacaagtc acatgcctaa gaaggtcttt 
240 

taaagggcac tcttgcagtt tcagcatttg gtccggggaa ttgcacaagg ctctgcttaa 
300 

atgcagagct ctttctagca tcttcatatt caaggcggaa aaactgagct tggcgaggaa 
360 

ccctgt 
366 

<210> 1022 
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<211> 109 
<212> PRT 

<213> Homo sapiens 
<400> 1022 



Met Lys 


Met 


Leu 


Glu Arg Ala Leu His 


Leu Ser Arg Ala Leu Cys Asn 


1 






5 


10 


15 




Ser Pro 


Asp 


Gin 


Met Leu Lys Leu Gin 


Glu Cys Pro Leu Lys 


Asp 


Leu 






20 


25 


30 






Leu Arg 


His 


Val 


Thr Cys Ser Leu Pro Glu Pro Leu Gly Asn 


lie 


Lys 




35 




40 


45 






Gly Val 


Gin 


Arg 


Ala Phe Phe Trp Phe 


Val Val Ala Ala Ala 


Pro 


Ala 


50 






55 


60 






Leu Asp 


Pro 


Gin 


Pro Ala Cys Leu Leu 


Leu Leu Gin Ser Thr 


Leu 


Tyr 


65 • 






70 


75 




80 


Ala Leu 


Val 


Leu 


Ser Asp Asn Leu Gly 


Ser Met Ser lie Phe 


His 


Ala 








85 


90 


95 




Leu Pro 


Leu 


Ser 


Gly Leu Gin Glu Val 


Thr Thr Gin Leu 










100 


105 









<210> 1023 
<211> 426 
<212> DNA 

<213> Homo sapiens 
<400> 1023 

gccgggcttc gggtctctga agcgatcaac ctggccgact cggatgcaga tctggacggc 
60 

ggcatcctga ccatacagca gaccaagttt ggcaagtccc gcatggtgcc gctacacccc 

120 

agcgtgatcg gtccgatggc agcctaccgg gccttgcgcc gccagtacgt gcctgcgaag 
180 

ccgcagatga cattcttcgt gggctcgcgt ggcgtgcacc ggggtgaacc gctgggagac 
240 

aggcaggtgc atcgagtgtt ctgtcagctg cgcgagcaat tgggttggat cgatcgcggc 
300 

ggccatggcc gaccgcgggt gcatgacccg cgccatagct tcgccgtgag acggatgatc 
360 

ctgtggcacc agcagggagc gaaccttgac caacgaatgc tggccctgtc cacgtacatg 
420 

ggccac 
426 

<210> 1024 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 1024 

Ala Gly Leu Arg Val Ser Glu Ala lie Asn Leu Ala Asp Ser Asp Ala 

15 10 15 

Asp Leu Asp Gly Gly lie Leu Thr lie Gin Gin Thr Lys Phe Gly Lys 

20 25 30 

Ser Arg Met Val Pro Leu His Pro Ser Val lie Gly Pro Met Ala Ala 
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35 40 45 

Tyr Arg Ala Leu Arg Arg Gin Tyr Val Pro Ala Lys Pro Gin Met Thr 

50 55 60 

Phe Phe Val Gly Ser Arg Gly Val His Arg Gly Glu Pro Leu Gly Asp 
^5 70 75 80 

Arg Gin Val His Arg Val Phe Cys Gin Leu Arg Glu Gin Leu Gly Trp 

85 90 95 

He Asp Arg Gly Gly His Gly Arg Pro Arg Val His Asp Leu Arg His 

100 105 110 

Ser Phe Ala Val Arg Arg Met He Leu Trp His Gin Gin Gly Ala Asn 

115 120 125 

Leu Asp Gin Arg Met Leu Ala Leu Ser Thr Tyr Met Gly His 
130 135 140 



<210> 1025 
<211> 518 
<212> DNA 

<213> Homo sapiens 



<400> 1025 

nacgcgtggt gcgcgcaggt ggcgccgcgg tccctttgct ccctgcgcaa gccggagggg 
60 

tgcccagaag gctaccacta gcctcagcga agggtgcgcc ctgagagccg ggtagcctcg 
120 

gatagcggcg ctgcgtacgc gatgatggat gagccgtggt gggaagggcg cgtcgcctcg 
180 

gacgtccact gcaccctgcg cgagaaggaa ctgaagctgc ccaccttccg agcccactcc 
240 

ccactcctga agagccgccg gttcttcgtg gacatcctga ccctgctgag cagccactgc 
300 

cagctctgcc ctgcagcccg gcacctggcc gtctacctgc tggaccactt catggatcgc 
360 

tacaacgtca ccacctccaa gcagctctac accgtggccg tctcctgcct cctgcttgca 
420 

agtaagttcg aggatcggga agaccacgtc cccaagttgg agcaaataaa cagcacgagg 
480 

atcctgagca gccagaactt caccctcacc aagaagga 
518 

<210> 1026 
<211> 125 
<212> PRT 

<213> Homo sapiens 
c400> 1026 

Met Met Asp Glu Pro Trp Trp Glu Gly Arg Val Ala Ser Asp Val His 

1 5 10 15 

Cys Thr Leu Arg Glu Lys Glu Leu Lys Leu Pro Thr Phe Arg Ala His 

20 25 30 

Ser Pro Leu Leu Lys Ser Arg Arg Phe Phe Val Asp He Leu Thr Leu 

35 40 45 

Leu Ser Ser His Cys Gin Leu Cys Pro Ala Ala Arg His Leu Ala Val 

50 55 60 

Tyr Leu Leu Asp His Phe Met Asp Arg Tyr Asn Val Thr Thr Ser Lys 
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65 70 75 80 

Gin Leu Tyr Thr Val Ala Val Ser Cys Leu Leu Leu Ala Ser Lys Phe 

85 90 ^5 

Glu Asp Arg Glu Asp His Val Pro Lys Leu Glu Gin He Asn Ser Thr 

100 105 110 

Arg He Leu Ser Ser Gin Asn Phe Thr Leu Thr Lys Lys 
115 120 125 

<210> 1027 

<211> 465 

<212> DNA 

<213> Homo sapiens 

<400> 1027 

ggcccaaaag tcatcaaaga aaagctgaca caggagctga aggaccacaa cgccaccagc 
60 

atcctgcagc agctgccgct gctcaaggcc atgcgggaaa agccagccgg aggcatccct 
120 

gtgctgggca gcctggtgaa caccngtcct gaagcacatc atnnctggct gaaggtcatc 
180 

acagctaaca tcctccagct gcaggtgaag ccctcggcca atgaccagga gctgctagtc 
240 

aagatccccc tggacatggt ggctggattc aacacgcccc tggtcaagac catcgtggag 
300 

ttccacatga cgactgaggc ccaagccacc atccgcatgg acaccagtgc aagtggcccc 
360 

acccgcctgg tcctcagtga ctgtgccacc agccatggga gcctgcgcat ccaactgctg 
420 

cataagctct ccttcaagct gaacgcctca gctaagcagg tcatg 
465 

<210> 1028 
<211> 155 
<212> PRT 

<213> Homo sapiens 



Gly 


Pro 


Lys 


Val 


He 


Lys 


Glu 


Lys 


Leu 


Thr 


Gin 


Glu 


Leu 


Lys 


Asp 


His 


1 






5 










10 










15 




Asn 


Ala 


Thr 


Ser 
20 


He 


Leu 


Gin 


Gin 


Leu 
25 


Pro 


Leu 


Leu 


Lys 


Ala 
30 


Met 


Arg 


Glu 


Lys 


Pro 


Ala 


Gly Gly 


He 


Pro 


Val 


Leu Gly 


Ser 


Leu 


Val 


Asn 


Thr 




35 










40 










45 








Xaa 


Pro 


Glu 


Ala 


His 


His 


Xaa 


Trp 


Leu Lys 


Val 


He 


Thr 


Ala 


Asn 


He 




50 










55 










60 










Leu 


Gin 


Leu 


Gin 


Val 


Lys 


Pro 


Ser 


Ala 


Asn Asp 


Gin 


Glu 


Leu 


Leu 


val 


65 










70 










75 










80 


Lys 


He 


Pro 


Leu 


Asp 


Met 


Val Ala Gly Phe 


Asn 


Thr 


Pro 


Leu 


Val 


Lys 








85 










90 










95 




Thr 


He 


Val 


Glu 

100 


Phe 


His 


Met 


Thr 


Thr 
105 


Glu 


Ala 


Gin 


Ala 


Thr 
110 


He 


Arg 


Met 


Asp 


Thr 


Ser 


Ala 


Ser 


Gly 


Pro 


Thr 


Arg 


Leu 


Val 


Leu 


Ser 


Asp 


Cys 




115 










120 










125 








Ala 


Thr 


Ser 


His 


Gly Ser 


Leu Arg 


He 


Gin 


Leu 


Leu 


His 


Lys 


Leu 


Ser 
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130 135 140 

Phe Lys Leu Asn Ala Ser Ala Lys Gin Val Met 
145 ISO 155 

<210> 1029 
<211> 479 
<212> DNA 

<213> Homo sapiens 



<400> 1029 

acgcgtgaag ggaaactgtc ctcacagatg agtgtgaggg ttcaaaaaga tactgcctgc 
60 

caagcactgg ccacaaatgc ctggcagaac aactgctcat aagtgtgtag ttgttgttat 
120 

tattactaac caagtgagga aaattatccc tagcaggtcc agatgaccgt gtgcatgaat 
180 

cacagggaga ccctaaagga tttcctcctg taaagctctt tccccaccta tttgctactg 
240 

cctgaaattg ctttagcagg aaacagaatc tctcatgcca caagtgagca taaagtttaa 
300 

aatgtaaatg ctctaggaaa aggcaactca tctcttaaat tctctccaag gttcaaatcc 
360 

tttccaaaga ggaggctttt gtataagtca gaaggcccag tccctgaagg tcatggaaaa 
420 

ggtcatgaca cacggagggg gtgtcaaagg gagactggga aactgaagat gaagctagc 
479 



<210> 1030 
<211> 110 
<212> PRT 

<213> Homo sapiens 



<400> 1030 

Met Ser Cys Leu Phe Leu Glu His Leu His Phe Lys Leu Tyr Ala His 

15 10 15 

Leu Trp His Glu Arg Phe Cys Phe Leu Leu Lys Gin Phe Gin Ala Val 

20 25 30 

Ala Asn Arg Trp Gly Lys Ser Phe Thr Gly Gly Asn Pro Leu Gly Ser 

35 40 45 

Pro Cys Asp Ser Cys Thr Arg Ser Ser Gly Pro Ala Arg Asp Asn Phe 

50 55 60 

Pro His Leu Val Ser Asn Asn Asn Asn Asn Tyr Thr Leu Met Ser Ser 
^5 70 75 80 

Cys Ser Ala Arg His Leu Trp Pro Val Leu Gly Arg Gin Tyr Leu Phe 

85 90 95 

Glu Pro Ser His Ser Ser Val Arg Thr Val Ser Leu His Ala 
iOO 105 110 

<210> 1031 
<211> 322 
<212> DNA 

<213> Homo sapiens 
<400> 1031 
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nacgcgtttt atgtcagcgt tgaattggaa gacggcaagt ctatcgccat gctgccccag 
60 

gcagatggct ggtttgaagt ggaggtgaag tgcccggcgg gcactcacta ccgctataac 

120 

atcgacggcg aaaccgatgt acccgacccg gcatccaggg cgcaagccaa cgatgtgcat 
180 

gggtggagcg tcgtcgtcga cccgctcgcc tatcaatggc gacaccctaa ctggcaaggc 
240 

cgcccctggc atgaggcggt gatttacgag ctgcacgttg gcgtactggg cgggtacgcc 
300 

gctgttgaac agcaactgcc gc 
322 

<210> 1032 
<211> 107 
<212> PRT 

<213> Homo sapiens 
<400> 1032 



Xaa Ala 


Phe 


Tyr 


Val 


Ser Val Glu 


Leu 


Glu 


Asp Gly 


Lys Ser lie 


Ala 


1 






5 






10 




15 




Met Leu 


Pro 


Gin 
20 


Ala 


Asp Gly Trp 


Phe 
25 


Glu 


Val Glu 


Val Lys Cys 
30 


Pro 


Ala Gly 


Thr 

35 


His 


Tyr 


Arg Tyr Asn 
40 


lie 


Asp 


Gly Glu 


Thr Asp Val 
45 


Pro 


Asp Pro 


Ala 


Ser 


Arg 


Ala Gin Ala 


Asn 


Asp 


val His 


Gly Trp Ser 


Val 


50 








55 






60 






Val Val 


Asp 


Pro 


Leu 


Ala Tyr Gin Trp 


Arg 


His Pro 


Asn Trp Gin Gly 


65 






70 






75 




80 


Arg Pro 


Trp 


His 


Glu 


Ala Val lie 


Tyr 


Glu 


Leu His 


Val Gly Val 


Leu 




85 






90 




95 




Gly Gly 


Tyr 


Ala 
100 


Ala 


Val Glu Gin 


Gin 
105 


Leu 


Pro 







<210> 1033 
<211> 579 
<212> DNA 

<213> Homo sapiens. 
<400> 1033 

tgcgtccacc ggggtgacct cctgactgcc tcagtcacga ttccttatgg tcgaagtgtc 
60 

acagcgccaa gggttgtgag gagggccctt cgcgggtcac ggataggtcc aaggtggcac 
120 

aattcacatt caaatccatc acttttcaca taattgctgt taatatgaac gtcatgagtc 
180 

gttgttgctc gcggttgcga gtgggactcc ccatacacgg cagcgagaca tggaggaacc 

240 

atgggactaa ggatcgttgt cgccgctgat ccggcggcag tcgagtacaa ggatgtcgtc 
300 

aaggctgacc tggaagcgga ttcgcgagtc gatgacgtta tcgacgtcgg cgttcaggct 
360 

ggtgacgaca ccctctaccc gcgcatcggc atcaagggag ctcacgtcat caaggacgga 
420 
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aaagccgatc gaggaatctt tttctgcggc accgggatgg gcatggccat cacggccaac 
480 



aaggtgccag gcattcgcgc ctgcaccgcc cacgactcct tctccgtaga gcggctcatc 



540 



atgtccaacg acgcccacgt gctatgcctc ggccaacgc 
579 



<210> 1034 
<211> 113 
<212> PRT 

<213> Homo sapiens 



<400> 1034 

Met Gly Leu Arg He Val Val Ala Ala Asp Pro Ala Ala Val Glu Tyr 

^ S 10 15 

Lys Asp Val Val Lys Ala Asp Leu Glu Ala Asp Ser Arg Val Asp Asp 

20 25 30 

Val He Asp Val Gly Val Gin Ala Gly Asp Asp Thr Leu Tyr Pro Arg 

35 40 45 

He Gly He Lys Gly Ala His Val He Lys Asp Gly Lys Ala Asp Arg 

50 55 60 

Gly He Phe Phe Cys Gly Thr Gly Met Gly Met Ala He Thr Ala Asn 
^5 70 75 80 

Lys Val Pro Gly He Arg Ala Cys Thr Ala His Asp Ser Phe Ser Val 

85 90 95 

Glu Arg Leu He Met Ser Asn Asp Ala His Val Leu Cys Leu Gly Gin 
2.00 105 110 

Arg 



<210> 1035 

<211> 363 

<212> DNA 

<213> Homo sapiens 

<400> 1035 

nacgcgtgca atgtgtgtgt gtgtatgnga ccatgtctct gtgtgtgtat gngcatatgt 
60 

gtgtgtatan gaatgtgtgt atgtgtantg gaatgtgtgt gtgtantgga agctgtgtgc 

atatgtnaat gtctgtgtgc atgtacgnga atgtgcgcgt gtatggaatg tatctgtgta 
180 

tgtgtatgga ccgtttgtgt gattatgcaa tatgtccgtg tgtgcgtatg gagtgtctca 
240 

gtatggcatg tgtgtgtgta tctactgtgc gtctctgtgt gtgtantnrac atgcatatgt 
300 

atagaaagcg tctgcgctgt gtgcatgtgt gtcagtatcg aacgagtcgg agatgtggta 

360 

atn 

363 

<210> 1036 
<211> 121 
<212> PRT 



984 



wo 00/58473 PCT/USOO/08621 



<213> Homo sapiens 



<400> 1036 



Aola AXa 


Cys 




Val 


Cys Val 


Cvs- 


Met 


Xaa 


Pro 


Cys 


Leu 


Cys 


Val 


Cys 






5 








10 










15 




Met Xaa 


He 


Cys 


Val 


Cys He 


Xaa 


Met 


Cys 


Val 


Cys 


Val 


Xaa 


Glu 


Cys 






20 








25 










30 






Val Cys 


Val 


Xaa 


Glu 


Ala Val 


Cys 


He 


Cys 


Xaa 


Cys 


Leu 


Cys 


Ala 


Cys 


35 








40 










45 








Thr Xaa 


Met 


Cys 


Ala 


Cys Met 


Glu 


Cys 


He 


Cys 


val 


Cys 


Val 


Trp 


Thr 


50 






55 










60 










Val Cys 


Val 


He 


Met 


Gin Tyr 


Val 


Arg 


Val 


Cys 


Val 


Trp 


Ser 


val 


Ser 


65 








70 








75 










80 


Val Trp 


His 


Val 


Cys 


Val Tyr 


Leu 


Leu 


Cys 


Val 


Ser 


Val 


Cys 


Val 


Xaa 






85 








90 










95 




Thr Cys 


He 


Cys 


He 


Glu Ser 


Val 


Cys 


Ala 


Val 


Cys 


Met 


Cys 


Val 


Ser 




100 








105 










110 






lie Glu 


Arg 


val 


Gly Asp Val 


Val 


Xaa 

















115 120 



<210> 1037 
<211> 5832 
<212> DNA 

<213> Homo sapiens 
<400> 1037 

ccttctcctg ggggccagat gcatgctgga atcagtagct ttcagcagag taactcaagt 
60 

gggacttacg gtccacagat gagccagtat ggaccacaag gtaactactc cagaccccca 
120 

gcgtatagtg gggtgcccag tgcaagctac agcggcccag ggcccggtat gggtatcagt 
180 

gccaacaacc agatgcatgg acaagggcca agccagccat gtggtgctgt gcccctggga 
240 

cgaatgccat cagctgggat gcagaacaga ccatttcctg gaaatatgag cagcatgacc 

300 

cccagttctc ctggcatgtc tcagcaggga gggccaggaa tggggccgcc aatgccaact 
360 

gtgaaccgta aggcacagga ggcagccgca gcagtgatgc aggctgctgc gaactcagca 
420 

caaagcaggc aaggcagttt ccccggcatg aaccagagtg gacttatggc ttccagctct 
480 

ccctacagcc agcccatgaa caacagctct agcctgatga acacgcaggc gccgccctac 

540 

agcatggcgc ccgccatggt gaacagctcg gcagcatctg tgggtcttgc agatatgatg 
600 

tctcctggtg aatccaaact gcccctgcct ctcaaagcag acggcaaaga agaaggcact 
660 

ccacagcccg agagcaagtc aaaggatagc tacagctctc agggtatttc tcagccccca 
720 

accccaggca acctgccagt cccttcccca atgtccccca gctctgctag catctcctca 
780 

tttcatggag acgaaagtga tagcattagc agcccaggct ggccaaagac tccatcaagc 
840 
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900^^^^^*^* ^ctcctccac cactactggg gagaagatca cgaaggtgta cgagctgggg 
aatgagccag agagaaagct ctgggtcgac cgatacctca ccttcatgga agagagaggc 

tctcctgtct caagtctgcc tgccgtgggc aagaagcccc tggacctgtt ccgactctac 
1020 

gtctgcgtca aagagatcgg gggtttggcc caggttaata aaaacaagaa gtggcgtgag 
1080 

ctggcaacca acctaaacgt tggcacctca agcagtgcag cgagctccct gaaaaagcag 
1140 

tatattcagt acctgtttgc ctttgagtgc aagatcgaac gtggggagga gcccccgccg 
1200 

gaagtcttca gcaccgggga caccaaaaag cagcccaagc tccagccgcc atctcctgct 
1260 

1320*^^^^^^ cccacagacc ccccagtcaa ctggcagcaa ttccatggca 

^^^Srttccag gtgacctgaa gccacctacc ccagcctcca cccctcacgg ccagatgact 

ccaatgcaag gtggaagaag cagtacaatc agtgtgcacg acccattctc agatgtgagt 
1440 

1500^^^^^^ *^^^^9^a«cg gaactccatg actccaaacg ccccctacca gcagggcatg 

agcatgcccg atgtgatggg caggatgccc tatgagccca acaaggaccc ctttggggga 
1560 

atgagaaaag tgcctggaag cagcgagccc tttatgacgc aaggacagat gcccaacagc 
1620 

agcatgcagg acatgtacaa ccaaagtccc tccggagcaa tgtctaacct gggcatgggq 
1680 ^^^^ 

cagcgccagc agtttcccta tggagccagt tacgaccgaa ggcatgaacc ttatgggcag 

cagtatccag gccaaggccc tccctcggga cagccgccgt atggagggca ccagcccggc 
1800 

ctgtacccac agcagccgaa ttacaaacgc catatggacg gcatgtacgg gcccccagcc 
1860 



^^^cgccacg agggcgacat gtacaacatg cagtacagca gccagcagca ggagatgtac 

aaccagtatg gaggctccta ctcgggcccg gaccgcaggc ccatccaggg ccagtacccg 
1980 

tatccctaca gcagggagag gatgcagggc ccggggcaga tccagacaca cggaatcccg 
2040 

ctttcagatga tgggcggccc gctgcagteg tcctccagtg aggggcctca geagaatatg 

2X00 

tgggcagcac gcaatgatat gcettatccc taccagaaca ggcagggccc tggcggccct 

2160 

acacaggcgc ccccttaccc aggcatgaac cgcacagacg atatgatggt acccgatcag 
2220 

aggataaatc atgagagcca gtggccttct cacgtcagcc agcgtcagcc ttatatgtcg 
2280 ' 

tcctcagcct ccatgcagce caccacacgc ccaccacagc cgtcctacca gacgccaccg 
240^^^"* atcacacctc cagggcgccc agcccagcgc ccttccagcg ctccetggag 

aaccgcacgt ctccaagcaa gcctcctttt ctgccgtcca tgaagatgca gaaggtcatg 
2460 ^ 
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cccacggtcc ccacatccca ggtcaccggg 

2520 

gagatcacct ttcctcctgg ctcagtagaa 
2580 

aagattacct ccaaagatat cgttactcct 
2640 

tcaggtcttt tggctgagag cacgtgggct 
2700 

gacagcactg ttgctacttt caatctctcc 
2760 

gagtacttta gaaaatgcct gattgacatt 
2820 

gaccccagcc aaaaagcact tgatcacaac 
2880 

gcagacgatt ctgggaaaga ggaggaagat 
2940 

gaggaggatg aggaggaaga cagcgagaag 
3000 

ctgactgccc cggacgccgc tgcagaccca 
3060 

gacaagctgc caataaagat agtcaaaaag 
3120 

aagttggggc gtgtgcagga gttcaatagt 
3180 

gacaccaccg agcacattca gactcacttt 
3240 

cgcccacctc cccccttaag ctccgcaggt 
3300 

tctgaagagc agcaagagaa aagcatcata 
3360 

ccaggggcat tgccggaaga cgcaaaccct 
3420 

tttggtatcc agcaagccaa aagtcaccgg 
3480 

agccgagacg agactcccct gtgtaccatc 
3540 

tgcatctgtg tgtccaatat tgtccgtagc 
3600 

atgtccaaac atccaggcct ggtgctgatc 
3660 

catccagaga gaaagcgagc accgcagacc 
3720 

gtggcctgca gcaaagatga gtggtggtgg 
3780 

ttggtcacgc tggccaacat ttccgggcag 
3840 

tgcttgccaa ttttggatgg cttgctgcac 
3900 

gatccctttc caacngtggg acccaactcg 
3960 

accctctgta aacccagtat ccaggacaat 
4020 

tttagtcgtc aggagaaatt ctatgccaca 
4080 



ccaccacccc aaccaccccc aatcagaagg 
gcatcacaac cagtcttgaa acaaaggcga 
gaggcgtggc gtgtgatgat gtcccttaaa 
ttggacacta ttaatattct tctgtatgat 
cagttgtctg gatttctcga acttttagtc 
tttggaattc ttatggaata tgaagtggga 
gcagcaagga aggatgacag ccagtccttg 
gctgaatgta ttgatgacga cgaggaagac 
acagaaagcg atgaaaagag cagcatcgct 
aaggagaagc ccaagcaagc cagtaagttc 
aacaacctgt ttgttgttga ccgatctgac 
ggccttctac actggcagct cggcgggggt 
gagagcaaga tggaaattcc tcctcgcagg 
aagaagaaag agctggcagg caaaggcgac 
gcaaccattg atgacgtcct gtctgctcgg 
gggccccaga ccgaaagcag taagtttccc 
aacatcaagc tgctggagga cgagcccagg 
gcgcactggc aggactcgct ggctaagcga 
ttgtcattcg tgcctggcaa tgatgccgaa 
ctggggaagc tgattcttct tcaccacgag 
tatgagaaag aggaggacga ggacaagggg 
gactgcctcg aggtcttgag ggataacacg 
ctagacttgt ctgcttacac ggaaagcatc 
tggatggtgt gcccgtctgc agaggcacaa 
gtcccgtcgc ctcagagact tgtgctggag 
aatgcggacc tgatcttggc cactccccca 
ttagttaggt acgttgggga tcgcaaaaac 
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ccagtctgtc gagaaatgtc catggcgctt ttatcgaacc ttgcccaagg ggacgcacta 
4140 

gcagcaaggg ccatagctgt gcagaaagga agcattggaa acttgataag cttcctagag 
4200 

gatggggtca cgatggccca gtaccagcag agccagcaca acctcatgca catgcagccc 
4260 

ccgcccctgg aaccacctag cgtagacatg atgtgcaggg cggccaaggc tttgctagcc 
4320 

atggccagag tggacgaaaa ccgctcggaa ttccttttgc acgagggccg gttgctggat 
4380 

atctcgatat cagctgtcct gaactctctg gttgcatctg tcatctgtga tgtactgttt 
4440 

cagattgggc agttatgaca taagtgagaa ggcaagcatg tgtgagtgaa gattagaggg 
4500 

tcacatataa ctggctgttt tctgttcttg tttatqcagc gtaggaagaa ggaaaagaaa 
4560 

atctttgctc ctctgcccca ttcactattt accaattggg aattaaagaa ataattaatt 
4620 

tgaacagtta tgaaattaat atttgctgtc tgtgtgtata agtacatcct ttggggtttt 
4680 

ttttttctct tttttttaac caaagttgct gtctagtgca ttcaaaggtc actttttgtt 
4740 

cttcacagat ctttttaatg ttctttccca tgttgtattg catttttggg ggaagcaaat 
4800 

tgactttaaa gaaaaaagtt gtggcaaaag atgctaagat gcgaaaattt caccacactg 
4860 

agtcaaaaag gtgaaaaatt atccatttcc tatgcgtttt actcctcaga gaatgaaaaa 
4920 

aactgcatcc catcacccaa agttctgtgc aatagaaatt tctacagata caggtatagg 
4980 

ggctcaagga ggtatgtcgg tcagtagtca aaactatgaa atgatactgg tttctccaca 
5040 

ggaatatggt tccattaggc tgggagcaaa aacaatgttt tttaagattg agaatacata 
5100 

cctgacaacg atccggaaac tgctcctcac cactcccgtc atgcctgctg tcggcgtttg 
5160 

accttccacg tgacagttct tcacaattcc tttcatcatt ttttaaatat tttttttact 

5220 

gcctatgggc tgtgatgtat atagaagttg tacattaaac ataccctcat ttttttcttt 
5280 

534"^^^^^ *^t^^^^ttag tacaaagttt tagtttcttt ttcatgatgt ggtaactacg 

aagtgatggt agatttaaat aattttttat ttttatttta tatatttttt cattagggcc 
5400 

atatctccaa aaaaagaaag aaaaaataca aaaaacaaaa acaaaaaaaa aagagggtaa 
5460 

tgtacaagtt tctgtatgta taaagtcatg ctcgatttca ggagagcagc tgatcacaat 
5520 

ttgcttcatg aatcaaggtg tggaaatggt tatatatgga ttgatttaga aaatggttac 
5580 

cagtacagtc aaaaaagaga aaatgaaaaa aacacaacca aaaggaagaa acacaacttc 
5640 

aaagattttt cagtgatgag aatccacatt tgtatttcaa gataatgtag tttaaaaaaa 
5700 
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aaaaaaagaa aaaaacttga tgtaaactcc tccttttcct ccggcttaat gaatatcatt 
5760 

tattcagtat aaaatcttta tatgttccac atgttaagaa taaatgtaca ttaaatcttg 

5820 

tcaagcactg cg 
5832 

<210> 1038 
<211> 1485 
<212> PRT 

<213> Homo sapiens 
<400> 1038 

Pro Ser Pro Gly Gly Gin Met His Ala Gly lie Ser Ser Phe Gin Gin 

1.5 10 15 

Ser Asn Ser Ser Gly Thr Tyr Gly Pro Gin Met Ser Gin Tyr Gly Pro 

20 25 30 

Gin Gly Asn Tyr Ser Arg Pro Pro Ala Tyr Ser Gly Val Pro Ser Ala 

35 40 45 

Ser Tyr Ser Gly Pro Gly Pro Gly Met Gly He Ser Ala Asn Asn Gin 

50 55 60 

Met His Gly Gin Gly Pro Ser Gin Pro Cys Gly Ala Val Pro Leu Gly 
65 70 75 80 

Arg Met Pro Ser Ala Gly Met Gin Asn Arg Pro Phe Pro Gly Asn Met 

85 90 95 

Ser Ser Met Thr Pro Ser Ser Pro Giy Met Ser Gin Gin Gly Gly Pro 

100 105 110 

Gly Met Gly Pro Pro Met Pro Thr Val Asn Arg Lys Ala Gin Glu Ala 

115 120 125 

Ala Ala Ala Val Met Gin Ala Ala Ala Asn Ser Ala Gin Ser Arg Gin 

130 135 140 

Gly Ser Phe Pro Gly Met Asn Gin Ser Gly Leu Met Ala Ser Ser Ser 
145 150 155 160 

Pro Tyr Ser Gin Pro Met Asn Asn Ser Ser Ser Leu Met Asn Thr Gin 

165 170 175 

Ala Pro Pro Tyr Ser Met Ala Pro Ala Met Val Asn Ser Ser Ala Ala 

180 185 190 

Ser Val Gly Leu Ala Asp Met Met Ser Pro Gly Glu Ser Lys Leu Pro 

195 200 205 

Leu Pro Leii Lys Ala Asp Gly Lys Glu Glu Gly Thr Pro Gin Pro Glu 

210 215 220 

Ser Lys Ser Lys Asp Ser Tyr Ser Ser Gin Gly He Ser Gin Pro Pro 
225 230 235 240 

Thr Pro Gly Asn Leu Pro Val Pro Ser Pro Met Ser Pro Ser Ser Ala 

245 250 255 

Ser He Ser Ser Phe His Gly Asp Glu Ser Asp Ser He Ser Ser Pro 

260 265 270 

Gly Trp Pro Lys Thr Pro Ser Ser Pro Lys Ser Ser Ser Ser Thr Thr 

275 280 285 

Thr Gly Glu Lys He Thr Lys Val Tyr Glu Leu Gly Asn Glu Pro Glu 

290 295 300 

Arg Lys Leu Trp Val Asp Arg Tyr Leu Thr Phe Met Glu Glu Arg Gly 
305 310 315 320 

Ser Pro Val Ser Ser Leu Pro Ala Val Gly Lys Lys Pro Leu Asp Leu 
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325 330 335 

Phe Arg Leu Tyr Val Cys Val Lys Glu lie Gly Gly Leu Ala Gin Val 

340 345 350 

Asn Lys Asn Lys Lys Trp Arg Glu Leu Ala Thr Asn Leu Asn Val Gly 

355 360 365 

Thr Ser Ser Ser Ala Ala Ser Ser Leu Lys Lys Gin Tyr He Gin Tyr 

370 375 380 

Leu Phe Ala Phe Glu Cys Lys He Glu Arg Gly Glu Glu Pro Pro Pro 

390 395 400 

Glu Val Phe Ser Thr Gly Asp Thr Lys Lys Gin Pro Lys Leu Gin Pro 

405 410 415 

Pro Ser Pro Ala Asn Ser Gly Ser Leu Gin Gly Pro Gin Thr Pro Gin 

420 425 430 

Ser Thr Gly Ser Asn Ser Met Ala Glu Val Pro Gly Asp Leu Lys Pro 

435 440 445 

Pro Thr Pro Ala Ser Thr Pro His Gly Gin Met Thr Pro Met Gin Gly 
450 455 

Gly Arg Ser Ser Thr lie Ser Val His Asp Pro Phe Ser Asp Val Ser 

470 475 480 

Asp Ser Ser Phe Pro Lys Arg Asn Ser Met Thr Pro Asn Ala Pro Tyr 

485 490 495 

Gin Gin Gly Met Ser Met Pro Asp Val Met Gly Arg Met Pro Tyr Glu 

500 505 510 

Pro Asn Lys Asp Pro Phe Gly Gly Met Arg Lys Val Pro Gly Ser Ser 

515 520 525 

Glu Pro Phe Met Thr Gin Gly Gin Met Pro Asn Ser Ser Met Gin Asp 
530 535 

Met Tyr Asn Gin Ser Pro Ser Gly Ala Met Ser Asn Leu Gly Met Gly 
545 550 555 560 

Gin Arg Gin Gin Phe Pro Tyr Gly Ala Ser Tyr Asp Arg Arg His Glu 

565 570 575 

Pro Tyr Gly Gin Gin Tyr Pro Gly Gin Gly Pro Pro Ser Gly Gin Pro 

580 585 590 

Pro Tyr Gly Gly His Gin Pro Gly Leu Tyr Pro Gin Gin Pro Asn Tyr 

595 600 605 

Lys Arg His Met Asp Gly Met Tyr Gly Pro Pro Ala Lys Arg His Glu 

610 615 620 

Gly Asp Met Tyr Asn . Met Gin Tyr Ser Ser Gin Gin Gin Glu Met Tyr 
^25 630 635 640 

Asn Gin Tyr Gly Gly Ser Tyr Ser Gly Pro Asp Arg Arg Pro He Gin 

645 650 655 

Gly Gin Tyr Pro Tyr Pro Tyr Ser Arg Glu Arg Met Gin Gly Pro Gly 

6€0 665 670 

Gin He Gin Thr His Gly He Pro Leu Gin Met Met Gly Gly Pro Leu 

675 680 685 

Gin Ser Ser Ser Ser Glu Gly Pro Gin Gin Asn Met Trp Ala Ala Arg 

690 695 700 

Asn Asp Met Pro Tyr Pro Tyr Gin Asn Arg Gin Gly Pro Gly Gly Pro 
705 710 715 720 

Thr Gin Ala Pro Pro Tyr Pro Gly Met Asn Arg Thr Asp Asp Met Met 

725 730 735 

Val Pro Asp Gin Arg He Asn His Glu Ser Gin Trp Pro Ser His Val 

740 745 750 

Ser Gin Arg Gin Pro Tyr Met Ser Ser Ser Ala Ser Met Gin Pro He 
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755 










760 










765 








Thr 


Arg 
770 


Pro 


Pro 


Gin 


Pro 


ser 

775 


Tyr 


Gin 


Thr 


Pro 


Pro 
780 


Ser 


Leu 


Pro 


Asn 


His 


He 


Ser 


Arg Ala Pro Ser 


Pro 


Ala 


Ser 


Phe 


Gin 


Arg 


Ser 


Leu 


Glu 


785 










790 










795 










800 


Asn 


Arg 


Met 


Ser 


Pro Ser Lys 


Ser 


Pro 


Phe 


Leu 


Pro 


Ser 


Met 


Lys 


Met 










805 










810 










815 




Gin 


Lys 


Val 


Met 

820 


Pro 


Thr 


Val 


Pro 


Thr 

825 


Ser 


Gin 


Val 


Thr 


Gly 
830 


Pro 


Pro 


Pro 


Gin 


Pro 
835 


Pro 


Pro 


He 


Arg 


Arg 
840 


Glu 


He 


Thr 


Phe 


Pro 
845 


Pro 


Gly 


Ser 


Val 


Glu 
850 


Ala 


Ser 


Gin 


Pro 


Val 
855 


Leu 


Lys 


Gin 


Arg 


Arg 
860 


Lys 


He 


Thr 


Ser 


Lys 


Asp 


He 


Val 


Thr 


Pro 


Glu 


Ala 


Trp 


Arg 


Val 


Met 


Met 


Ser 


Leu 


Lys 


865 










870 










875 










880 


Ser 


Gly 


Leu 


Leu 


Ala 
885 


Glu 


Ser 


Thr 


Trp 


Ala 
890 


Leu 


Asp 


Thr 


He 


Asn 
895 


He 


Leu 


Leu 


Tyr 


Asp Asp 


Ser 


Thr 


Val 


Ala 


Thr 


Phe 


Asn 


Leu 


Ser 


Gin 


Leu 








900 










905 










910 






Ser 


Gly 


Phe 
915 


Leu 


Glu 


Leu 


Leu 


val 
920 


Glu 


Tyr 


Phe 


Arg 


Lys 
925 


Cys 


Leu 


He 


Asp 


He 


Phe 


Gly He Leu Met 


Glu 


Tyr 


Glu 


Val 


Gly 


Asp 


Pro 


Ser 


Gin 




930 










935 










940 










Lys 


Ala 


Leu 


Asp His Asn Ala 


Ala 


Arg 


Lys 


Asp 


Asp 


Ser 


Gin 


Ser 


Leu 


945 










950 










955 










960 


Ala 


Asp 


Asp 


Ser Gly Lys Glu 


Glu 


Glu 


Asp 


Ala 


Glu 


Cys 


He 


Asp 


Asp 










965 










970 










975 




Asp 


Glu 


Glu 


Asp Glu Glu Asp 


Glu 


Glu 


Glu 


Asp 


Ser 


Glu 


Lys 


Thr 


Glu 








980 










985 










990 






Ser 


Asp 


Glu 


Lys 


Ser 


Ser 


He 


Ala 


Leu 


Thr 


Ala 


Pro 


Asp 


Ala 


Ala 


Ala 






995 










1000 








1005 






Asp 


Pro 


Lys 


Glu 


Lys 


Pro 


Lys 


Gin Ala 


Ser 


Lys 


Phe 


Asp Lys 


Leu 


Pro 




1010 








1015 








1020 








lie 


Lys 


He 


Val 


Lys 


Lys 


Asn 


Asn 


Leu 


Phe 


Val 


Val Asp Arg 


Ser 


Asp 


1025 








1030 








1035 








104C 


Lys 


Leu Gly 


Arg 


Val 


Gin 


Glu 


Phe 


Asn 


Ser 


Gly Leu Leu His 


Trp 


Gin 










1045 








1050 








1055 


Leu Gly Gly 


Gly Asp Thr 


Thr 


Glu 


His 


He 


Gin 


Thr 


His 


Phe 


Glu 


Ser 



1060 1065 1070 



Lys Met Glu He Pro Pro Arg Arg Arg Pro Pro Pro Pro Leu Ser Ser 

1075 1080 1085 

Ala Gly Lys Lys Lys Glu Leu Ala Gly Lys Gly Asp Ser Glu Glu Gin 

1090' 1095 1100 

Gin Glu Lys Ser He He Ala Thr He Asp Asp Val Leu Ser Ala Arg 
1105 1110 1115 1120 

Pro Gly Ala Leu Pro Glu Asp Ala Asn Pro Gly Pro Gin Thr Glu Ser 

1125 1130 1135 

Ser Lys Phe Pro Phe Gly He Gin Gin Ala Lys Ser His Arg Asn He 

1140 1145 1150 

Lys Leu Leu Glu Asp Glu Pro Arg Ser Arg Asp Glu Thr Pro Leu Cys 

1155 1160 1165 

Thr He Ala His Trp Gin Asp Ser Leu Ala Lys Arg Cys He Cys Val 

1170 1175 1180 

Ser Asn He Val Arg Ser Leu Ser Phe Val Pro Gly Asn Asp Ala Glu 



991 



wo 00/58473 



PCTAJSOO/08621 



1185 1190 1195 1200 

Met Ser Lys His Pro Gly Leu Val Leu lie Leu Gly Lys Leu lie Leu 

1205 1210 1215 

Leu His His Glu His Pro Glu Arg Lys Arg Ala Pro Gin Thr Tyr Glu 

1220 1225 1230 

Lys Glu Glu Asp Glu Asp Lys Gly Val Ala Cys Ser Lys Asp Glu Trp 

1235 1240 1245 

Trp Trp Asp Cys Leu Glu Val Leu Arg Asp Asn Thr Leu Val Thr Leu 

1250 1255 1260 

Ala Asn lie Ser Gly Gin Leu Asp Leu Ser Ala Tyr Thr Glu Ser He 
1265 1270 1275 1280 

Cys Leu Pro He Leu Asp Gly Leu Leu His Trp Met Val Cys Pro Ser 

12B5 1290 1295 

Ala Glu Ala Gin Asp Pro Phe Pro Thr Val Gly Pro Asn Ser Val Pro 

1300 1305 1310 

Ser Pro Gin Arg Leu Val Leu Glu Thr Leu Cys Lys Leu Ser He Gin 

1315 1320 1325 

Asp Asn Asn Val Asp Leu He Leu Ala Thr Pro Pro Phe Ser Arg Gin 

1330 1335 1340 

Glu Lys Phe Tyr Ala Thr Leu Val Arg Tyr Val Gly Asp Arg Lys Asn 
1345 1350 1355 1360 

Pro Val Cys Arg Glu Met Ser Met Ala Leu Leu Ser Asn Leu Ala Gin 

1365 1370 1375 

Gly Asp Ala Leu Ala Ala Arg Ala He Ala Val Gin Lys Gly Ser He 

1380 1385 1390 

Gly Asn Leu He Ser Phe Leu Glu Asp Gly Val Thr Met Ala Gin Tyr 

1395 1400 1405 

Gin Gin Ser Gin His Asn Leu Met His Met Gin Pro Pro Pro Leu Glu 

1410 1415 1420 

Pro Pro Ser Val Asp Met Met Cys Arg Ala Ala Lys Ala Leu Leu Ala 
1425 1430 1435 1440 

Met Ala Arg Val Asp Glu Asn Arg Ser Glu Phe Leu Leu His Glu Gly 

1445 1450 1455 

Arg Leu Leu Asp He Ser He Ser Ala Val Leu Asn Ser Leu Val Ala 

1460 1465 1470 

Ser Val He Cys Asp Val Leu Phe Gin He Gly Gin Leu 
1475 1480 1485 



<210> 1039 
<211> 379 
<212> DNA 

<213> Homo sapiens 



<400> 1039 

gcaggagcca gggatgctgc tgaacatccc gcagtgcacg agacaggcct ccaccacacg 
60 

gaattacctt ggcctgaggt gttacgagag cacagagaga aaccaggtac agacgcgggg 
120 

cagaggggag agagggagag agtgtgagag ctaaggtttc gggagaagac tttgtggaaa 
180 

aagtctttgg ctgggtcctg caacatagcc aggattcagt gacaggtgag gaccactcca 
240 

gattttgtat gtattgaagg ccctgaatac ttttttgaaa gagaatgaca tgagtacacc 
300 
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tggtcagcca cacgtgagag gggttggagg agggaagtac cagaggcagg gagaccaggt 
360 

agaaagacct cgccatagt 
379 

<210> 1040 
<211> 125 
<212> PRT 

<213> Homo sapiens 
<400> 1040 



Met 


Ala 


Arg 


Ser 


Phe Tyr Leu Val 


Ser 


Leu 


Pro 


Leu 


Val 


Leu 


Pro 


Ser 


1 








5 




10 










15 




Ser 


Asn 


Pro 


Ser 
20 


His Val Trp Leu 


Thr 
25 


Arg 


Cys 


Thr 


His 


Val 
30 


He 


Leu 


Phe 


Gin 


Lys 
35 


Ser 


He Gin Gly Leu 
40 


Gin 


Tyr 


He 


Gin 


Asn 
45 


Leu 


Glu 


Trp 


Ser 


Ser 
50 


Pro 


Val 


Thr Glu Ser Trp 
55 


Leu 


Cys 


Cys 


Arg 
60 


Thr 


Gin 


Pro 


Lys 


Thr 


Phe 


Ser 


Thr 


Lys Ser Ser Pro 


Glu 


Thr 


Leu 


Ala 


Leu 


Thr 


Leu 


Ser 


65 








70 






.75 










80 


Pro 


Ser 


Leu 


Pro 


Ser Ala Pro Arg 
85 


Leu 


Tyr 
90 


Leu 


Val 


Ser 


Leu 


Cys 
95 


Ala 


Leu 


Val 


Thr 


Pro 
100 


Gin Ala Lys Val 


He 
105 


Pro 


Cys 


Gly 


Gly 


Gly 
110 


Leu 


Ser 


Arg 


Ala 


Leu 
115 


Arg 


Asp Val Gin Gin 
120 


His 


Pro 


Trp 


Leu 


Leu 
125 









<210> 1041 

<211> 388 

<212> DNA 

<213> Homo sapiens 

<400> 1041 

ttagtggccg tggaggccat cggctacatc gcgagtattg acaaggccga tatgtcaatc 
60 

gaaacggcgt acctgccgcg gctgttggtt tccctggccc tgaccatccc ggcgctcgcc 
120 . 

ttgtcgatga tcccggccct gcacttcccg cattggccgt tgtgggcgtt ggcgcttacc 
180 

accccggtgg tgttctgggg tgcctggccg ctgcaccacg ccgcgtggac caacctgcgg 
240 

cacggcgcgg ccatcatgga caccctggtg tcgctcggcg ccctcacttc gtacctctgg 
300 

tcggtatgga tgctgaccac aggcggcgag cacctctacc tggaggtagc cgtccaccgt 
360 

cacgacgctg atcctggccg gcaaattt 
388 

<210> 1042 
<211> 129 
<212> PRT 

<213> Homo sapiens 
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<400> 1042 

Leu Val Ala Val Glu Ala lie Gly Tyr lie Ala Ser He Asp Lys Ala 

1 5 10 15 

Asp Met Ser He Glu Thr Ala Tyr Leu Pro Arg Leu Leu Val Ser Leu 

20 25 30 

Ala Leu Thr He Pro Val Leu Ala Leu Ser Met He Pro Ala Leu His 

35 40 45 

Phe Pro His Trp Pro Leu Trp Ala Leu Ala Leu Thr Thr Pro Val Val 

50 55 60 

Phe Trp Gly Ala Trp Pro Leu His His Ala Ala Trp Thr Asn Leu Arg 
^5 70 75 80 

His Gly Ala Ala He Met Asp Thr Leu Val Ser Leu Gly Val Leu Thr 

85 90 95 

Ser Tyr Leu Trp Ser Val Trp Met Leu Thr Thr Gly Gly Glu His Leu 

100 105 110 

Tyr Leu Glu Val Ala Val His Arg His Asp Ala Asp Pro Gly Arg Gin 
115 120 125 

He 



<210> 1043 
<211> 555 
<212> DNA 

<213> Homo sapiens 
<400> 1043 

accggtgaaa ccctgatcgg ccaatcgttt tccaccgttc ccggcggcaa gggcgcaaac 

60 

caggcggtcg cttcggcgcg tcttggggcc gaagtcgcga tggtcggttg cgtgggtacc 
120 

gatgcctacg gcgcgcaatt acgcgacgca ttgttggtgg aaggcatcga ttgccaggcc 
180 

gtcagcaccg tcgacggttc cagcggtgtg gcgctgatcg tggtggatga cagcagccag 
240 

aatgcgatcg ttatcgtcgc cggtagcaat ggcgagctga ctccggccaa gttacagacc 
300 

tttgacagcg tgctgcaggc tgccgacgtg attgtctgcc agcttgagac gccgatggac 
360 

actgtcggcc atgcgcctaa gcgcggtcgc gaactgggca agacggtgat cctcaatccg 
420 

gcgccggcca gcggcccgct gcctgaggat tggtacgccg ccatcgatta cctgattccc 
480 

aacgaaagcg aagcctcggc cttgagtggc gtggtggtgg attcactgga cagcgccaag 
540 

gtcgctgcta cgcgt 
555 

<210> 1044 
<211> 185 
<212> PRT 

<213> Homo sapiens 
<400> 1044 

Thr Gly Glu Thr Leu He Gly Gin Ser Phe Ser Thr Val Pro Gly Gly 
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1 5 iO X5 

Lys Gly Ala Asn Gin Ala Val Ala Ser Ala Arg Leu Gly Ala Glu Val 

20 25 30 

Ala Met Val Gly Cys Val Gly Thr Asp Ala Tyr Gly Ala Gin Leu Arg 

35 40 45 

Asp Ala Leu Leu Val Glu Gly lie Asp Cys Gin Ala Val Ser Thr Val 

50 55 60 

Asp Gly Ser Ser Gly Val Ala Leu lie Val Val Asp Asp Ser Ser Gin 
65 70 75 80 

Asn Ala He Val He Val Ala Gly Ser Asn Gly Glu Leu Thr Pro Ala 

85 90 95 

Lys Leu Gin Thr Phe Asp Ser Val Leu Gin Ala Ala Asp Val He Val 

100 105 110 

Cys Gin Leu Glu Thr Pro Met Asp Thr Val Gly His Ala Pro Lys Arg 

115 120 125 

Gly Arg Glu Leu Gly Lys Thr Val He Leu Asn Pro Ala Pro Ala Ser 

130 135 140 

Gly Pro Leu Pro Glu Asp Trp Tyr Ala Ala He Asp Tyr Leu He Pro 
145 150 155 160 

Asn Glu Ser Glu Ala Ser Ala Leu Ser Gly Val Val Val Asp Ser Leu 

165 170 175 

Asp Ser Ala Lys Val Ala Ala Thr Arg 
180 185 

<210> 1045 

<211> 371 

<212> DNA 

<213> Homo sapiens 

<400> 1045 

ctattgccat actaccgccg cggcaaccta caggacatga tcaacgccaa cctcttcaat 
60 

cactccaaat tccccgagac gcaccttatg aatctatttc tcggcgtctg caaggccctg 
120 

cgcgccatgc acgattacca cgcaccgccg gcagagcgca tgccaattgg gcaccgaagg 
180 

cagaccacca cccaggtgca aagcaacagt ggtagagcgg tcgctcatcg acgaaacgta 
240 

cggaagaaga cgaagagacg gagcaggaaa gacctgttat ggaatcacag aaccacatcg 
300 

ggcagggcgg cgagcacaaa accatatgcg catcgcgaca ttaaaccagg tacgtgctgc 
360 

aagctcctcg g 
371 

<210> 1046 
<211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 1046 

Leu Leu Pro Tyr Tyr Arg Arg Gly Asn Leu Gin Asp Met He Asn Ala 

1 5 10 15 

Asn Leu Phe Asn His Ser Lys Phe Pro Glu Thr His Leu Met Asn Leu 
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20 25 30 

Phe Leu Gly Val Cys Lys Ala Leu Arg Ala Mec His Asp Tyr His Ala 

35 40 45 

Pro Pro Ala Glu Arg Met Pro lie Gly His Arg Arg Gin Thr Thr Thr 

50 55 60 

Gin Val Gin Ser Asn Ser Gly Arg Ala Val Ala His Arg Arg Asn Val 
^5 70 75 80 

Arg Lys Lys Thr Lys Arg Arg Ser Arg Lys Asp Leu Leu Trp Asn His 

85 90 95 

Arg Thr Thr Ser Gly Arg Ala Ala Ser Thr Lys Pro Tyr Ala His Arg 

100 105 110 

Asp lie Lys Pro Gly Thr Cys Cys Lys Leu Leu 
115 120 

<210> 1047 
<211> 754 
<212> DNA 

<213> Homo sapiens 
<400> 1047 

natgcccaga aggacctgga cgaggcgttg ccagccctgg atgcggctct ggccagccta 
60 

cgcaacctca acaagaacga agtgacccag gtacgtgcca tgcagcggcc acccccgggt 
120 

gtgaaactgg tcatagaagc tgtgtgcatt atgaaaggca tcaagcccaa gaaggtgcct 
180 

ggagaaaagc caggcaccaa ggtggatgac tactgggagc ctggcaaggg gctgctgcag 
240 

gacccgggcc acttccttga gagcctcttc aagtttgaca aggacaacat tggagatgtg 
300 

gtgatcaaag ccatccagcc gtacatcgat aatgaagagt tccagccagc caccattgcc 
360 

aaggtgtcca agggttgccc cttcatttgg ccgtgggggg gggcaatgcc caagtacccc 
420 

tttgtggcca aggccgtgga gcccaagcgg caagccctgc tggaggccca ggatgacctg 
480 

ggggtgacac agaggatcct ggatgaggca aaacagcgcc ttcgtgaggt ggaggacggc 
. 540 

atcgccacaa tgcaggctaa gtaccgggaa tgcattacca agaaggagga gctggagctg 
600 

aagtgtgagc agtgtgagca gcggctgggc cacgctggca aggtgcgcac cctcctcctg 
660 

caaggcctgc aagcgggccc ggcccagaca ggggccagaa aggaccaggg cgccggtggg 
720 

tcctggggtg gctgtccaac cccctccctg gcaa 
754 

<210> 1048 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 1048 

Xaa Ala Gin Lys Asp Leu Asp Glu Ala Leu Pro Ala Leu Asp Ala Ala 
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1 


c 


10 


15 




Leu Ala 


Ser Leu Ar^ 


Asn i^GU ASH i-iys /^sn 


niti Val Thr Gin Val 

^9XU XilX wAAA v**^ 


ArQ 






25 


30 




Ala Met 


Gin AT^ pro 


fiO Jrro VaJiy vcix liiys 


Toil Val Tie Glu Ala 


Val 








45 




Cys lie 


Mec jjys faiy 


ijyb xr£^w JJjr9 wjfB 


Val Pro Glv Glu LVS 
vax rxw vjxjr w^k* a^j^iw 


Pro 








60 




Gly Tnr 


liys vai Asp 


ASp Ayr WXU JtriO 


m V T^vfi Glv Leu Leu 


Gin 


65 




/U 




80 


Asp Pro 


Gly His Phe 


Leu wiu oer iteu fne 


lajo <rxics *jyo noj^ 


Asn 


8 b 


QO 


95 




He Gly 


Asp Val Val 


lie Lys Ala lie v>in 


irro ^yr xxe iisp t\^k\ 


Glu 

v3X U 


100 


lOd 


110 




Glu Phe 


Gin Pro Ala 


Tnr He Ala Lys vai 


oer i^ys oxy i-ys rxo 






115 


120 


XZ 3 




He Trp 


Pro Trp Gly 


Gly Ala Met Pro Lys 


xyr Fro Fne vax Mxa 




130 




1J3 






Ala Val 


Glu Pro Lys 


Arg Gin Ala Leu Leu 


Giu Aia 6in Asp Msp 


Leu 


145 




150 


ICC 

155 


X D W 


Gly Val 


Thr Gin Arg 


He Leu Asp Glu Ala 


Liys vjxn ATy ueu i^xy 


Glu 

w X U 


165 


X /U 


175 




Val Glu 


Asp Gly lie 


Ala Thr Met Gin Ala 


Lys Tyr Arg Glu Cys 


lie 




180 


185 


190 




Thr Lys 


Lys Glu Glu 


Leu Glu Leu Lys Cys 


Glu Gin Cys Glu Gin 


Arg 


195 


200 


205 




Leu Gly 


His Ala Gly 


Lys Val Arg Thr Leu 


Leu Leu Gin Gly Leu 


Gin 


210 




215 


220 




Ala Gly 


Pro Ala Gin 


Thr Gly Ala Arg Lys 


Asp Gin Gly Ala Gly 


Gly 


225 




230 


235 


240 


Ser Trp 


Gly Gly Cys 


Pro Thr Pro Ser Leu 


Ala 






245 


250 







<210> 1049 
<211> 558 
<212> DNA 

<213> Homo sapiens 
<400> 1049 

cgcagcaata gctgcacttg accagactgg gctttgcaat aagcgcattc cccgggccga 
60 

atgctgcaga tccttacagg ctgactgcag ggtgtttcag attctcctgg agtcacacgt 
120 

gccagcttga tttcaagaaa caactagaat aacagttttc tgataagaag- tctatagcac 
180 

tttatggctt acataatcca gagatagatg ggctgggcat gattcccatt ttctgttggg 
240 

gaaaccgact cacagagaag ttaagggaca agtataaagt gatgaaactg tgtactgaac 
300 

ctcatgtctc ccagactccc gggtccccgg gctttttctc ggggcggccc cattcacatt 

360 

gcaattcatg gccggggcaa atgctcaccc acagagatat taagcactcc aacactccat 
420 

ccaccaggtt gcagccaaag gattcagaag acaatgatca ttccatcagc atgcactatg 
480 
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cagctaaaga aaggttttgg catgctccgc tttattgttt cacagaagat aagaaaataa 
540 

actgcaaagt aacttaag 
558 

<210> 1050 
<211> 112 
<212> PRT 

<213> Homo sapiens 
<400> 1050 

Met He Pro He Phe Cys Trp Gly Asn Arg Leu Thr Glu Lys Leu Arg 

^5 10 15 

Asp Lys Tyr Lys Val Met Lys Leu Cys Thr Glu Pro His Val Ser Gin 

20 25 30 

Thr Pro Gly Ser Pro Gly Phe Phe Ser Gly Arg Pro His Ser His Cys 

35 40 45 

Asn Ser Trp Pro Gly Gin Met Leu Thr His Arg Asp He Lys His Ser 

50 55 60 

Asn Thr Pro Ser Thr Arg Leu Gin Pro Lys Asp Ser Glu Asp Asn Asp 
65 70 75 80 

His Ser He Ser Met His Tyr Ala Ala Lys Glu Arg Phe Trp His Ala 

85 90 95 

Leu Leu Tyr Cys Phe Thr Glu Asp Lys Lys He Asn Cys Lys Val Thr 
100 105 110 

<210> 1051 

<211> 317 

<212> DNA 

<213> Homo sapiens 

<400> 1051 

gcgttgagtc gggatgtcgc attcatgccc ggcgaacctt tttttgccga accggagcgt 
60 

aatccgggta atcttcgtct caatttcagt cacatcgcac cggagcgtct ggacgaaggt 
120 

ctcaagcgcc tggctgctgt catccgtcac gcacaggctg cacaagcggc ttaaggggag 
180 

ggccatgtac aaggtttatg gcgattacca gtcgggcaat tgctacaaga tcaagctgat 
240 

gctgcacctg ctggggcagg aatatcgctg gcacccgggg gacatcctca aggtgacacc 

300 

gagaccccgg aattttt 
317 

<210> 1052 
<211> 57 
<212> PRT 

<213> Homo sapiens 
<400> 1052 

Ala Leu Ser Arg Asp Val Ala Phe Met Pro Gly Glu Pro Phe Phe Ala 

^5 10 15 

Glu Pro Glu Arg Asn Pro Gly Asn Leu Arg Leu Asn Phe Ser His He 



998 



wo 00/58473 



PCTAJSOO/08621 



20 25 30 

Ala Pro Glu Arg Leu Asp Glu Gly Leu Lys Arg Leu Ala Ala Val lie 

35 40 45 

Arg His Ala Gin Ala Ala Gin Ala Ala 
50 55 

<210> 1053 
<211> 318 
<212> DNA 

<213> Homo sapiens 
<400> 1053 

caattggcta cgcgatccga acgggcgcat gggtctctat gactggcaag ccgtcgctcg 

60 

cggggagtgg gccctcgact atgcctacgc gatgtcggtg aacctgacca ccgagaaccg 
120 

gcgtgcctgg gaacgcgacc tgctcgagcg ttatctgtgg cgcctcgccg aagagggtgt 
180 

cgccaacccg ccctcgttcg agcaagcgtg gctacgctac cggcaacagc cgttccacgt 
240 

cgggatcttc tcactcttga ccatcggcgc cggacgcttt caaccggcca tgcaaccggc 

300 

ggactcnnnn ccccncnc 
318 

<210> 1054 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 1054 

Met Gly Leu Tyr Asp Trp Gin Ala Val Ala Arg Gly Glu Trp Ala Leu 

15 10 15 

Asp Tyr Ala Tyr Ala Met Ser Val Asn Leu Thr Thr Glu Asn Arg Arg 

20 25 30 

Ala Trp Glu Arg Asp Leu Leu Glu Arg Tyr Leu Trp Arg Leu Ala Glu 

35 40 45 . 

Glu Gly Val Ala Asn Pro Pro Ser Phe Glu Gin Ala Trp Leu Arg Tyr 

50 55 60 

Arg Gin Gin Pro Phe His Val Gly He Phe Ser Leu Leu Thr He Gly 
65 70 75 80 

Ala Gly Arg Phe Gin Pro Ala Met Gin Pro Ala Asp Ser Xaa Pro Xaa 
85 90 95 

<210> 1055 
<211> 391 
<212> DNA 

<213> Homo sapiens 

<400> 1055 

tacaatgtat catcaaccag aaatacaatg agaaccacct gccagtctcc caaatactat 
60 

ctgcagccac tcatttaact ctcctggcta gctccacgtg ggccgtctga actctcttag 
120 
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aagaatcatc tctctgctca ggcaccggga gcaaggggca tctgtcgctc tgcagaacgg 
180 

aggggaccag gcctgatgaa caccatcctg ggcccagaaa cctgggaggg taaagagaac 
240 

tgccaggggt gaagtccaag gatgggaaaa aggcctccgg ggcagagtcc tgaaatgtca 
300 

gaagtacacc aaagaggaaa cagcatcacg ttattgctga ggcagggcct cattctgttg 
360 

ccaaggctgc agtgcagtgg tgacaccatg g 
391 

<210> 1056 
<211> 83 
<212> PRT 

<213> Homo sapiens 
<400> 1056 

Met Val Ser Pro Leu His Cys Ser Leu Gly Asn Arg Met Arg Pro Cys 

IS 10 15 

Leu Ser Asn Asn Val Met Leu Phe Pro Leu Trp Cys Thr Ser Asp lie 

20 25 30 

Ser Gly Leu Cys Pro Gly Gly Leu Phe Pro lie Leu Gly Leu His Pro 

35 40 45 

Trp Gin Phe Ser Leu Pro Ser Gin Val Ser Gly Pro Arg Met Val Phe 

50 55 60 

He Arg Pro Gly Pro Leu Arg Ser Ala Glu Arg Gin Met Pro Leu Ala 
65 70 75 80 

Pro Gly Ala 



<210> 1057 
<211> 341 
<212> DNA 

<213> Homo sapiens 
<400> 1057 

gaattccctg cgcgtgtgac gccggtcgcc gagcaactcg gcgtgtcgct gacgctgcat 
60 

cccgatgatc cgccgcgtcc gctgttcggg ttgccgcgca ttgcgtccag cgccgaggac 
120 

tatcaggcgc tgttcgatgc ggtaccgtcc aaggcgaacg gcatctgcct gtgcacgggt 
180 

tcgctcggcg tgcgcgcgga gaacgatctg cctgaaatgg ccgaacgttt cggcccgcgt 
240 

atcgcctttg cgcatctgcg cgcgaccaag cgcgacgccg atggcctgtc gtttcatgaa 
300 

tccgaccatc tcgacggcga tgtcgacatg gtcgcgtgct c 
341 

<210> 1058 
<211> 113 
<212> PRT 

<213> Homo sapiens 
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<400> X058 



Glu 


Phe 


Pro 


Ala 


Arg 


Val Thr Pro 


Val 


Ala 


Glu Gin 


Leu 


Gly 


Val 


Ser 


1 








5 






10 








15 




Leu 


Thr 


Leu 


His 
20 


Pro 


Asp Asp Pro 


Pro 
25 


Arg 


Pro Leu 


Phe 


Gly 
30 


Leu 


Pro 


Arg 


He 


Ala 
35 


Ser 


Ser 


Ala Glu Asp 
40 


Tyr 


Gin 


Ala Leu 


Phe 
45 


Asp 


Ala 


Val 


Pro 


Ser 
50 


Lys 


Ala 


Asn 


Gly He Cys 
55 


Leu 


Cys 


Thr Gly 
60 


Ser 


Leu 


Gly 


Val 


Arg 


Ala 


Glu 


Asn 


Asp 


Leu Pro Glu 


Met 


Ala 


Glu Arg 


Phe 


Gly 


Pro 


Arg 


65 










70 






75 








80 


He 


Ala 


Phe 


Ala 


His 
85 


Leu Arg Ala 


Thr 


Lys 
90 


Arg Asp 


Ala 


Asp 


Gly 
95 


Leu 


Ser 


Phe 


His 


Glu 
100 


Ser 


Asp His Leu 


Asp 
105 


Gly 


Asp Val 


Asp 


Met 
110 


Val 


Ala 



Cys 



<210> 1059 

<211> 372 
<212> DNA 

<213> Homo sapiens 
<400> 1059 

nagctgaccg gctggcagat caacatcatg acgccggaag aaagcgtgaa ccgccgggaa 
60 

gtcgagcgtt cgggcctgcg caccacgttc atgaacaagc tggacgtcga tgaggaagtc 
120 

gccgacatcc tgatcgacga aggtttcacc ggtatcgagg aaatcgccta cgtccccatg 
180 

caggaactgc tggagatcga ggcgttcgac gaagacacca tcaacgagtt gcgcgcccgt 
240 

gcccgcaatg cgctgctgac cgaggccatc gcccaggaag agcgccttga gaccgcgcag 
300 

gatctgcttg aactcgaagg cgtgacgccg gaactggctg ccaagctggc cgagcgtcaa 
360 

gtgcgtacgc gt 
372 

<210> 1060 
<211> 124 
<212> PRT 

<213> Homo sapiens 
<400> 1060 

Xaa Leu Thr Gly Trp Gin lie Asn He Met Thr Pro Glu Glu Ser Val 

1 5 10 15 

Asn Arg Arg Glu Val Glu Arg Ser Gly Leu Arg Thr Thr Phe Met Asn 

20 25 30 

Lys Leu Asp Val Asp Glu Glu Val Ala Asp He Leu He Asp Glu Gly 

35 40 45 

Phe Thr Gly He Glu Glu He Ala Tyr Val Pro Met Gin Glu Leu Leu 

50 55 60 

Glu He Glu Ala Phe Asp Glu Asp Thr He Aen Glu Leu Arg Ala Arg 
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65 70 75 80 

Ala Arg Asn Ala Leu Leu Thr Glu Ala lie Ala Gin Glu Glu Arg Leu 

85 90 95 

Glu thr Ala Gin Asp Leu Leu Glu Leu Glu Gly Val Thr Pro Glu Leu 

100 105 110 

Ala Ala Lys Leu Ala Glu Arg Gin Val Arg Thr Arg 
115 120 

<210> 1061 
<211> 456 
<212> DNA 

<213> Homo sapiens 

<400> 1061 

tctagactcc atggcaccgg gctgagcggg taagtaagaa agataaaaag tgccttttgc 
60 

cccttcgagg aaaccctttt gcaggccaag caagggctgc aagtgtttgg gagctgagag 
120 

gagaaggagg attctggagc attgtatttg gcagccggag cgggcagtgg gcggggggtt 
160 

gggacacgaa gggctcttcg gacccctgtg cctcttctgc cccaagggcg agaagacggg 
240 

cttcgcagcg accctcgggg gtccatggag ccgcctgcct tcgccccctc gctcttccca 
300 

ggtctgaacc tggatgggga gaagaaattg aagtgctttg gagacggggg ggcttaaaac 
360 

actagggagc ctcatcgccc agccttgggc ccactttcct ttcgatcgtg aggattccgc 
420 

accccgaagc cgtcttctcg gggctccggg gcgcgc 
456 

<210> 1062 
<211> 125 
<212> PRT 

<213> Homo sapiens 

<400> 1062 



Met Arg Leu Pro Ser. Val 


Leu Ser Pro Pro Val Ser 


Lys 


Ala 


Leu 


Gin 


1 5 


10 






15 




Phe Leu Leu Pro lie Gin 


Val Gin Thr Trp Glu Glu 


Arg 


Gly 


Gly Glu 


20 


25 




30 






Gly Arg Arg Leu His Gly 


Pro Pro Arg Val Ala Ala 


Lys 


Pro 


Val 


Phe 


35 


40 


45 








Ser Pro Leu Gly Gin Lys 


Arg His Arg Gly Pro Lys 


Ser 


Pro 


Ser 


Cys 


50 


55 60 








Pro Asn Pro Pro Pro Thr 


Ala Arg Ser Gly Cys Gin 


He 


Gin 


Cys 


Ser 


65 70 


75 






80 


Arg lie Leu Leu Leu Leu 


Ser Ala Pro Lys His Leu 


Gin 


Pro 


Leu 


Leu 


85 


90 






95 




Gly Leu Gin Lys Gly Phe 


Leu Glu Gly Ala Lys Gly 


Thr 


Phe 


Tyr Leu 


100 


105 




110 






Ser Tyr Leu Pro Ala Gin 


Pro Gly Ala Met Glu Ser 


Arg 








115 


120 


125 
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<210> 1063 

<211> 3760 

<212> DNA 

<213> Homo sapiens 

<400> 1063 

ntagtagaga cagggtttca ccatgttggc caggctggtc ttgaactcct gagcttgtga 
60 

tccacccgcc tcagcctccc aaagtgctgg gattacaggc gtgacgactg cacccagcct 
120 

taaggtctta taactagtaa atatctgcat taaagaacga gttgaatgaa aattctgata 

180 

aattcctact taaagtgtat ccaaagaaaa cggaaaaagt ctaggagtta gtgatattag 
240 

attcagaaga atgagctttg taattcttaa aaattagtct cagaatagaa aggattttaa 
300 

aagtaattga gtaaagtcat aggaaatgtg accatataaa ggaatggctc taaatgtatt 
360 

aatccagaag gaagcaacag gttaaacagt aagaggtaag aaacaaaaaa taaggaacga 
420 

gagagagaga gtgacaggga gagagagaca gagcggggaa ggagagaatg agaaggaaaa 
480 

tcaggaaaac gaggagaaac agaattaagg aggtgatact ggaatagtat cagaccattc 
540 

tgaatcaatt taagaattgc catgtctaat tcttatatgg aagatttgaa atacaaggat 
600 

attgaaagga ataacaaatt ataatgaatg catagaaatc cttatgtaat ccaaggtcat 
660 

taatttgaag gaagacatca agaaaatgtg atctagaaat aaaggttgag attgctccat 

720 

ttacaaaatt attatgctct ataatcttcc catatgcaaa tatttcatat tccctctttt 
780 

gtcccatgga catatttcac agcaacaacg aatcaagtgc tgacctaaat ggggtatctg 
840 

ttaaaactta gtatattgat atccttcacc ccactccagg aacgttcgct acgccaggac 
900 

cgcatcttgg gaacagaatt ttagagatga tcatctctta catcagaagc aggatctaaa 

960 

tgatccctgg atgcccaact tcctgaccct gctattgttg tgggtggcaa gataagagga 
1020 

gttgcatcac agatgaaaaa gtaaggccga agaagaccag agaagagttg gttgaatgtg 
1080 

tagatataag atccatctgt gacattgtag aatgaaattt caccggcttc atagtccaag 
1140 

aaaatcccaa tgcagtgagg actttccagt tggagaagag gcactgatgg ggaggcaagg 
1200 

accatgtact cattcccttt cagcagccac agggcccaga ccccattctc aggagatggc 
1260 

gtggtttccc cctttcttgg cagtgtgtct tgacagaccc ctaaacccca ctctgctcct 
1320 

tctcccacca gaacctccca gtaatgcctc cctgatgaga agctctgcaa acccaggatg 
1380 

cagggccacg tgtcaaatcg ctcagggttg ttggggacat ccctccatgg ttctccatcc 

1440 
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tgcacactgc gcaggtcggc ggtcaagagc agactcgggt gcgccgtggc gggatccagc 
1500 

tttacatcca cttggaactt ccttaagagc tccctcctcc cagggatgca gcatgctgtc 
1560 

ttcagttcca tggggatgtt ctctgcttcc agccttgtga cagccttact tctgcccagg 
1620 

actcctctca caccctccag cagacccagg gctgggcgct ggcacctctc ctgcagctca 
1680 

tccgccagct ccttcagggc cttgctctgc tggaccagcc ggctcttgct ctcccgcagt 
1740 

ctctgcagcg tcgctcgctc ctccgcctcc agccgcctca gctaccaggt aaagctccag 
1800 

atggctctgg aacttatgag gaaagagttg gaggacgcct tgactcagga ggccaacgtg 
1860 

gggaaaaaga ctgtcatttg gaaggagaaa gtggaaatgc agaggcagcg cttcagattg 
1920 

gagtttgaga agcatcgtgg ctttctggcc caggaggagc aacggcagct gaggcggctg 
1980 

gaggcggagg agcgagcgac gctgcagaga ctgcgggaga gcaagagccg gctggtccag 
2040 

cagagcaagg ccctgaagga gctggcggat gagctgcagg agaggtgcca gcgcccagcc 
2100 

ctgggtctgc tggagggtgt gagaggagtc ctgagcagaa gtaaggctgt cacaaggctg 
2160 

gaagcagaga acacccccat ggaactgaag acagcatgct gcatccctgg gaggagggag 
2220 

ctcttaagga agttccaagt ggatgtaaag ctggatcccg ccacggcgca cccgagtctg 

2280 

ctcttgaccg ccgacctgcg cagtgtgcag gatggagaac catggaggga tgtccccaac 
2340 

aaccctgagc gatttgacac atggccctgc atcctgggtt tgcagagctt ctcatcaggg 
2400 

aggcattact gggaggttct ggtgggagaa ggagcagagt ggggtttagg ggtctgtcaa 
2460 

gacacactgc caagaaaggg ggaaaccatg ccatctcctg agaatggggt ctgggccctg 
2520 

tggctgctga aagggaatga gtacatggtc cttgcctccc catcagtgcc tcttctccaa 
2580 

ctggaaagtc ctcgctgcat tgggattttc ttggactatg aagccggtga aatttcattc 
2640 

tacaatgtca cagatggatc ttatatctac acattcaacc aactcttctc tggtcttctt 
2700 

cggccttact ttttcatctg tgatgcaact cctcttatct tgccacccac gacaatagca 
2760 

gggtcaggaa attgggcatc cagggatcat ttagatcctg cttctgatgt aagagatgat 
2820 

catctctaaa attctgttcc caagatgcag tcctagcgta gcgaacgttc ctggagtggg 
2880 

gtgaaggata tcaatatact aagttttaac agatacccca tttaggtcag cacttgattc 
2940 

gttgttgctg tgaaatatgt ccatgggaca aaagagggaa tatgaaatat ttgcatatgg 
3000 

gaagattata gagcataata attttgtaaa tggagcaatc tcaacctcta tttctagatc 
3060 
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acattctctt gatgtcttcc ttcaaattaa 
3120 

attcattata atttgttatt cctttcaata 
3180 

ttagacatgg caattcttaa attgattcag 
3240 

cttaattctg tttctcctcg ttttcctgat 
3300 

gtctctctct ccctgtcact ctctctctct 
3360 

ctgtttaacc tgttgcttcc ttctggatta 
3420 

acatttccta tgactttact caattacttt 
3480 

taagaattac aaagctcatt cttctgaatc 
3540 

tttctttgga tacactttaa gtaggaattt 
3600 

tgcagatatt tactggttat aagaccttaa 
3660 

ccagcgcttt ggggggctga ggcgggtgga 
3720 

gccagcatgg tgaaaccctg tctctactag 
3760 

<210> 1064 
<211> 483 
<212> PRT 

<213> Homo sapiens 



tgaccttgga ttacataagg atttctatgc 
tccttgtatt tcaaatcttc catataagaa 
aatggtctga tactattcca gtatcacctc 
tttccttctc attctctcct tccccgctct 
cgttccttat tttttgtttc ttacctctta 
atacatttag agccattcct ttatatggtc 
taaaatcctt tctattctga gactaatttt 
taatatcact aactcctaga ctttttccgt 
atcagaattt tcattcaact cgttctttaa 
ggctgggtgc agtggctcac gcctgtggtc 
tcacaggctc gggagttcgg ggccagcctg 
aaaaaaaaaa 



<400> 1064 

Met Gin Gly His Val Ser Asn Arg Ser Gly Leu Leu Gly Thr Ser Leu 

1 S 10 15 

His Gly Ser Pro Ser Cys Thr Leu Arg Arg Ser Ala Val Lys Ser Arg 

20 25 30 

Leu Gly Cys Ala Val Ala Gly Ser Ser Phe Thr Ser Thr Trp Asn Phe 

35 .40 45 

Leu Lys Ser Ser Leu Leu Pro Gly Met Gin His Ala Val Phe Ser Ser 

50 55 60 

Met Gly Met Phe Ser Ala Ser Ser Leu Val Thr Ala Leu Leu Leu Leu 
65 70 75 80 

Arg Thr Pro Leu Thr Pro Ser Ser Arg Pro Arg Ala Gly Arg Trp His 

85 90 95 

Leu Ser Cys Ser Ser Ser Ala Ser Ser Phe Arg Ala Leu Leu Cys Trp 

100 105 110 

Thr Ser Arg Leu Leu Leu Ser Arg Ser Leu Cys Ser Val Ala Arg Ser 

lis 120 125 

Ser Ala Ser Ser Arg Leu Ser Tyr Gin Val Lys Leu Gin Met Ala Leu 

130 135 140 

Glu Leu Met Arg Lys Glu Leu Glu Asp Ala Leu Thr Gin Glu Ala Asn 
145 150 155 160 

Val Gly Lys Lys Thr Val lie Trp Lys Glu Lys Val Glu Met Gin Arg 

165 170 175 

Gin Arg Phe Arg Leu Glu Phe Glu Lys His Arg Gly Phe Leu Ala Gin 
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180 185 190 

Glu Glu Gin Arg Gin Leu Arg Arg Leu Glu Ala Glu Glu Arg Ala Thr 

195 200 205 

Leu Gin Arg Leu Arg Glu Ser Lys Ser Arg Leu Val Gin Gin Ser Lys 

210 215 220 

Ala Leu Lys Glu Leu Ala Asp Glu Leu Gin Glu Arg Cys Gin Arg Pro 
225 230 235 240 

Ala Leu Gly Leu Leu Glu Gly Val Arg Gly Val Leu Ser Arg Ser Lys 

245 250 255 

Ala Val Thr Arg Leu Glu Ala Glu Asn He Pro Met Glu Leu Lys Thr 

260 265 270 

Ala Cys Cys He Pro Gly Arg Arg Glu Leu Leu Arg Lys Phe Gin Val 

275 280 285 

Asp Val Lys Leu Asp Pro Ala Thr Ala His Pro Ser Leu Leu Leu Thr 

290 295 300 

Ala Asp Leu Arg Ser Val Gin Asp Gly Glu Pro Trp Arg Asp Val Pro 
305 310 315 320 

Asn Asn Pro Glu Arg Phe Asp Thr Trp Pro Cys He Leu Gly Leu Gin 

325 330 335 

Ser Phe Ser Ser Gly Arg His Tyr Trp Glu Val Leu Val Gly Glu Gly 

340 345 350 

Ala Glu Trp Gly Leu Gly Val Cys Gin Asp Thr Leu Pro Arg Lys Gly 

355 360 365 

Glu Thr Met Pro Ser Pro Glu Asn Gly Val Trp Ala Leu Trp Leu Leu 

370 375 380 

Lys Gly Asn Glu Tyr Met Val Leu Ala Ser Pro Ser Val Pro Leu Leu 
385 390 395 400 

Gin Leu Glu Ser Pro Arg Cys He Gly He Phe Leu Asp Tyr Glu Ala 

405 410 415 

Gly Glu He Ser Phe Tyr Asn Val Thr Asp Gly Ser Tyr He Tyr Thr 

420 425 430 

Phe Asn Gin Leu Phe Ser Gly Leu Leu Arg Pro Tyr Phe Phe He Cys 

435 440 445 

Asp Ala Thr Pro Leu He Leu Pro Pro Thr Thr He Ala Gly Ser Gly 

450 455 460 

Asn Trp Ala Ser Arg Asp His Leu Asp Pro Ala Ser Asp Val Arg Asp 
465 470 475 480 

Asp His Leu 



<210> 1065 

<211> 892 

<212> DNA 

<213> Homo sapiens 

<400> 1065 

nacgcgtggt gtcatgggga ggtgggctgc agtgatgaga aaaggccggg ggctgtgcaa 
60 

taccatgctt cacaaaggga gaagatcaaa gtgaccctcc cccatggctc tggaaccttc 
120 

ttgtccagtc tggaaggggg gaagaagaga tgaggggaag gctgtccagg ggggtgc:.ag 
180 

gccctagaga cccagcagag aagggactct ggccactgaa ggggccctcc cattgtggct 
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ctggttccct agagcagctc cagcttcttg gcctcccccg tctgatgctt agctcatccc 
300 

atcccctgga gtgctgtgga gcttagatga aacagcccag tgctcactct tcaatgagcc 

360 

cacccagagc agcatcaaga tgcagttggc ggggtactgg aactggcttg gcaagggctg* 
420 

cgcaggcaac aggtcccagc aagagtcagc tagcctagct cagccctgca cacctggaga 
480 

cctgggggtg ctccagacac ctcggccctt taggtccctt taattgaatg tgtgtggatc 
540 

agtgaaggtt gaggaatcat ttctctatgg cccaagacgt ttctctctgc agttgtcatg 
600 

ttagtacctg ccagcttttc ctctcttaca taaatttcat gccagagcct ggaaatgtgt 
660 

gccctttgta ggaggggcat cacaggctgg ctcacctcdg cagtgccagg cagagcccgt 
720 

ccctctcatt gcaggaggcg catgaagcgt gtctgggacc gagctgtgga gttcctggcc 
780 

tccaacgaat cccggatcca gacggagtcc caccgcgttg caggagagga catgctggcg 
840 

ttgagatgga ctaagccctc ttccttctct gactcagagc gataagcccg gg 
892 

<210> 1066 
<211> 76 
<212> PRT 

<213> Homo sapiens 
<400> 1066 

Met Cys Ala Leu Cys Arg Arg Gly He Thr Gly Trp Leu Thr Ser Ala 

15 10 15 

Val Pro Gly Arg Ala Arg Pro Ser His Cys Arg Arg Arg Met Lys Arg 

20 25 30 

Val Trp Asp Arg Ala Val Glu Phe Leu Ala Ser Asn Glu Ser Arg He 

35 40 45 

Gin Thr Glu Ser His Arg Val Ala Gly Glu Asp Met Leu Val Leu Arg 

SO 55 60 

Trp Thr Lys Pro Ser Ser Phe Ser Asp Ser Glu Arg 
65 70 75 

<210> 1067 
<211> 418 
<212> DNA 

<213> Homo sapiens 
<400> 1067 

gaattcgagg tcaccgcgaa tgtgttccgc gaaggccacg acgccgtcgg ggctagtgtc 
60 

gttctcaccg atcccgaggg caaccgtcac ctcactgaca tgcaccaggt cgagccctgg 
120 

ggactagaca tctggaaagc ccgagtctcc gctgacatcg aaggcgactg gactatgcac 
180 

gttgaaggct ggtcagacac ctggggcacg tggcatcaca atgccaatgc caagctcgcc 
240 
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gctgccatcg acgtcgaact 
300 

cggcacgccg agcaatccgg 
360 

aacctaaccc ttgaccgtgc 
4X8 



ggtgtgcgcc gaaggccatg 
ggatactgac gcgatcacgg 
ccccgactcg ctacaacagg 



cccccataaa cgaggcggtc 
ctcCgcgcga gaccgatgcc 
tcatcaacac ctacgcgt 



<210> 1068 




<211> 139 




<212> PRT 




<213> Homo sapiens 




<400> 1068 




Glu Phe Glu Val Thr Ala Asn Val 


1 5 




Gly Ala Ser Val Val 


Leu Thr Asp 


20 




Asp Met His Gin Val 


Glu Pro Trp 


35 


40 


Val Ser Ala Asp lie 


Glu Gly Asp 


50 


55 


Ser Asp Thr Trp Gly Thr Trp His 


65 


70 


Ala Ala lie Asp Val 


Glu Leu Val 


85 




Asn Glu Ala Val Arg 


His Ala Glu 


100 




Thr Ala Leu Arg Glu 


Thr Asp Ala 


115 


120 


Asp Ser Leu Gin Gin 


Val lie Asn 


130 


135 



Phe Arg Glu Gly His Asp Ala Val 

10 15 
Pro Glu Gly Asn Arg His Leu Thr 
25 30 
Gly Leu Asp He Trp Lys Ala Arg 
45 

Trp Thr Met His Val Glu Gly Trp 
60 

His Asn Ala Asn Ala Lys Leu Ala 

75 80 
Cys Ala Glu Gly His Ala Leu He 

90 95 
Gin Ser Gly Asp Thr Asp Ala He 
105 XIO 
Asn Leu Thr Leu Asp Arg Ala Pro 
125 

Thr Tyr Ala 



<210> 1069 
<211> 371 
<212> DNA 

<213> Homo sapiens 
<400> 1069 

ntgtacaatt tccttgctgg aagtactgga gcgaatatga tacggtctcc ggcctctcag 
60 

cagttcatat gccgtcactc ccagggacca ccagtcaaca gcaaaggaat agcctgctcc 
120 

ttttctggag ctgaacatct caggtgccat gtaaggcttg gtgccagcca tggtggagac 
180 

ctgcgttatc acctgcaaca gaacgtccac ttcaaggaag aaacagtgaa gctcttcatc 
240 

tgtgagctgg tcatggccct ggactacctg cagaaccagc gcatcattca cagggatatg 
300 

aagcctgaca atattttact tgacgaacat gggcacgtgc acatcacaga tttcaacatt 
360 

gctgcgatgc t 
371 

<210> 1070 
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<211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 1070 



Xaa 


Tyr 


Asn 


Phe 


Leu Ala Gly Ser Thr Gly Ala 


Asn Met He Arg Ser 


1 






5 


10 


15 


Pro 


Ala 


Ser 


Gin 


Gin 


Phe lie Cys Arg His Ser 


Gin Gly Pro Pro Val 








20 




25 


30 


Asn 


Ser 


Lys 


Gly 


He 


Ala Cys Ser Phe Ser Gly 


Ala Glu His Leu Arg 






35 






40 


45 


Cys 


His 


Val 


Arg 


Leu Gly Ala Ser His Gly Gly 


Asp Leu Arg Tyr His 




50 








55 


60 


Leu 


Gin 


Gin 


Asn 


Val 


His Phe Lys Glu Glu Thr 


Val Lys Leu Phe He 


65 










70 75 


80 


Cys 


Glu 


Leu 


Val 


Met 


Ala Leu Asp Tyr Leu Gin 


Asn Gin Arg He He 










85 


90 


95 


His 


Arg 


Asp 


Met 


Lys 


Pro Asp Asn lie Leu Leu 


Asp Glu His Gly His 








100 




105 


110 


Val 


His 


He 


Thr 


Asp 


Phe Asn He Ala Ala Met 








115 






120 





<210> 1071 

<211> 998 

<212> DNA 

<213> Homo sapiens 

<400> 1071 

nnacgcgttt gtgtcgtcca tcagaagctg tgctcgattt gttaccgcaa gagcagcgtg 
60 

ggagtttcgt caaggaagac ggacaaatcg tcattgatga gaatggcaac agggtttgat 
120 

cccacccgaa gtacgtggcc ttggagtgcc attcgcactc cacttggcca ccgtttgcat 

ISO 

tcgacctaac cagcaattgc atctcgtttg acctgctcgc gttgtcaaca tcatagcaac 
240 

gagcggccaa tagcagagtt ctggtcatcc tgttccgccc ttcctcctat ttgaagcctc 
300 

agtttcagca aagagctgtt tatgagtttt ccgtcaaacg gcgcttgtat aggcataggg 
360 

ggtataccta tgatgcgtgt attcacagtt aaaaaggttt ctctcatggg ccatacagct 
420 

tcaaacaaag acgatcttct caaacgcgtg aaacgcatcg cggggcaaat ccaggccgtt 
480 

gagcgtgcac tggagtcgga tgccgattgc gcgaaaacat tgcatctcgt agctgccaca 
540 

cgtggagcta tcaacggctt gatggacgaa attattgagg atcacgccag aaaacatgtg 
600 

gcgagcccaa cgcttagcga ttaataacgc aacaagggtg tcgaagagct tcttgaagcc 
660 

attcgccgct actccaagtg aagaatccag gtacatgtcc atgagtagca gccccaatat 
720 

cgagattagc cacatacatg accatgtgtt ccttgggtca gcacgcgaag aaaatgccaa 
780 
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gcgtaccctt tgggttgtgg cgcttacggt ggtgatgatg gttggcgaaa tcgtcgccgg 
840 

ctatctcact ggctcaatgg ctttacttgc cgacgggttt tcacaaggca accccatgca 
900 

ggcgctttgg gcatcgctgc agctgcctac ggttacgcaa aacgccacgc ttccagcagt 
960 

cgttatagct tcggtacggg caaggttgga gacctagg 
99B 

<210> 1072 
<211> 72 
<212> PRT 

<2X3> Homo sapiens 
<400> 1072 

Met Gly His Thr Ala Ser Asn Lys Asp Asp Leu Leu Lys Arg Val Lys 

^5 10 15 

Arg He Ala Gly Gin He Gin Ala Val Glu Arg Ala Leu Glu Ser Asp 

20 25 30 

Ala Asp Cys Ala Lys Thr Leu His Leu Val Ala Ala Thr Arg Gly Ala 

35 40 45 

He Asn Gly Leu Met Asp Glu He He Glu Asp His Ala Arg Lys His 

50 55 60 

Val Ala Ser Pro Thr Leu Ser Asp 
65 70 

<210> 1073 

<211> 468 

<2I2> DNA 

<213> Homo sapiens 

<400> 1073 

tgtacaacac tcccatcctc tactctctgc atataccctg tatgtacttc atgttatagc 
60 

tacaatggac aattttctat tcttcaagta cactcttccc atgtcccaac tgggatgctt 
120 

ttcccccact gataaaatct tgcttctctt caaactccta ggcaaatttc tcctacttca 
180 

gaaagtcttg tttctccata tccttcgtaa ccaccacctg gtgcacatgc tgaaggcaga 
240 

attcattgtc tcctctcctt cactctcgaa tagctttgcc cagaccctca ggtactcctt 
300 

catcctctgt ataatatttg gttttcacct ctttatgaac tcttttgtat tctcattact 
360 

ggctctggaa cccagaacat accacgggtt caaggtatgt tttaatgaat tgaatggaat 
420 

aaattttgtt gtgcttatgc agatacagat gccactaaac actgatca 
468 

<210> 1074 
<211> 134 
<212> PRT 

<213> Homo sapiens 
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<400> 1074 



Met 


Asp 


Asn 


Phe 


Leu 


Phe 


Phe 


Lys 


Tyr 


Thr 


Leu 


Pro 


Met 


Ser 


Gin 


Leu 


1 






5 










10 










15 




Gly 


Cys 


Phe 


Ser 
20 


Pro 


Thr 


Asp 


Lys 


He 
25 


Leu 


Leu 


Leu 


Phe 


Lys 
30 


Leu 


Leu 


Gly 


Lys 


Phe 
35 


Leu 


Leu 


Leu 


Gin 


Lys 
40 


Val 


Leu 


Phe 


Leu 


His 
45 


He 


Leu 


Arg 


Asn 


His 
50 


His 


Leu 


Val 


His 


Met 

55 


Leu 


Lys 


Ala 


Glu 


Phe 
60 


He 


Val 


Ser 


ser 


Pro 


Ser 


Leu 


Ser 


Asn 


Ser 


Phe 


Ala 


Gin 


Thr 


Leu Arg 


Tyr 


Ser 


Phe 


He 


65 










70 










75 










80 


Leu 


Cys 


He 


lie 


Phe 


Gly 


Phe 


His 


Leu 


Phe 


Met 


Asn 


Ser 


Phe 


Val 


Phe 








85 










90 










95 




Ser 


Leu 


Leu 


Ala 
100 


Leu 


Glu 


Pro 


Arg 


Thr 
105 


Tyr 


His 


Gly 


Phe 


Lys 
110 


Val 


Cys 


Phe 


Asn 


Glu 

115 


Leu 


Asn 


Gly 


He 


Asn 
120 


Phe 


Val 


Val 


Leu 


Met 
125 


Gin 


He 


Gin 


Met 


Pro 


Leu 


Asn 


Thr 


Asp 























130 



<210> 1075 
<211> 1633 
<2i2> DNA 

<213> Homo sapiens 
<400> 1075 

gcgcgccagg gatgagtccc agtacttccg ctttcatgct gacgaggaga tggaggggac 

60 

cagcagcaag aacaaacagc ttcgcaacga cttcaagctg gtggagaaca ttctggccaa 

120 

gcgcctgctg atcctgcccc aggaggagga ctatggcttt gacatcgagg agaagaacaa 
180 

ggctgtggtg gtgaagtccg tccagagggg cttgctggct gaggtggctg gcctgcaggt 
240 

ggggaggaag atctactcca tcaatgagga cctggtgttc ctgcggccgt tttcagaggt 
300 

ggagtccatc ctcaaccagt ccttctgctc ccgccgccct ctgcgcctcc tggtggccac 

360 

gaaggccaaa gagatcatca aaatccccga ccagccggac acactgtgct tccagattcg 
420 

tggagctgcc ccaccgtacg tctatgctgt ggggagaggc tctgaggcca tggctgcagg 
480 

gctctgtgct ggtcagtgca ttctgaaggt caatggcagc aacgtgatga acgatggtgc 
540 

ccctgaggtc ctggagcact tccaggcatt ccggagtcgg cgcgaagagg ccctgggcct 
600 

gtaccagtgg atctaccaca cccatgagga tgcccaggaa gcacgagcca gtcaggaggc 
660 

ctccactgag gaccccagtg gcgagcaggc ccaggaggaa gaccaggctg attcagcctt 
720 

cccactgctg tccctgggtc cccggctgag cctgtgtgag. ggcagcccca tggtcaccct 
780 

gactgtggac aacgtgcacc tggaacacgg cgtggtgtat gagtatgtga gcacggcagg 
840 
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cgtcaggtgc catgtgctgg agaagatcgt ggagccccgc ggctgcttcg gcctcaccgc 
900 



caagatcctc gaggcctttg ctgccaatga cagcgtcttc gtggagaact gcaggcggct 
960 

catggccctg agcagcgcca tcgtgaccat gccccacttt gagttccgca acatctgtga 
1020 

caccaagctg gagagcattg gccagaggat tgcctgctac caggagtttg cagcccaact 
1080 

gaagagcagg gtcagcccac ccttcaaaca agcccccctg gagccccacc cgctgtgtgq 
1140 5 3 

cctacttctg ccccaccaat tgccacatca acctcatgga agtgtcctac cccaagacca 
1200 

ccccctcagt gggcaggtcc ttcagcatcc gctttggacg caaaccctcc ctcatcggcc 
1260 

ttgacccgga gcaaggccac ctgaacccca tgtcgtacac ccagcactgc atcaccacca 
1320 

tggctgctcc ctcctggaag tgcttgcctg ctgcagaggg tgatccccaa ggccagggtc 
13B0 

tccatgatgg cagcttcggg ccagccagtg ggacccttgg tcaggaagac cggggcctca 
1440 

gcttcctact caagcaggag gaccgtgaga tccaggatgc ctacctgcag ctcttcacca 
1500 

agctggatgt ggccctgaag gagatgaagc aatatgtcac ccagatcaac aggctgctgt 
1560 « 3 3 

1620^^^*^^^ tcgggtgggt cctgcgacgc atccttggct gaggaggcct 

cctccctgcc cct, 
1633 

<210> 1076 
<211> 87 
<212> PRT 

<213> Homo sapiens 
<400> 1076 

His Gin Ala Gly Glu His Trp Pro Glu Asp Cys Leu Leu Pro Gly Val 

15 10 15 

Cys Ser Pro Thr Glu Glu Gin Gly Gin Pro Thr Leu Gin Thr Ser Pro 

20 25 30 

Pro Gly Ala Pro Pro Ala Val Trp Pro Thr Ser Ala Pro Pro He Ala 

35 40 45 

Thr Ser Thr Ser Trp Lys Cys Pro Thr Pro Arg Pro Pro Pro Gin Trp 

50 55 60 

Ala Gly Pro Ser Ala Ser Ala Leu Asp Ala Asn Pro Pro Ser Ser Ala 
^5 70 75 80 

Leu Thr Arg Ser Lys Ala Thr 
85 

<210> 1077 
<211> 419 
<212> DNA 

<213> Homo sapiens 
<400> 1077 
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nnacgcgtaa cgcgcctcgc gacgcgcctc cacagcatgt cgaccaagtg gacgtgcaat 

60 

gcaaacgagg caacatgttt gcgcctcgcc ggagcaccct cacccagcga tgctttgttt 

120 

cacccagagt ttacatatcc aacttttgga gaggctgagg caatttacgg ctacaacggc 
180 

ttgcacatga atcttgcctt cgcgagcggc agcctggtgc cgtcgctcga aatcacttac 
240 

cgcgctaaga atacgacgac gtccgctaaa gtagatgacg tggagcaggc tctgcgcgga 
300 

gtgctcccgc cagatgtcgt tactcctgca gaacttgatg ctatcgttgc acgcgacgcc 
360 

agggcggtcc gggcgcattt acgccgccgg gcaccaagat tgcgacgtac actcgcgcg 
419 

<210> 1078 

<211> 139 

<212> PRT 

<213> Homo sapiens 

<400> 1078 



Xaa 


Arg 


Val 


Thr 


Arg 


Leu Ala 


Thr 


Arg 


Leu 


His Ser 


Met 


Ser 


Thr 


Lys 


1 








5 








10 








15 




Trp 


Thr 


Cys 


Asn 
20 


Ala 


Asn Glu 


Ala 


Thr 
25 


Cys 


Leu Arg 


Leu 


Ala 
30 


Gly 


Ala 


Pro 


Ser 


Pro 

35 


Ser 


Asp 


Ala Leu 


Phe 
40 


His 


Pro 


Glu Phe 


Thr 

45 


Tyr 


Pro 


He 


Phe 


Gly 
50 


Glu 


Ala 


Glu 


Ala lie 
55 


Tyr 


Gly 


Tyr 


Asn Gly 
60 


Leu 


His 


Met 


Asn 


Leu 


Ala 


Phe 


Ala 


Ser 


Gly Ser 


Leu 


Val 


Pro 


Ser Leu 


Glu 


He 


Thr 


Tyr 


65 










70 








75 








80 


Arg 


Ala 


Lys 


Asn 


Thr 
85 


Thr Thr 


Ser 


Ala 


Lys 
90 


Val Asp 


Asp 


Val 


Glu 
95 


Gin 


Ala 


Leu 


Arg 


Gly 

100 


Val 


Leu Pro 


Pro 


Asp 

105 


Val 


Val Thr 


Pro 


Ala 
110 


Glu 


X^u 


Asp 


Ala 


lie 
115 


val 


Ala 


Arg Asp 


Ala 
120 


Arg 


Ala 


Val Arg 


Ala 
125 


His 


Leu 


Arg 


Arg 


Arg 
130 


Ala 


Pro 


Arg 


Leu Arg 
135 


Arg 


Thr 


Leu 


Ala 











<210> 1079 

<211> 584 

<212> DNA 

<213> Homo sapiens 

<400> 1079 

acgcgtgaag ggtctgcagc ctgtacaact cagacatgct tcacgtggtc tcagccagtc 
60 

agccctggga aatgtacccc catgctgtgg catctacaat cggcctcctg ttcttactct 
120 

gctcaaactg cttcccaagc cagcagggag gggaaccatg ctgcctgctg acctgggtag 
180 

ttctatttag gtcttgtgac acaacagtgg gcaaggtgat gccctctgtg accaaaagta 
240 

I 
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tttaccccaa gttcccccag gccctccctt tcgtctgcaa agacacacat ctgtttcact 

300 

gtgtcttctg caaagacaca catctgtttc actggggttt tctgcaaaga cacccatttg 
360 

tttccccttt taagggtttt cccctccatc ttgtctattt ttaaaaaaat aaaccgggtt 
420 

cccaggatag ccttcccccc cagatcaaga gcccatgtga aatgaggggg ccgacttgac 
480 

cacagcacct tgttcctttc tgtaatctag acacttctgc acaatagagg gcccacccct 
540 

caagggcaca ggccatggtt tgtcctcagg ctccctccac gcgt 
584 

<210> 1080 

<211> 122 

<212> PRT 

<213> Homo sapiens 

<:400> 1080 

Met Leu His Val Val Ser Ala Ser Gin Pro Trp Glu Met Tyx Pro His 
^ 5 10 15 

Ala Val Ala Ser Thr He Gly Leu Leu Phe Leu Leu Cys Ser Asn Cys 

20 25 30 

Phe Pro Ser Gin Gin Gly Gly Glu Pro Cys Cys Leu Leu Thr Trp Val 

35 40 45 

Val Leu Phe Arg Ser Cys Asp Thr Thr Val Gly Lys Val Met Pro Ser 

50 55 60 

Val Thr Lys Ser He Tyr Pro Lys Phe Pro Gin Ala Leu Pro Phe Val 
^5 70 75 80 

Cys Lys Asp Thr His Leu Phe His Cys Val Phe Cys Lys Asp Thr His 

85 90 95 

Leu Phe His Trp Gly Phe Leu Gin Arg His Pro Phe Val Ser Pro Phe 

100 105 110 

Lys Gly Phe Pro Leu His Leu Val Tyr Phe 
115 120 

<210> 1081 

<211> 3077 

<212> DNA 

<213> Homo sapiens 

<400> 1081 

naaccagtag tagaagtcta ttcttgttcc tattgtacaa attcgccaat attcaacagc 

gttcttaaac tgaacaagca tatcaaagag aatcataaaa acattccctt ggccctgaat 
120 

tatatccaca atgggaagaa atccagggcc ttaagccccc tatctcctgc ggccatagag 
180 

cagacatctc ttaagatgat gcaggcagta ggaggtgcac ctgcacgtcc cactggagaa 
240 

tatatctgta atcaatgtgg tgctaagtac acatccctag acagctttca gactcaccca 
300 

aaaactcatc tcgacactgt gcttccaaaa ttgacctgtc ctcagtgcaa caaggaattc 
360 
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cccaaccaag aatccttgct gaagcatgtt accattcact ttatgatcac ttcaacgtat 
420 

tacatctgtg agagttgtga caagcaattc acatcagtgg atgaccttca gaaacacctg 
480 

ctggacatgc acacctttgt cttctttcgc tgcaccctct gccaggaagt ctttgactca 
540 

aaagtctcca ttcagctcca cttggctgtg aagcacagta acgaaaagaa agtctatagg 
600 

tgcacatctt gcaactggga cttccgcaac gaaactgact tgcagctcca tgtgaaacac 
660 

aaccacctgg aaaaccaagg gaaagtgcat aagtgcattt tctgcggtga gtcctttggc 

720 

accgaggtgg agctgcaatg ccacatcacc actcacagta agaagtacaa ctgcaagttc 
780 

tgtagcaaag ccttccatgc gatcattttg ttagaaaaac acttgcgaga aaaacactgt 
840 

gtattcgaaa ccaagacacc caactgtgga acaaatggag cttccgagca agtgcagaaa 
900agctgcagac tttgctgacc aacagccagg agtcccacaa cagtcacgat 960 
gggagcgaag aagacgttga cacctctgag cctatgtacg gctgcgacat ttgtggggca 
1020 

gcccacacta cggaaacttt gctgcagaat caccagctcc gagaccacaa caccagacct 
1080 

ggagaaagtg ccatcgtgaa aaagaaagct gagctcatta aagggaatta caagtgcagc 
1140 

gtgtgctctc gaaccttctt ctccgaaaat ggcctccggg aacatatgca gacccaccta 
1200 

ggccctgtca aacactacat gtgccctatt tgcggagagc ggtttccctc ccttttaact 
1260 

cttactgaac acaaagtcac gcatagtaag agtcttgata ctggaaactg ccggatttgc 

1320 

aagatgcctc tccagagtga agaggagttt. ttagagcatt gccaaatgca ccctgacttg 
1380 

aggaattccc tgacaggctt tcgctgcgtg gtgtgcatgc agacagtgac ctccaccttg 
1440 

gaactcaaaa tccatgggac gttccacatg caaaagacag ggaatgggtc tgcagttcag 
1500 

accacagggc ggggccagca cgtccaaaaa ctgtataagt gcgcatcttg cctcaaagaa 
1560 

ttccgttcca agcaagatct ggtgaaactt gatatcaatg gcctgccata tggtctgtgt 
1620 

gccggctgcg tgaatctcag taagagcgcc agcccaggca ttaacgtccc tcccggcacg 
1680 

aatagaccag gcttgggcca gaatgagaat ctgagtgcca ttggggaaag gcaaggtggg 
1740 

gggactgaaa cacgctgctc tagctgcaac gttaagtttg agtctgaaag tgaactccag 
1800 

aaccacatcc aaaccatcca ccgagagctc gtgccagaca gcaacagcac acagttgaaa 
1860 

acgccccaag tatcaccaat gcccagaatc agtccctccc agtcggatga gaagaagacc 
1920 

tatcaatgca tcaagtgtca gatggttttc tacaatgaat gggatattca ggttcatgtt 
1980 

gcaaatcaca tgactgacga aggactgaac catgaatgca aactctgcag ccagaccttt 
2040 
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gactcccctg ccaaactcca gtgccacctg acagagcaca gcttcgaagg gatgggaggc 
2100 

accttcaagt gtccagtctg ctttacagta tttgttcaag caaacaagtt gcagcagcat 
2160 

attttctctg cccatggaca agaagacaag atctatgact gtacacaatg tccacagaag 
2220 

tttttcttcc aaacagagct gcagaatcat acaatgaccc aacacagcag ttagtgcaag 
2280 

tacagtctct caaggagaat tgattttgtg gcacaaaaag ggaacatgtt ttactctttg 
2340 

cacgaaactt tcattgttaa tgtatattat tcagaaacat tgtattgtac cataaaactt 
2400 

gtattatcaa actgttggat gttcatgtgt ttgaactttt gcgcaccgga tagacccct't 
2460 

gtatataaag tgttgcacat gtattatgtc gtctgatact aaaatggtct tataaagaca 
2520 

agtggacttg ggccctattc aggcaagatt aaaaaaaaaa aaaagactat gaccaaaatg 
2560 

gcttaagata aagtactttt aaggaagaaa gattaaaaac aactgttata catgagacta 
2640 

tggttggact tccttttctt tacacttaag cctagaattt ctctttaggt atatcagcgc 
2700 

ttaaatccaa gactattttt tattgctgaa gattcttgca aaccatgaag agatgttctc 
2760 

acagaacaga accccacagc tggataaggc ccgtatatat atatttgtaa gccttgcaat 
2820 

gtgacaggta gcatcactat atatgcaata gttgttatgt agactgtcaa agaatttttt 
2880 

tttccctgga tacatttgaa gctttgagtg ttcaaggctt tccttaatga tttcacgcag 
2940 

ccaaattctt gaatcagttg aactaacctg tatgttactg ttattaatgt ttactctgca 
3000 

gtctgaacct ggagattact ggaattgttt tccaagagga aacaaattca gtttaccatt 
3060 

aggaaaaaaa aaaaaaa 
3077 

<210> 1082 
<211> 757 
<212> PRT 

<213> Homo sapiens 
<400> 1082 

Xaa Pro Val Val Glu Val Tyr Ser Cys Ser Tyr Cys Thr Asn Ser Pro 

i 5 10 15 

He Phe Asn Ser Val Leu Lys Leu Asn Lys His He Lys Glu Asn His 

20 25 30 

Lys Asn He Pro Leu Ala Leu Asn Tyr He His Asn Gly Lys Lys Ser 

35 40 45 

Arg Ala Leu Ser Pro Leu Ser Pro Val Ala He Glu Gin Thr Ser Leu 

50 55 60 

Lys Met Met Gin Ala Val Gly Gly Ala Pro Ala Arg Pro Thr Gly Glu 
65 70 75 80 

Tyr He Cys Asn Gin Cys Gly Ala Lys Tyr Thr Ser Leu Asp Ser Phe 
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85 








90 












Gin 


Thr 


His 


Leu 


Lys 


Thr 


His Leu Asp 


Thr 


Val 


Leu 


Pro Lys 


UCU 


Thr 








100 
















110 






Cys 


Pro 


Gin 


Cys 


Asn 


Lys 


Glu Phe 


Pro 


Asn 


Gin 


Glu 


Ser Leu 










115 


















125 






His 


Val 


Thr 


He 


His 


pne 


Met He 


Thr 


Ser 


Thr 


Tyr 


Tyr He 


Cys 






130 


















140 








Ser 


Cys 


Asp 


Lys 


Gin 


Phe 


Thr Ser 


Val 


Asp Asp 


Leu Gin Lys 


His 


Leu 


145 










1 C A 








155 








160 

JL w V 


Leu 


Asp 


Met 


His 


Thr 


Phe 


Val Phe 


Phe 


Arg 


Cys 


Thr 


Leu Cys 


Gin 


V9XU 










165 








170 








175 




Val 


Phe 


Asp 


Ser 


Lys 


Val 


Ser He 


Gin 


Leu 


His 


Leu 


Ala Val 


Lys 


His 








180 








185 








190 






Ser 


Asn 


Glu 


Lys 


Lys 


Val 


Tyr Arg 


Cys 


Thr 


Ser 


Cys 


Asn Trp Asp 


Pne 






195 








200 










205 






Arg 


Asn 


Glu 


Thr 


Asp 


Leu 


Gin Leu 


His 


Val 


Lys 


His 


Asn His 


Leu 


Glu 




210 










215 








220 








Asn 


Gin 


Gly 


Lys 


Val 


His 


Lys Cys 


He 


Phe 


Cys 


Gly Glu Ser 


Phe 


Gly 


225 










230 








235 








240 


Thr 


Glu 


Val 


Glu 


Leu 


Gin 


Cys His 


He 


Thr 


Thr 


His 


Ser Lys 


Lys 


Tyr 










245 








250 








255 




Asn 


Cys 


Lys 


Phe 


Cys 


Ser Lys Ala 


Phe 


His 


Ala 


He 


He Leu 


Leu 


Glu 








260 








265 








270 






Lys 


His 


Leu 


Arg 


Glu 


Lys 


His Cys 


Val 


Phe 


Glu 


Thr Lys Thr Pro 


Asn 






275 








280 










285 






Cys 


Gly 


Thr 


Asn 


Gly 


Ala 


Ser Glu 


Gin 


Val 


Gin 


Lys 


Glu Glu 


val 


Glu 




290 










295 








300 








Leu 


Gin 


Thr 


Leu 


Leu 


Thr 


Asn Ser 


Gin 


Glu 


Ser 


His 


Asn Ser 


His 


Asp 


305 










310 








315 








320 


Gly 


Ser 


Glu 


Glu 


Asp 


Val 


Asp Thr 


Ser 


Glu 


Pro 


Met Tyr Gly Cys 


Asp 










325 








330 








335 




He 


Cys 


Gly 


Ala 


Ala 


Tyr Thr Met Glu 


Thr 


Leu 


Leu 


Gin Asn 


His 


Gin 








340 








345 








350 






Leu 


Arg 


Asp 


His 


Asn 


He 


Arg Pro Gly Glu 


Ser 


Ala 


He Val 


Lys 


Lys 






355 








360 










365 






Lys 


Ala 


Glu 


Leu 


He 


Lys 


Gly Asn Tyr 


Lys 


Cys 


Ser 


Val Cys 


Ser 


Arg 




370 










375 








380 








Thr 


Phe 


Phe 


Ser 


Glu 


Asn Gly Leu Arg 


Glu 


His 


Met 


Gin Thr 


His 


Leu 


385 










390 








395 








Ann 


Gly 


Pro 


Val 


Lys 


His 


Tyr Met Cys 


Pro 


He 


Cys 


Gly Glu Arg 


Phe 


Pro 










405 








410 








415 




Ser 


Leu 


Leu 


Thr 


Leu 


Thr 


Glu His 


Lys 


Val 


Thr 


His 


Ser Lys 


Ser 


Leu 








420 








425 








430 






Asp 


Thr 


Gly 


Asn 


Cys 


Arg 


He Cys 


Lys 


Met 


Pro 


Leu 


Gin Ser 


Glu 


uXU 














440 










445 






Glu 


Phe 


Leu 


Glu 


His 


Cys 


Gin Met 


His 


Pro 


Asp 


Leu 


Arg Asn 


Ser 


Leu 




4 50 










455 








460 








Thr 


Gly 


Phe 


Arg 


Cys 


Val 


Val Cys 


Met 


Gin 


Thr 


Val 


Thr Ser 


Thr 


Leu 


465 










470 








475 








480 


Glu 


Leu 


Lys 


He 


His 


Gly Thr Phe His 


Met 


Gin 


Lys 


Thr Gly Asn 


Gly 










485 








490 








495 




Ser 


Ala 


Val 


Gin 


Thr 


Thr Gly Arg Gly Gin His 


Val 


Gin Lys 


Leu 


Tyr 








500 








505 








510 






Lys 


Cys 


Ala 


Ser 


Cys 


Leu 


Lys Glu 


Phe 


Arg 


ser 


Lys 


Gin Asp 


Leu 


val 
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515 520 525 

Lys Leu Asp lie Asn Gly Leu Pro Tyr Gly Leu Cys Ala Gly Cys Val 

530 535 540 

Asn Leu Ser Lys Ser Ala Ser Pro Gly He Asn Val Pro Pro Gly Thr 
545 550 555 560 

Asn Arg Pro Gly Leu Gly Gin Asn Glu Asn Leu Ser Ala He Gly Glu 

565 570 575 

Arg Gin Gly Gly Gly Thr Glu Thr Arg Cys Ser Ser Cys Asn Val Lys 

580 585 590 

Phe Glu Ser Glu Ser Glu Leu Gin Asn His He Gin Thr He His Arg 

595 600 605 

Glu Leu Val Pro Asp Ser Asn Ser Thr Gin Leu Lys Thr Pro Gin Val 

610 615 620 

Ser Pro Met Pro Arg He Ser Pro Ser Gin Ser Asp Glu Lys Lys Thr 
625 630 • 635 640 

Tyr Gin Cys He Lys Cys Gin Met Val Phe Tyr Asn Glu Trp Asp He 

645 650 655 

Gin Val His Val Ala Asn His Met He Asp Glu Gly Leu Asn His Glu 

660 665 670 

Cys Lys Leu Cys Ser Gin Thr Phe Asp Ser Pro Ala Lys Leu Gin Cys 

675 680 685 

His Leu He Glu His Ser Phe Glu Gly Met Gly Gly Thr Phe Lys Cys 

690 695 700 

Pro Val Cys Phe Thr Val Phe Val Gin Ala Asn Lys Leu Gin Gin His 
705 710 715 720 

He Phe Ser Ala His Gly Gin Glu Asp Lys He Tyr Asp Cys Thr Gin 

725 730 735 

Cys Pro Gin Lys Phe Phe Phe Gin Thr Glu Leu Gin Asn His Thr Met 

740 745 750 

Thr Gin His Ser Ser 
755 



<210> 1083 
<211> 516 
<212> DNA 

<213> Homo sapiens 
<400> 1083 

naccggtgag gcatctctgc agggtgtccg gctagctaag cagagcggct ggaaggctcc 
60 

agatccgaat aacctgcccg ctcccgctga gcccgtggaa gaggagaaga agtgaccgat 
120 

ccactgaccc cggttctgtc ggccaattgg gatgaagagc gcagttggaa gctgcttaac 
180 

tacgagcgac agggcggata caccggcctt cgtaaggctt tgacgatgcc gcctgacgac 
240 

gttgtctcgc tggttaagga cgctaacctg cgtggccgtg gtggcgccgg gttccccacc 
300 

ggcatgaagt ggtccttcgt gcctaaggac aatcccaacc cgacctacct cgttgtcaac 
360 

ggcgacgagt ctgagccggg cacgtgcaag gacatgccgc tcatgatggc ctccccgcac 
420 

accctcgtcg agggcgtcat cattgcctcc tacgccatca aggccaagat ggccttcatc 
480 
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tacatccgcg gtgaggtgct gcacgtcgtc cgacgc 
516 

<210> 1084 
<211> 142 
<212> PRT 

<213> Homo sapiens 
<400> 1084 

Ala Arg Gly Arg Gly Glu Glu Val Thr Asp Pro Leu Thr Pro Val Leu 

15 10 15 

Ser Ala Asn Trp Asp Glu Glu Arg Ser Trp Lys Leu Leu Asn Tyr Glu 

20 25 30 

Arg Gin Gly Gly Tyr Thr Gly Leu Arg Lys Ala Leu Thr Met Pro Pro 

35 40 45 

Asjp Asp Val Val Ser Leu Val Lys Asp Ala Asn Leu Arg Gly Arg Gly 

50 55 60 

Gly Ala Gly Phe Pro Thr Gly Met Lys Trp Ser Phe Val Pro Lys Asp 
65 70 75 80 

Asn Pro Asn Pro Thr Tyr Leu Val Val Asn Gly Asp Glu Ser Glu Pro 

85 90 95 

Gly Thr Cys Lys Asp Met Pro Leu Met Met Ala Ser Pro His Thr Leu 

100 105 110 

Val Glu Gly Val lie He Ala Ser Tyr Ala lie Lys Ala Lys Met Ala 

115 120 125 

Phe He Tyr He Arg Gly Glu Val Leu His Val Val Arg Arg 
130 135 140 

<210> 1085 
<211> 374 
<212> DNA 

<213> Homo sapiens 
<400> 1085 

acgcgtagcg tttatacata gttttcacgt agccatacct ccatgtgggt catacgttca 
60 

aaatcgtaga gtgtctctga gctgcctagg gggctgtttg cgatcttgcg gacagtgtct 
120 

atatccacaa ggttcagctc cgccaggaga ctgtcgccga tcattttcag gaagttttct 
180 

ttgctgcgtt cgtagtcttg gtgcaggtcg aagctgtagt cgcttttgta gatgtcccgg 
240 

tagaagaact cgggcagggt gcctttcatg gcttccagga tgacgggttt gctcatcccg 
300 

tgcccgctca gaacacccgg gtacaccagg gaagagcgga tcatgtcgtc ctcaaggtag 
360 

ggggcggcga attc 
374 

<210> 1086 
<211> 110 
<212> PRT 

<213> Homo sapiens 
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<400> 1086 

Met He Arg Ser Ser Leu Val Tyr Pro Gly Val Leu Ser Gly His Gly 

1 5 . 10 15 

Met Ser Lys Pro Val He Leu Glu Ala Met Lys Gly Thr Leu Pro Glu 

20 25 30 

Phe Phe Tyr Arg Asp He Tyr Lys Ser Asp Tyr Ser Phe Asp Leu His 

35 40 45 

Gin Asp Tyr Glu Arg Ser Lys Glu Asn Phe Leu Lys Met He Gly Asp 

50 55 60 

Ser Leu Leu Ala Glu Leu Asn Leu Val Asp He Asp Thr Val Arg Lys 
^5 70 75 80 

He Ala Asn Ser Pro Leu Gly Ser Ser Glu Thr Leu Tyr Asp Phe Glu 

85 90 95 

Arg Met Thr His Met Glu Val Trp Leu Arg Glu Asn Tyr Val 
100 105 110 

<210> 1087 
<:211> 423 
<212> DNA 

<213> Homo sapiens 
<400> 1087 

atgacgatcg tggccccacc accgccgacc gcgggcgccg ccattagctt ccttgtcgac 
60 

ggcatccacc cgcacgacct cggccaggtc ctcgacgacc acggcgtgag catccgggtg 
120 

nggcaccact gtgcctggcc catccaccgg agtctagggg tgcaatccac cgcccgtgca 
180 

tcgttctact tctacaacac tttcccggaa gtggatgcgt tagcgtcggc ggtgcgggcc 
240 

gcccgggaat ttttcggagt gcattaggat tggtctgaac gtgaaccttg aatccatgta 



ccaggaagtc atcctggacc actacaagaa tcccacgcac gcagggttga aggctccctt 
360 



300 
ccag 
360 

tgatgccgaa gtgcaccatg tgaacccttc ctgcggtgac ganaccgtct ccgggtgaag 

420 

ctt 

423 

<210> 1088 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 1088 

Met Thr He Val Ala Pro Pro Pro Pro Thr Ala Gly Ala Ala He Ser 

^ 5 10 15 

Phe Leu Val Asp Gly He His Pro His Asp Leu Gly Gin Val Leu Asp 

20 25 30 

Asp His Gly Val Ser He Arg Val Xaa His His Cys Ala Trp Pro He 

35 40 45 

His Arg Ser Leu Gly Val Gin Ser Thr Ala Arg Ala Ser Phe Tyr Phe 

50 55 60 

Tyr Asn Thr Phe Pro Glu Val Asp Ala Leu Ala Ser Ala Val Arg Ala 
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65 70 75 80 

Ala Arg Glu Phe Phe Gly Val His 
85 

<210> 1089 
<211> 750 
<212> DNA 

<213> Homo sapiens 
<400> 1089 

tctagaggac gtgagacatt ggggatggta acatgggtag agctgaaagg aaggttgacc 
60 

caggagatgg cctgtgagga taaaaccaag ggagggagag taggacagag gcagtacata 
120 

agagtggtaa gaatggggct cggggaagaa gccttacccc ttttcttctt taatttggcg 
180 

aaaggacttt tgggccaagg tcaccctagc cttctcttgg gggcctcaat tttccttcat 
240 

tctgtaaaaa acgggggggt aattcagaag taccctcctt attgtcaggg* ttttggggaa 
300 

gggagtaaaa agaaattggc ttgggaaaat acttaataca gggcctgggc atgtaacaaa 
360 

tattcacaaa atgctagcag ttatcaccac agtgggagcc acagggagct ctgaggataa 
420 

gcagggatgt cgagggatgg gacagaactt gattgaaggc agacagacct ccaaattctt 
480 

gactcagaca gaatgatcac tgatccagcg agacgtcagg atcgagagga gtgtagcaag 
540 

gagtcaggag ggtgggcctg cgccagtgtc gccccgactc tgttcagtaa catgaaggca 

600 

aacacagaag ggcatgtgcg gagacacacg tgatcacgct agtgatgcag aggcagaccc 
660 

agacaaaaga ccgagacagg agctaggcag acacacagac agagacagcc ccgcggagtc 
720 

atgtagacag ggacaatgac aggaacgcgt 
750 

<210> 1090 
<211> 103 
<212> PRT 

<213> Homo sapiens 



<400> 1090 



Met Val Thr Trp 


Val 


Glu 


Leu 


Lys 


Gly 


Arg 


Leu Thr Gin Glu Met 


Ala 


1 


5 










10 


15 




Cys Glu Asp Lys 


Thr 


Lys 


Gly 


Gly 


Arg 


Val 


Gly Gin Arg Gin Tyr 


He 


20 










25 




30 




Arg Val Val Arg 


Met 


Gly 


Leu 


Gly 


Glu 


Glu 


Ala Leu Pro Leu Phe 


Phe 


35 








40 






45 




Phe Asn Leu Ala 


Lys 


Gly 


Leu 


Leu 


Gly 


Gin 


Gly His Pro Ser Leu 


Leu 


50 






55 








60 




Leu Gly Ala Ser 


He 


Phe 


Leu 


His 


Ser 


val 


Lys Asn Gly Gly Val 


He 


65 




70 










75 


80 


Gin Lys Tyr Pro 


pro 


Tyr 


Cys 


Gin 


Gly 


Phe 


Gly Glu Gly Ser Lys 


Lys 
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85 90 95 

Lys Leu Ala Trp Glu Asn Thr 
100 

<210> 1091 

<211> 438 

<212> DNA 

<213> Homo sapiens 

<400> 1091 

acgcgtaagt taactgaagc tgtcatgagt ttattactgg aatatcacta ttcaaagtcg 

^cgattatta cggcttatat gaacgaagtg tatttggctc aagtaggtaa tgaggggctt 

catggctttg ccgaggcgag tcagcacttt tttggacgac ctttaaaaga acttaatatc 
180 

gacgagtttg ccttgttagt aggaatggtg aaagggcctt ctatttataa tcctgaacoa 
240 ^ ^ 

caccctaaac gtgctttatc acgcagaaat acggtattag caattttaaa aagccaagat 
300 

cgtttaaccg agtcggatta taatatttta cggaaacaac ccattcgctt ggcagataaa 
360 

caccaagaac gctcagtata tggggattat ttagatctag tctctatgca gttatcgcga 
420 

gactttgatc gctgcatg 
438 

<210> 1092 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 1092 

Thr Arg Lys Leu Thr Glu Val Val Met Ser Leu Leu Leu Glu Tyr His 

15 10 15 

Tyr Ser Lys Ser Ala He He Thr Ala Tyr Met Asn Glu Val Tyr Leu 

20 25 30 

Ala Gin Val Gly Asn Glu Gly Leu His Gly Phe Ala Glu Ala Ser Gin 

35 40 45 

His Phe Phe Gly Arg Pro Leu Lys Glu Leu Asn He Asp Glu Phe Ala 

50 55 60 

Leu Leu Val Gly Met Val Lys Gly Pro Ser He Tyr Asn Pro Glu Arg 

70 75 80 

His Pro Lys Arg Ala Leu Ser Arg Arg Asn Thr Val Leu Ala He Leu 

85 90 95 

Lys Ser Gin Asp Arg Leu Thr Glu Ser Asp Tyr Asn He Leu Arg Lys 

100 -05 110 

Gin Pro He Arg Leu Ala Asp Lys His Gin Glu Arg Ser Val Tyr Gly 

115 120 125 

Asp Tyr Leu Asp Leu Val Ser Met Gin Leu Ser Arg Asp Phe Asp Arg. 

130 135 140 

Cys Met 
145 
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<210> 1093 

<211> 351 

<212> DNA 

<213> Homo sapiens 

<400> 1093 

cgcgttctct acttcgagag ctatgtcgtt atcgatccag gcatgaccac ccttgagaaa 
60 

ggtcagctgc tgaacgacga gcagtacttc gaagcgctgg aagagttcgg cgacgatttc 
120 

gatgcccgca tgggtgccga agctgtccgt gaactgctgc acgctatcga cctggaacac 
180 

gagattggcc gtctgcgtga acaaattccg caaaccaact ccgaaaccaa gatcaagaag 
240 

ctgtccaagc gtctgaagtt gatggaagcc ttccagggtt ccggcaactt gccagagtgg 
300 

atggtgctga ccgttctgcc ggttctgccg ccagatctgc gtccgctggt a 
351 

<210> 1094 

<211> 117 

<212> PRT 

<213> Homo sapiens 

<400> 1094 



Arg 


Val 


Leu 


Tyr 


Phe 


Glu 


Ser 


Tyr 


Val 


Val 


He Asp 


Pro 


Gly Met 


Thr 


1 








5 










10 








15 




Thr 


Leu 


Glu 


Lys 
20 


Gly 


Gin 


Leu 


Leu 


Asn 
25 


Asp 


Glu 


Gin 


Tyr 


Phe Glu 
30 


Ala 


Leu 


Glu 


Glu 
35 


Phe 


Gly 


Asp 


Asp 


Phe 
40 


Asp 


Ala 


Arg 


Met 


Gly 
45 


Ala Glu 


Ala 


Val 


Arg 
50 


Glu 


Leu 


Leu 


His 


Ala 
55 


He 


Asp 


Leu 


Glu 


His 
60 


Glu 


He Gly 


Arg 


Leu 


Arg 


Glu 


Gin 


He 


Pro 


Gin 


Thr 


Asn 


Ser 


Glu 


Thr 


Lys 


He Lys 


Lys 


65 










70 










75 








80 


Leu 


Ser- 


Lys 


Arg 


Leu 
85 


Lys 


Leu 


Met 


Glu 


Ala 
90 


Phe 


Gin 


Gly 


Ser Gly 
95 


Asn 


Leu 


Pro 


Glu 


Trp 
100 


Met 


Val 


Leu 


Thr 


Val 
105 


Leu 


Pro 


Val 


Leu 


Pro Pro 
110 


Asp 


Leu 


Arg 


Pro 


Leu 


Val 























115 



<210> 1095 

<211> 619 

<212> DNA 

<213> Homo sapiens 

<400> 1095 

nnacgcgtga gatccagcca ggccctcaac gaggacatcg tgcgagtgtc cagccggctg 
60 

gagcacctgg agaaggagct gtccgagaag agcgggcagc tgcggcaggg cagcgcccag 

120 

agccagcggc agatccgcgg ggagatcgac agcctgcgcc aggagaagga ctcactgctc 
180 
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aagcagcgcc tggagatcga cggcaagctg aggcagggga gtctgctgtc ccccgaggag 
240 

gagcggacgc tgttccagtt ggatgaggcc atcgaggccc tggatgctgc cattgagtat 
300 

aagaatgagg ccatcacatg ccgccagcgg gtgcttcggg cctcagcctc gttgctgtcc 
360 

cagtgcgaga tgaacctcat ggccaagctc agctacctct catcctcaga gaccagagcc 
420 

ctcctctgca agtattttga caaggtgggc cagcagccca tggccccccc agctcctcct 
480 

cacggcacgt gtggggaggt gtctcatggc agctgctcca gcggatatcc cgtttcctcc 
540 

cagactgggg gacagaatca ggaccaactc atctgcaggg ccgcctgacc ttaaagccta 

600 

ttttacttgt gaacctaag 
619 

<210> 1096 
<211> 195 
<212> PRT 

<213> Homo sapiens 
<400> 1096 



Xaa Arg Val Arg 


Ser Ser Gin Ala 


Leu 


Asn 


Glu Asp 


He Val Arg Val 


1 


5 




10 




15 


Ser Ser Arg Leu 


Glu His Leu Glu 


Lys 


Glu 


Leu Ser 


Glu Lys Ser Gly 


20 




25 






30 


Gin Leu Arg Gin 


Gly Ser Ala Gin 


Ser 


Gin 


Arg Gin 


He Arg Gly Glu 


35 


40 








45 


lie Asp Ser Leu 


Arg Gin Glu Lys 


Asp 


Ser 


Leu Leu 


Lys Gin Arg Leu 


50 


55 






60 




Glu lie Asp 61y 


Lys Leu Arg Gin 


Gly 


Ser 


Leu Leu 


Ser Pro Glu Glu 


65 


70 






75 


80 


Glu Arg Thr Leu 


Phe Gin Leu Asp 


Glu 


Ala 


He Glu 


Ala Leu Asp Ala 




65 




90 




95 


Ala He Glu Tyr 


Lys Asn Glu Ala 


He 


Thr 


Cys Arg 


Gin Arg Val Leu 


100 




105 






110 


Arg Ala Ser Ala 


Ser Leu Leu Ser 


Gin 


Cys 


Glu Met 


Asn Leu Met Ala 


115 


120 








125 


Lys Leu Ser Tyr 


Leu Ser Ser Ser 


Glu 


Thr 


Arg Ala 


Leu Leu Cys Lys 


130 


135 






140 


Tyr Phe Asp Lys 


Val Gly Gin Gin 


Pro 


Met 


Ala Pro 


Pro Ala Pro Pro 


145 


ISO* 






155 


160 


His Gly Thr Cys 


Gly Glu Val Ser 


His 


Gly 


Ser Cys 


Ser Ser Gly Tyr 




165 




170 




175 


Pro Val Ser Ser 


Gin Thr Gly Gly 


Gin 


Asn 


Gin Asp 


Gin Leu He Cys 


180 




185 






190 



Arg Ala Ala 



195 

<210> 1097 

<211> 5108 

<212> DNA 

<213> Homo sapiens 
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<400> 1097 

nacgcgtcgt cttctctccg taccaccccc 

60 

acatacatga cattgaaaaa actatgcttt 
120 

gacaaagagt tcacttccca tgagatcaaa 
180 

ggccagtagg gtacaatcgt aactccatgc 
240 

cggaacttga catttcccaa taatggatgt 
300 

acactgatct tgaacagcag ccaaaagctt 
360 

tatctgttta ttaaccaagc gaaccagtcc 
420 

ccagatgtat tggcgtaaaa ataataaacg 
480 

tgcaccatgt ttttggttgc ctctaggctg 
540 

gaccaacaag tcatagagaa tcgtctcctc 
600 

catggcggcc cccgagtcag ggccggcttt 
660 

accaaaaaca tggtgcatcc tttatcatca 
720 

tacgccaata catctggtac agcccggcac 
780 

tggttaataa acagataaac tggcatttgg 

840 

tatacctgtg aacgaaatga tcaactctgt 
900 

gaaagaggat atggtgataa gacagaggca 
960 

ctggaacaaa ttctcagtgt gtcagagctt 
1020 

tcatttgtta aaaacactca acctagctca 
1080 

acgaggcaca ctggccggaa gcagcctcct 
1140 

caagacatgt taactatgca gcagaatgta 
1200 

gagatattta cagaaagcct tctgtgctct 
1260 

cagatgatgc actgcagtgc ttgttcagaa 
1320 

aaaccccact acagggtcag ctacgaaaag 
1380 

gagcacctca attcttctac caacctcact 
1440 

ctacaactga taacagacag accccctgcc 
1500 

gttggatgtc ttgaagaatt tggggtaaag 
1560 



cccttcacac tcttttattp aagtacctat 
caatttaagc tatgtacata ccggggaaat 
caccctcaca gttcctgtgc tttcggcata 
tacccgtctc cactggggtt tcgggtcttt 
aaaatcatct tttgcagacc tgatttccac 
tccattgctt gcaagtacca aatgccagtt 
atcagggagc aaaaaaggtg ccgggctgta 
atctcgaatt gctttcgtga tgataaagga 
tacttcagtc tccggtggcc actcggtgtt 
gactcctccg ctgcctgagt cctcggcgaa 
gagtccaggc actgcagagg cctagaggca 
cgaaagcaat tcgagatcgt ttattatttt 
cttttttgct ccctgatgga ctggttcgct 
tacttgcaag caatagcact agagtgcatc 
ctttgctatg acctactaga atgtctgcca 
accacaaagc ttcatgacat ggtagaccaa 
ttggaaaaac atggactcga gaaaccaatt 
gaagaggcac gcaagctgat ggttagattg 
gtcagtgagt ctcattggag aacgttgctg 
tacacatgtc tagattctga tgcctgctat 
agtcgccttg aaaacatcca cctggctgga 
aatcctccag ctggtatagc ccataaaggg 
agtattgact tggttttggc tgccagcaga 
gatagctgca tggatcCagc caggtgctgc 
attcaagagg agctagatct tatccaagcc 
atcctgcctt tgcaagtgcg attgtgccct 
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gatcggatca gtctcatcaa ggagtgtatt tcccagtccc ccacatgcta taaacaatcc 
1620 

accaagcttc tgggccttgc tgagctgctg agggttgcag gtgagaaccc agaagaaagg 
1680 

cggggacagg ttctaatcct tttagtggag caggcacttc gcttccatga ctacaaagca 

1740 

gccagtatgc attgtcagga gctgatggcc acaggttatc ctaaaagttg ggatgtttgt 
1800 

agccagttag gacaatcaga aggttaccag gacttggcca ctcgtcaaga gctcatggct 
1860 

tttgctttga cacattgccc tcctagcagc attgaacttc ttttggcagc tagcagctct 
1920 

ctgcagacag aaattcttta tcaaagagtg aatttccaga tccatcatga aggaggggaa 
1980 

aatatcagtg cttcaccatt aactagtaaa gcagtacaag aggatgaagt aggtgttcca 
2040 

ggtagcaatt cagctgacct actgcgctgg accactgcta ccaccatgaa. agtcctttcc 

2100 

aacaccacaa ccaccaccaa agcggtgctg caggccgtca gtgatgggca gtggtggaag 
2160 

aagtctttaa cttaccttcg accccttcag gggcaaaaat gtggtggtgc atatcaaatc 
2220 

ggaactacag ccaatgaaga tctagagaaa caagggtgtc atccttttta tgaatctgtc 
2280 

atctcaaatc cttttgtcgc tgagtctgaa gggacctatg acacctatca gcatgttcca 
2340 

gtggaaagct ttgcagaagt attgctgaga actggaaaat tggcagaggc taaaaataaa 

2400 

ggagaagtat ttccaacaac tgaagttctc ttgcaactag caagtgaagc cttgccaaat 
2460 

gacatgacct tggctcttgc ttaccttctt gccttaccac aagtgttaga tgctaaccgg 
2520 

tgctttgaaa agcagtcccc ctctgcatta tctctccagc tggcagcgta ttactatagc 
2580 

ctccagatct atgcccgatt ggccccatgt ttcagggaca agtgccatcc tctttacagg 
2640 

gctgatccca aagaactaat caagatggtc accaggcatg tgactcgaca tgagcacgaa 
2700 

gcctggcctg aagaccttat ttcactgacc aagcagttac actgctacaa tgaacgcctc 
2760 

ctggatttca ctcaggcgca gatccttcag ggccttcgga agggtgtgga cgtgcagcgg 
2820 

tttactgcag atgaccagta taaaagggaa actatccttg gtctggcaga aactctagag 
2880 

gaaagcgtct acagcattgc tatttctctg gcacaacgtt acagtgtctc ccgctgggaa 
2940 

gtttttatga cccatttgga gttccccttc acggacagtg gtttgtccac actagaaatt 
3000 

gaaaatagag cccaagacct tcatctcttt gagactttga agactgatcc agaagccttt 
3060 

caccagcaca tggtcaagta tatttaccct actattggtg gctttgatca cgaaaggctg 
3120 

cagtattatt tcactcttct ggaaaactgt ggccgtgcag atttggggaa ctgtgccatt 
3180 
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aaaccagaaa cccacattcg 
3240 

tacaaaaagc tgacagatga 

3300 

agtcaaaata tcttgtctat 
3360 

atgctttccc caagctctct 
3420 

cctcatctca ttaaacaagt 
3480 

tgcatgaagt actttgatcg 
3540 

acattttctc caaaagctgt 
3600 

aaggctatta agactgtcaa 
3660 

gaagctcaag aagctaagga 
3720 

aaatcacttg cccacctgga 
3780 

gagcaggaaa cactgcaaaa 
3840 

aaacttcatg atgaagctgt 
3900 

cagctgctag aggtggcagt 
3960 

gcaatcatga aaataatttc 
4020 

gacccactga aggtcctgga 
4080 

gaggagctgg tttcacctga 
4140 

gcctggccgg tgcggccccg 
4200 

actgaggagg acagcaagct 
4260 

tggccccaga gacaggtaga 
4320 

ttcatggaac tcctggaatc 
4380 

ttgcaagctt ggccacctat 
4440 

ctagctacag tgatgctaac 
4500 

gttttgaaaa tgtgtcgctc 
4560 

aaggagctgt gtctgctgct 
4620 

ctcgagagcc gagatgagca 
4680 

acggtgaatg at:tccaat:tg 
4740 

ctggtgaagc gtgtctccac 
4800 



actgctgaag aagtttaagg 
aaacatgagt cctcttgaag 
ttccaaactt gttcccaaaa 
gtacaccatc tggttacaga 
cccaggctct tcaccggagt 
tctccaccca ggtgacctca 
gaccaagctg tctgtggaag 
acattttatt gagaagccaa 
ttctaaagtt acctatgcag 
aaccctgagc cacagcttca 
atacagtcac ctctatgatc 
ggctatttgt ttagatggtc 
tggccctctt gacatctcac 
tgcattgagt ggtggcagtg 
aggtgttgtt gcagcagtcc 
ggacctgctg gagtggctgc 
cattcacgtg ctgcagattt 
cctcgtgttc tttagaactg 
catagctgac attgagaatg 
tagtcaccac gaggctgaat 
gaaaagtgaa tatgtcataa 
cagatgtacg atggagaaca 
tttgtataac accaagcaga 
gcttaaccag tccctcctgc 
tctgcacgag atggcactgg 
tgaccaagaa cctctttccc 
tcccttctat ccacgtattg 



ttgttgcatc aggtcttaat 
cattggagcc agttctttca 
tccctgaaaa ggatggacag 
agttgttctg gactggagac 
ggcttcatgc ctatgatgtc 
tcactgtggt agatgcagtt 
cccgtaaaga gatgactaga 
ggaaaagaaa ctcagaagac 
atactttgaa tcatccggag 
tcctttctct gaagaatagt 
tgtcccgatc agaaaaagag 
agcctctagc aatgattcag 
ccaaggatat agtgcagagc 
ctgaccttgg tgggccaagg 
acaccagtgt ggacaagggt 
ggcctttctg tgctgatgac 
tggggcaatc atttcacctg 
aagccattct caaagccccc 
aagagaaccg ctactgtcta 
ttcagcactt ggttttactt 
ccaataatcc atgggtgaga 
aggaaggatt ggggaatgaa 
tgctgcctgc agagggtgtg 
ttccatctct gaaacttctc 
agcaaatcac ggcagtcact 
tgctcctgga tgccaagctg 
ttgaccacct cttggctagc 
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ctccagcaag ggcgctggga tgcagaggag ctgggcagac acctgcggga ggccggccat 
4860 

gaagccgaag ccgggtctct ccttctggcc gtgaggggga ctcaccaggc cttcagaacc 
4920 

ttcagtacag ccctccgcgc agcacagcac tgggtgtgag ggccacctgt ggccctgctc 
4980 

cttagcagaa aaagcatctg gagttgaatg ctgttcccag aagcaacatg tgtatctgcc 
5040 

gattgttctc catggttcca acaaattgca aataaaactg tatggaaacg atgaaaaaaa 
5100 

aaaaaaaa 
5108 

<210> 1098 
<211> 1336 
<212> PRT 

<213> Homo sapiens 
<400> 1098 

Met Val Asp Gin Leu Glu Gin He Leu Ser Val Ser Glu Leu Leu Glu 
^ 5 10 15 , 

Lys His Gly Leu Glu Lys Pro He Ser Phe Val Lys Asn Thr Gin Ser 

20 25 30 

Ser Ser Glu Glu Ala Arg Lys Leu Met Val Arg Leu Thr Arg His Thr 

35 40 45 

Gly Arg Lys Gin Pro Pro Val Ser Glu Ser His Trp Arg Thr Leu Leu 

50 55 60 

Gin Asp Met Leu Thr Met Gin Gin Asn Val Tyr Thr Cys Leu Asp Ser 
65 70 75 80 

Asp Ala Cys Tyr Glu He Phe Thr Glu Ser Leu Leu Cys Ser Ser Arg 

«5 90 95 

Leu Glu Asn He His Leu Ala Gly Gin Met Met His Cys Ser Ala Cys 

100 105 110 

Ser Glu Asn Pro Pro Ala Gly He Ala His Lys Gly Lys Pro His Tyr 

115 120 125 

Arg Val Ser Tyr Glu Lys Ser He Asp Leu Val Leu Ala Ala Ser Arg 

130 135 140 

Glu Tyr Phe Asn Ser Ser Thr Asn Leu Thr Asp Ser Cys Met Asp Leu 
145 150 155 160 

Ala Arg Cys Cys Leu Gin Leu He Thr Asp Arg Pro Pro Ala He Gin 

165 170 175 

Glu Glu Leu Asp Leu He Gin Ala Val Gly Cys Leu Glu Glu Phe Gly 

180 185 190 

Val Lys He Leu Pro Leu Gin Val Arg Leu Cys Pro Asp Arg He Ser 

195 200 205 

Leu He Lys Glu Cys He Ser Gin Ser Pro Thr Cys Tyx Lys Gin Ser 

210 215 220 

Thr Lys Leu Leu Gly Leu Ala Glu Leu Leu Arg Val Ala Gly Glu Asn 
225 230 235 240 

Pro Glu Glu Arg Arg Gly Gin Val Leu He Leu Leu Val Glu Gin Ala 

245 250 255 

Leu Arg Phe His Asp Tyr Lys Ala Ala Ser Met His Cys Gin Glu Leu 

260 265 270 

Met Ala Thr Gly Tyr Pro Lys Ser Trp Asp Val Cys Ser Gin Leu Gly 
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